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Supplementary Figure S1 (continued) 
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Supplementary Figure S1 

Forest plot of the risk of IMN associated with rs3828323 under the (A) allelic model (T vs. C), (B) additive model (TT vs. CC), (C) additive 

model (CT vs. CC), (D) dominant model (CT+TT vs. CC), and (E) recessive model (TT vs. CT+CC). (F-J) Funnel plot, Begg’s test and Egger’s 

test for (A-E), respectively. Note that the log (OR) is plotted on the horizontal axis. 
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Supplementary Figure S2 (continued) 
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Supplementary Figure S2  
Forest plot of the risk of IMN associated with rs35771982 under the (A) allelic model (C vs. G), (B) additive model (CC vs. GG), (C) additive 

model (CG vs. GG), (D) dominant model (CG+CC vs. GG), and (E) recessive model (CC vs. CG+GG). (F-J) Funnel plot, Begg’s test and Egger’s 

test for (A-E), respectively. Note that the log (OR) is plotted on the horizontal axis. 



Supplementary Figure S3 (continued) 
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Supplementary Figure S3  
Forest plot of the risk of IMN associated with rs3749117 under the (A) allelic model (C vs. T), (B) additive model (CC vs. TT), (C) additive 

model (CT vs. TT), (D) dominant model (CT+CC vs. TT), and (E) recessive model (CC vs. CT+TT). (F-J) Funnel plot, Begg’s test and Egger’s 

test for (A-E), respectively. Note that the log (OR) is plotted on the horizontal axis. 
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Supplementary Figure S4  
Forest plot of the risk of IMN associated with rs3749119 under the (A) allelic model (T vs. C), (B) additive model (TT vs. CC), (C) additive 

model (CT vs. CC), (D) dominant model (CT+TT vs. CC), and (E) recessive model (TT vs. CT+CC). (F-J) Funnel plot, Begg’s test and Egger’s 

test for (A-E), respectively. Note that the log (OR) is plotted on the horizontal axis. 

 


