Supplemental Table 5. Somatic mutations and Differently expression genes (DEGs) in LUSC patients and PDX models.

Somatic Mutations

Differentially expressed genes (DEGs)
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The

PDX models were placed on the y—axis to display the information of somatic mutations and DEGs. In the 2—row for each PDX model, the yellow box at the top row is for the patient data, the green
box at the bottom row for PDX data, the colorless box for no data available. In each column of the somatic mutation section, the number of mutations for each gene was indicated, and in each column of
the DEG section, the expression level for each gene was indicated by number and color (red, upregulation and blue, downregulation).





