
Description of Source Data  

Page number 2,11,32 
Description: They are original pictures. 
Related to Figure 1B/2G/6C  

Page number 3-9/12-28 
Description: They are original WB gel images. 
Related to Figure 1C-1F/Fig.2D,2E/Fig 3/Fig.4/Fig.5 

Page number 10,29-31,33-37 
Descrition : They are original data. 
Related to Figure  2F/Fig.6A,Fig.6B/Fig 6D/ Supplementary Figure 3D,3E/ Supplementary Figure 8 

Page number44-53 
Descrition : They are antibody reporting. 

Page number 54-57 
Descrition : They are FACS gating strategy 
Related Supplementary Figure 6 

The source data underlying Figs 1b—f, 2a, 2d—g, 3a—f,4a—e,5a—f ,6a—d and Supplementary 
Tables and Supplementary Figs 3F-K and from antibody datasheet /FACS gating strategy are 
provided as a Source Data file. 

Page number  38-43 
Descrition : They are original WB gel images and raw data. 
Related Supplementary Figure3F-K 
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Original data for  Figure 2F 
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Original data for Figure 6A 



Original data for  Figure 6B 
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Original data for  Figure 6D 



Study Protein Change Mutation Type Chromosome Start Pos End Pos Ref Var Mut cases All samples 
Mutant 
 frequency 

Kidney Chromophobe (TCGA, Provisional) S228L Missense_Mutation 16 57188284 57188284 G A 1 66 1.515% 

Lung Squamous Cell Carcinoma (TCGA, Provisional) R27M Missense_Mutation 16 57207687 57207687 C A 1 178 0.562% 

Colorectal Adenocarcinoma (TCGA, Provisional) P213S Missense_Mutation 16 57188330 57188330 G A 1 220 0.455% 

Colorectal Adenocarcinoma (TCGA, Provisional) R104Q Missense_Mutation 16 57206200 57206200 C T 1 220 0.455% 

Kidney Renal Clear Cell Carcinoma (TCGA, Provisional) X5_splice Splice_Site 16 57207783 57207783 T A 2 448 0.446% 

Uterine Corpus Endometrial Carcinoma (TCGA, Provisional) E111* Nonsense_Mutation 16 57206180 57206180 C A 1 242 0.413% 

Uterine Corpus Endometrial Carcinoma (TCGA, Provisional) E101K Missense_Mutation 16 57206210 57206210 C T 1 242 0.413% 

Uterine Corpus Endometrial Carcinoma (TCGA, Provisional) R24W Missense_Mutation 16 57207697 57207697 G A 1 242 0.413% 

Uterine Corpus Endometrial Carcinoma (TCGA, Provisional) Q149H Missense_Mutation 16 57201040 57201040 C A 1 242 0.413% 

Uterine Corpus Endometrial Carcinoma (TCGA, Provisional) K129R Missense_Mutation 16 57201101 57201101 T C 1 242 0.413% 

Skin Cutaneous Melanoma (TCGA, Provisional) S224F Missense_Mutation 16 57188296 57188296 G A 1 287 0.348% 

Skin Cutaneous Melanoma (TCGA, Provisional) D91del In_Frame_Del 16 57206236 57206238 TCA - 1 287 0.348% 

Stomach Adenocarcinoma (TCGA, Provisional) S196R Missense_Mutation 16 57188381 57188381 T G 1 287 0.348% 

Stomach Adenocarcinoma (TCGA, Provisional) A150V Missense_Mutation 16 57201038 57201038 G A 1 287 0.348% 

Liver Hepatocellular Carcinoma (TCGA, Provisional) D178E Missense_Mutation 16 57197926 57197926 A T 1 366 0.273% 

Prostate Adenocarcinoma (TCGA, Provisional) D83G Missense_Mutation 16 57206263 57206263 T C 1 492 0.203% 

Head and Neck Squamous Cell Carcinoma (TCGA, Provisional) K188T Missense_Mutation 16 57188404 57188404 T G 1 504 0.198% 

Head and Neck Squamous Cell Carcinoma (TCGA, Provisional) E108del In_Frame_Del 16 57206187 57206189 TTC - 1 504 0.198% 

