DATA S1. Related to STAR Methods. DNA sequences of BERKY constructs.
Yellow highlighted regions are restriction sites

Gai*-BERKY1 (for pcDNA3.1, pLVX-IRES-Hygro and pLenti-hSynapsin-WPRE constructs)
Lyn11 (membrane anchor)

Flexible linker (GSG x 4)

NLuc - donor

Flexible linker (GSG x 2)

ER/K linker (10nm)

Flexible linker (GSG x 2)

Flexible linker (GSGGTGGSG)
KB-1753
Myc tag

ATGGGATGTATAAAATCAAAAGGGAAAGACAGCAAGCTTGGATCAGGCGGTAGCGGGGGATCAGGCGGTAGCGGGAT
GGTCTTCACACTCGAAGATTTCGTTGGGGACTGGCGACAGACAGCCGGCTACAACCTGGACCAAGTCCTTGAACAGG
GAGGTGTGTCCAGTTTGTTTCAGAATCTCGGGGTGTCCGTAACTCCGATCCAAAGGATTGTCCTGAGCGGTGAAAAT
GGGCTGAAGATCGACATCCATGTCATCATCCCGTATGAAGGTCTGAGCGGCGACCAAATGGGCCAGATCGAAAAAAT
TTTTAAGGTGGTGTACCCTGTGGATGATCATCACTTTAAGGTGATCCTGCACTATGGCACACTGGTAATCGACGGGG
TTACGCCGAACATGATCGACTATTTCGGACGGCCGTATGAAGGCATCGCCGTGTTCGACGGCAAAAAGATCACTGTA
ACAGGGACCCTGTGGAACGGCAACAAAATTATCGACGAGCGCCTGATCAACCCCGACGGCTCCCTGCTGTTCCGAGT
AACCATCAACGGAGTGACCGGCTGGCGGCTGTGCGAACGCATTCTGGCGGAATTCGGATCTGGTGGTTCAGGCGAAA
ACCTGTATTTTCAGGGCGGAAGCGGAGAAGAGGAGGAAAAGAAAAAACAACAGGAGGAGGAGGCGGAGAGGCTGAGG
AGGATACAAGAGGAAATGGAAAAAGAAAGAAAGCGGCGAGAGGAAGATGAGCAGCGACGCCGCAAGGAGGAGGAAGA
GAGAAGGATGAAATTGGAGATGGAGGCAAAACGCAAACAAGAAGAGGAAGAACGGAAGAAACGGGAGGATGATGAAA
AGCGGAAGAAAAAGGGATCTGGAGGGTCAGGGGGCGCGCCCATCLTTTCAAAGCCCACAACAGCTTCTTCACACGCGTT
GTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGC
GACCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTA
CATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATG
CCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTT
CGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACA
AGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTC
AAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGALCGG
CCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATC
ACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGATCCGGTGGC
ACCGGTGGATCAGGCTCTTCTCGAGGTTACTACCATGGTATTTGGGTGGGTGAAGAAGGTCGACTTTCTCGAGGTGG
A.G/\\ \\C/\\ \\ \\ \\ \\C'l”l'/\\WHVYVC'VG/\\ \\G/\\ \\G/\\'VC'VG-




Gai*-BERKY?2 (for pcDNA3.1)
Lynl11 (membrane anchor)
Flexible linker (GSG x 4)

NLuc - donor

Flexible linker (GSG x 2)

ER/K linker (10nm)

Flexible linker (GSG x 2)

YFP (Citrine)- acceptor
Flexible linker (GSGG)

