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Reviewer Comments to Author: 

Thank you for adding further details to your manuscript; it is now clear to me that your method is 

intended to be used downstream of a normalization/pre-processing method that can identify 

untrustworthy genes (batch effect, contamination, lowly expressed). These genes are then replaced with 

a NA. I only suggest a little more clarification in your sentence "VAE thus can be an important tool to 

analyze the large amounts of publicly available data from 1000s of studies that are publicly available in 

the Gene Expression omnibus (Barrett, et al., 2012)." Is this joining RNA-Seq + array? 
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I agree to the open peer review policy of the journal. I understand that my name will be included on my 

report to the authors and, if the manuscript is accepted for publication, my named report including any 

attachments I upload will be posted on the website along with the authors' responses. I agree for my 

report to be made available under an Open Access Creative Commons CC-BY license 

(http://creativecommons.org/licenses/by/4.0/). I understand that any comments which I do not wish to 

be included in my named report can be included as confidential comments to the editors, which will not 

be published. 
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To further support our reviewers, we have joined with Publons, where you can gain additional credit to 

further highlight your hard work (see: https://publons.com/journal/530/gigascience). On publication of 
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Yes Choose an item. 

 