Head and Neck Squamous Cell Carcinoma (TCGA, Provisional) E231K Missense_Mutation 16 57188276 57188276 C T 1 504 0.198% 

Breast Invasive Carcinoma (TCGA, Provisional) P198L Missense_Mutation 16 57188374 57188374 G A 1 963 0.104% 

Breast Invasive Carcinoma (TCGA, Provisional) X43_splice Splice_Region 16 57206793 57206793 G A 1 963 0.104% 

Table 1  NIP30 mutation analysis from TCGA database  Supplementary 

 



Deletion cases All cases Frequency 

Bladder Urothelial Carcinoma (TCGA, Provisional) 13 408 3.19% 

Prostate Adenocarcinoma (TCGA, Provisional) 14 492 2.85% 

Lymphoid Neoplasm Diffuse Large B-cell Lymphoma (TCGA, Provisional) 1 48 2.08% 

Uveal Melanoma (TCGA, Provisional) 1 80 1.25% 

Skin Cutaneous Melanoma (TCGA, Provisional) 3 367 0.82% 

Thymoma (TCGA, Provisional) 1 123 0.81% 

Stomach Adenocarcinoma (TCGA, Provisional) 3 441 0.68% 

Esophageal Carcinoma (TCGA, Provisional) 1 184 0.54% 

Acute Myeloid Leukemia (TCGA, Provisional) 1 191 0.52% 

Sarcoma (TCGA, Provisional) 1 257 0.39% 

Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma (TCGA, Provisional) 1 295 0.34% 

Liver Hepatocellular Carcinoma (TCGA, Provisional) 1 370 0.27% 

Lung Adenocarcinoma (TCGA, Provisional) 1 516 0.19% 

Head and Neck Squamous Cell Carcinoma (TCGA, Provisional) 1 522 0.19% 

Uterine Corpus Endometrial Carcinoma (TCGA, Provisional) 1 539 0.19% 

Glioblastoma Multiforme (TCGA, Provisional) 1 577 0.17% 

Ovarian Serous Cystadenocarcinoma (TCGA, Provisional) 1 579 0.17% 

Breast Invasive Carcinoma (TCGA, Provisional) 1 1080 0.09% 

Table 2  NIP30 deletion analysis from TCGA database  Supplementary  
 



Table 3 Phosphorylated at S228 (related Supplementary Figure 3D) 

b-H3PO4 b y y+2 y-H3PO4 y-H3PO4
+2 

--- --- 1 S 21 --- --- --- --- 

--- 145.0608 2 G 20 1995.7663 998.3868 1897.7894 949.3983 

--- 232.0928 3 S 19 1938.7448 969.876 1840.7679 920.8876 

--- 319.1248 4 S 18 1851.7128 926.36 1753.7359 877.3716 

--- 434.1518 5 D 17 1764.6807 882.844 1666.7038 833.8556 

--- 521.1838 6 S 16 1649.6538 825.3305 1551.6769 776.3421 

--- 650.2264 7 E 15 1562.6218 781.8145 1464.645 732.8261 

--- 737.2584 8 S 14 1433.579 717.2932 1335.602 668.3048 

--- 824.2904 9 S 13 1346.547 673.7772 1248.57 624.7888 

893.3119 991.2888 10 S(Phospho) 12 1259.515 630.2612 1161.538 581.2727 

1008.339 1106.316 11 D 11 1092.517 546.762 --- --- 

1095.371 1193.348 12 S 10 977.4898 489.2485 --- --- 

1224.414 1322.39 13 E 9 890.4578 445.7325 --- --- 

1281.435 1379.412 14 G 8 761.4152 381.2112 --- --- 

1382.483 1480.46 15 T 7 704.3937 352.7005 --- --- 

1495.567 1593.5436 16 I 6 603.3461 302.1767 --- --- 

1609.6096 1707.5865 17 N 5 490.262 245.6346 --- --- 

1680.6467 1778.6236 18 A 4 376.2191 188.6132 --- --- 

1781.6944 1879.6713 19 T 3 305.1819 153.0946 --- --- 

1838.7159 1936.6928 20 G 2 204.1343 102.5708 --- --- 

--- --- 21 K 1 147.1128 74.06 --- --- 

Supplementary 

 



