Supplemental Figure 2: Multiple sequence alignment of Coactosin homologs from selected species.
The species names are indicated on the left. The E. histolytica Coactosin row is marked with a red
border and the amino acid position corresponding to S147 of EhCoactosin is marked with a black box and
an asterisk.

[Drosophila_melanogaster] 36
[Danio_rerio] 34
[Homo_sapiens] 34
[Mus_musculus] 34
[Entamoeba_invadens_IP1] 37
{Entamoeba d.rspar SAW?SO} 36
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{Entamoeba nuttaﬂ: P19} 36
[Polysphondylium_violaceum] A 35
[Dictyostelium_discoideum_AX4] A 34
[Tieghemostelium_lacteum] K 34
[Heterostelium_album_PN500] S 35
[Acytostelium_subglobosum_LB1] T 34
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[Drosophila_melanogaster] Q QCF .F RQ 73
[Danio_rerio] T SDYEEFKS 71
[Homo_sapiens] T AEYQHF 1Q 71
[Mus_musculus] T ADYQHF 1Q 71
[Entamoeba_invadens_IP1] 75
{Entamoeba d.rspar SAW?SO} 74
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{Entamoeba nuttaﬂ: P19} 74
[Polysphondylium_violaceum] 73
[Dictyostelium_discoideum_AX4] 73
[Tieghemostelium_lacteum] 72
[Heterostelium_album_PN500] 73
[Acytostelium_subglobosum_LB1] 72
[Drosophila_melanogaster] 110
[Danio_rerio] 108
[Homo_sapiens] 108
[Mus_musculus] 108
[Entamoeba_invadens_IP1] 114
{Entamoeba d.rspar SAW?SO} 112
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{Entamoeba nuttaﬂ: P19} 112
[Polysphondylium_violaceum] 110
[Dictyostelium_discoideum_AX4] 110
[Tieghemostelium_lacteum] 109
[Heterostelium_album_PN500] 110
[Acytostelium_subglobosum_LB1] 109
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[Drosophila_melanogaster] 111 146
[Danio_rerio] 109 142
[Homo_sapiens] 109 142
[Mus_musculus] 109 142
[Entamoeba_invadens_IP1] 115 150
{Entamoeba d.rspar SAW?SO} 113 148

- 113 148
{Entamoeba nuﬂaﬂ: P19} 113 148
[Polysphondylium_violaceum] 111 146
[Dictyostelium_discoideum_AX4] 111 146
[Tieghemostelium_lacteum] 110 145
[Heterostelium_album_PN500] 111 146
[Acytostelium_subglobosum_LB1] 110 145