b-H3PO4 b y y+2 y-H3PO4 y-H3PO4
+2 

--- --- 1 S 21 --- --- --- --- 

--- 145.0608 2 G 20 1995.7663 998.3868 1897.7894 949.3983 

--- 232.0928 3 S 19 1938.7448 969.876 1840.7679 920.8876 

--- 319.1248 4 S 18 1851.7128 926.36 1753.7359 877.3716 

--- 434.1518 5 D 17 1764.6807 882.844 1666.7038 833.8556 

--- 521.1838 6 S 16 1649.6538 825.3305 1551.6769 776.3421 

--- 650.2264 7 E 15 1562.6218 781.8145 1464.6449 732.8261 

--- 737.2584 8 S 14 1433.5792 717.2932 1335.602 668.3048 

--- 824.2904 9 S 13 1346.5471 673.7772 1248.57 624.7888 

--- 911.3225 10 S 12 1259.515 630.2612 1161.538 581.2727 

--- 1026.349 11 D 11 1172.483 586.7452 1074.506 537.7567 

1095.371 1193.348 12 S(Phospho) 10 1057.456 529.2317 959.4793 480.2433 

1224.414 1322.39 13 E 9 890.4578 445.7325 --- --- 

1281.435 1379.4118 14 G 8 761.4152 381.2112 --- --- 

1382.4826 1480.4595 15 T 7 704.3937 352.7005 --- --- 

1495.5667 1593.5436 16 I 6 603.3461 302.1767 --- --- 

1609.6096 1707.5865 17 N 5 490.262 245.6346 --- --- 

1680.6467 1778.6236 18 A 4 376.2191 188.6132 --- --- 

1781.6944 1879.6713 19 T 3 305.1819 153.0946 --- --- 

1838.7159 1936.6928 20 G 2 204.1343 102.5708 --- --- 

--- --- 21 K 1 147.1128 74.06 --- --- 

Table 4 Phosphorylated at S230 (related Supplementary Figure 3E) 
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Original data for Supplemental Figure3J-K 

Image  J value for each lane per experiment for actin and p21 
(S-fig3K-table1) 

P21 value / actin value 
(S-fig3K-table2) 

Normalized to the first P21 band value(3.2142)  
of the first repeating assay 
(S-fig3K-table3) 

Note.*actin/20 refers to normalization by 20 fold reduction in 
grayscale values for all actin levels in repeating experiment 3. 
We did so with the intention to reduce variations among the 3 
experiments. We have carefully calculated and concluded that 
with or without normalization by 20 fold reductions, the final 
results in the table s3 are the same for the relative p21 
expression levels. For example,  we got the lane 1 and lane 7 
values in repeat 3 as  0.178175 and 0.134376 respectively by 
p21/actin without normalization of 20-fold reductions. When 
we normalize lane 7 in repeat3 to 3.2142, we use this formula 
(Y=0.134376 /0.178175*3.2142=2.4241), which is the same as 
the calculation with normalization by 20-fold reduction of 
actin [p21/(actin/20)] as shown in S-fig3K-table3. 

 

When normalizing the data to the 1st band in 
repeat2 , we use this formula：
Y=N/2.5761*3.2142, （N is the value of 
repeat2 in S-fig3K-table2); when normalizing 
the data to the 1st band in repeat3, we use the 
following formula: Y=N/3.5635*3.2142, (N is 
the value of repeat3 in S-fig3K-table2). 



1 .Anti-Flag-mouse MBL (anti-DDDDK-mouse) reference from antibody Datasheet 



2.β-actin-mouse  MBL reference from antibody Datasheet 



3.anti-HA-mouse reference from antibody Datasheet 



4. anti-REGγ-rabbit(γ) reference from antibody Datasheet 



5. anti-NIP30-rabbit Proteintech Rabbit reference from antibody Datasheet  
 



6. anti-p21-rabbit reference from antibody Datasheet 



7. anti-CDC25A-rabbit reference from antibody Datasheet 



8. anti-LAST1 –rabbit reference from antibody Datasheet 



9. pNIP30Ser228 was tested in Supplemental information 4A 



10. pNIP30Ser230 was tested in Supplemental information 4B 
 



FACS gating strategy 

ModFitLT software was used to analysis the FACS data. 
Step 1. 
 



Step2. 



Step3. 



Step4. 