YFP (Citrine)- acceptor
Flexible linker (GSGGTGGSG)
KB-1753

Myc tag

ATGGGATGTATAAAATCAAAAGGGAAAGACAGCAAGCTTGGATCAGGCGGTAGCGGGGGATCAGGCGGTAGCGGGAT
GGTCTTCACACTCGAAGATTTCGTTGGGGACTGGCGACAGACAGCCGGCTACAACCTGGACCAAGTCCTTGAACAGG
GAGGTGTGTCCAGTTTGTTTCAGAATCTCGGGGTGTCCGTAACTCCGATCCAAAGGATTGTCCTGAGCGGTGAAAAT
GGGCTGAAGATCGACATCCATGTCATCATCCCGTATGAAGGTCTGAGCGGCGACCAAATGGGCCAGATCGAAAAAAT
TTTTAAGGTGGTGTACCCTGTGGATGATCATCACTTTAAGGTGATCCTGCACTATGGCACACTGGTAATCGACGGGG
TTACGCCGAACATGATCGACTATTTCGGACGGCCGTATGAAGGCATCGCCGTGTTCGACGGCAAAAAGATCACTGTA
ACAGGGACCCTGTGGAACGGCAACAAAATTATCGACGAGCGCCTGATCAACCCCGACGGCTCCCTGCTGTTCCGAGT
AACCATCAACGGAGTGACCGGCTGGCGGCTGTGCGAACGCATTCTGGCGGAATTCGGATCTGGTGGTTCAGGCGAAA
ACCTGTATTTTCAGGGCGGAAGCGGAGAAGAGGAGGAAAAGAAAAAACAACAGGAGGAGGAGGCGGAGAGGCTGAGG
AGGATACAAGAGGAAATGGAAAAAGAAAGAAAGCGGCGAGAGGAAGATGAGCAGCGACGCCGCAAGGAGGAGGAAGA
GAGAAGGATGAAATTGGAGATGGAGGCAAAACGCAAACAAGAAGAGGAAGAACGGAAGAAACGGGAGGATGATGAAA
AGCGGAAGAAAAAGGGATCTGGAGGGTCAGGGGGCGCGCCCATCGTTTCAAACCCACAACAGCTTCTTCACACGCETT
GTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGC
GACCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTA
CATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATG
CCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTT
CGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACA
AGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTC
AAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGALCGG
CCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATC
ACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGATCCGGAGGA
ATGGTTTCAAAGGGAGAAGAGTTGTTCACAGGGGTTGTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCA
CAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGCGACCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGG
GTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTACATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGAT
CACATGAAGCAGCATGATTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGA
CGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCA
TCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATG
GCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGC
CGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGT
CCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACT
CTCCCCATCGCACCAGCTGCTACAAGCGGATCCGGTGGCACCGGTGGATCAGGCTCTTCTCGAGGTTACTACCATGGTAT
TTGGGTGGGTGAAGAAGGTCGACTTTCTCGAGGT GGAGAACAAAAACTTATTTCTGAAGAAGATCTG-




Gai*-BERKY3 (for pcDNA3.1, pLVX-IRES-Hygro and pLenti-hSynapsin-WPRE constructs)
Lyn11 (membrane anchor)
Flexible linker (GSG x 4)

NLuc - donor

Flexible linker (GSG x 2)

ER/K linker (10nm)

Flexible linker (GSG x 2)

YFP (Citrine)- acceptor
Flexible linker (GG)

YFP (Citrine)- acceptor
Flexible linker (GSGG)

YFP (Citrine)- acceptor
Flexible linker (GSGGTGGSG)
KB-1753

Myc tag

ATGGGATGTATAAAATCAAAAGGGAAAGACAGCAAGCTTGGATCAGGCGGTAGCGGGGGATCAGGCGGTAGCGGGAT
GGTCTTCACACTCGAAGATTTCGTTGGGGACTGGCGACAGACAGCCGGCTACAACCTGGACCAAGTCCTTGAACAGG
GAGGTGTGTCCAGTTTGTTTCAGAATCTCGGGGTGTCCGTAACTCCGATCCAAAGGATTGTCCTGAGCGGTGAAAAT
GGGCTGAAGATCGACATCCATGTCATCATCCCGTATGAAGGTCTGAGCGGCGACCAAATGGGCCAGATCGAAAAAAT
TTTTAAGGTGGTGTACCCTGTGGATGATCATCACTTTAAGGTGATCCTGCACTATGGCACACTGGTAATCGACGGGG
TTACGCCGAACATGATCGACTATTTCGGACGGCCGTATGAAGGCATCGCCGTGTTCGACGGCAAAAAGATCACTGTA
ACAGGGACCCTGTGGAACGGCAACAAAATTATCGACGAGCGCCTGATCAACCCCGACGGCTCCCTGCTGTTCCGAGT
AACCATCAACGGAGTGACCGGCTGGCGGCTGTGCGAACGCATTCTGGCGGAATTCGGATCTGGTGGTTCAGGCGAAA
ACCTGTATTTTCAGGGCGGAAGCGGAGAAGAGGAGGAAAAGAAAAAACAACAGGAGGAGGAGGCGGAGAGGCTGAGG
AGGATACAAGAGGAAATGGAAAAAGAAAGAAAGCGGCGAGAGGAAGATGAGCAGCGACGCCGCAAGGAGGAGGAAGA
GAGAAGGATGAAATTGGAGATGGAGGCAAAACGCAAACAAGAAGAGGAAGAACGGAAGAAACGGGAGGATGATGAAA
AGCGGAAGAAAAAGGGATCTGGAGGGTCAGGGGGCGCGCCCATCGTTTCAAACCCACAACAGCTTCTTCACACGCETT
GTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGC
GACCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTA
CATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATG
CCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTT
CGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACA
AGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTC
AAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGALCGG
CCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATC
ACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGCGCGCCCGGA
GGAATGGTTTCAAAGGGAGAAGAGTTGTTCACAGGGGTTGTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGG
GCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGCGACCTATGGAAAACTGACCCTTAAATTTATTTGTACTA
CGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTACATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCG
GATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAA
GGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGG
GCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATC
ATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCT
CGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACC
AGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATC
ACTCTCGGCATGGACGAGCTGTACAAGGGATCCGGAGGAATGGTTTCAAAGGGAGAAGAGTTGTTCACAGGGGTTGT
ACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGCGA
CCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTACA
TTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATGCC
CGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCG
AGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAG
CTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAA
GATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGALCGGLC
CCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCAC




ATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGEEATCCGCTGGCAR
CGGTGGATCAGGCTCTTCTCGAGGTTACTACCATGGTATTTGGGTGGGTGAAGAAGGTCGACTTTCTCGAGGTGGAC
AACAARAACTTATTTCTGAAGAAGATCTG




GBRY*-BERKY3 (for pcDNA3.1 and pLVX-IRES-Hygro)
Lynl11 (membrane anchor)
Flexible linker (GSG x 4)

NLuc - donor

Flexible linker (GSG x 2)

ER/K linker (10nm)

Flexible linker (GSG x 2)

YFP (Citrine)- acceptor
Flexible linker (GG)

YFP (Citrine)- acceptor
Flexible linker (GSGG)

YFP (Citrine)- acceptor
Flexible linker (GSGGTGGSG)
GRK3ct

ATGGGATGTATAAAATCAAAAGGGAAAGACAGCAAGCTTGGATCAGGCGGTAGCGGGGGATCAGGCGGTAGCGGGAT
GGTCTTCACACTCGAAGATTTCGTTGGGGACTGGCGACAGACAGCCGGCTACAACCTGGACCAAGTCCTTGAACAGG
GAGGTGTGTCCAGTTTGTTTCAGAATCTCGGGGTGTCCGTAACTCCGATCCAAAGGATTGTCCTGAGCGGTGAAAAT
GGGCTGAAGATCGACATCCATGTCATCATCCCGTATGAAGGTCTGAGCGGCGACCAAATGGGCCAGATCGAAAAAAT
TTTTAAGGTGGTGTACCCTGTGGATGATCATCACTTTAAGGTGATCCTGCACTATGGCACACTGGTAATCGACGGGG
TTACGCCGAACATGATCGACTATTTCGGACGGCCGTATGAAGGCATCGCCGTGTTCGACGGCAAAAAGATCACTGTA
ACAGGGACCCTGTGGAACGGCAACAAAATTATCGACGAGCGCCTGATCAACCCCGACGGCTCCCTGCTGTTCCGAGT
AACCATCAACGGAGTGACCGGCTGGCGGCTGTGCGAACGCATTCTGGCGGAATTCGGATCTGGTGGTTCAGGCGAAA
ACCTGTATTTTCAGGGCGGAAGCGGAGAAGAGGAGGAAAAGAAAAAACAACAGGAGGAGGAGGCGGAGAGGCTGAGG
AGGATACAAGAGGAAATGGAAAAAGAAAGAAAGCGGCGAGAGGAAGATGAGCAGCGACGCCGCAAGGAGGAGGAAGA
GAGAAGGATGAAATTGGAGATGGAGGCAAAACGCAAACAAGAAGAGGAAGAACGGAAGAAACGGGAGGATGATGAAA
AGCGGAAGAAAAAGGGATCTGGAGGGTCAGGGGGCGCGCCCATCGTTTCAAACCCACAACAGCTTCTTCACACGCETT
GTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGC
GACCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTA
CATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATG
CCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTT
CGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACA
AGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTC
AAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGALCGG
CCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATC
ACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGCGCGCCCGGA
GGAATGGTTTCAAAGGGAGAAGAGTTGTTCACAGGGGTTGTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGG
GCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGCGACCTATGGAAAACTGACCCTTAAATTTATTTGTACTA
CGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTACATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCG
GATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAA
GGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGG
GCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATC
ATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCT
CGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACC
AGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATC
ACTCTCGGCATGGACGAGCTGTACAAGGGATCCGGAGGAATGGTTTCAAAGGGAGAAGAGTTGTTCACAGGGGTTGT
ACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGCGA
CCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTACA
TTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATGCC
CGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCG
AGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAG
CTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAA
GATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGALCGGLC
CCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCAC
ATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGATCCGGTGGCAC




CGGTGGATCAGGCTCTTCTCGAGAGAACTTCCCTCTGGTGATCTCTGAGCGCTGGCAGCAGGAAGTGGCGGAAACAG
TTTATGAAGCAGTAAATGCAGACACGGATAAAATCGAGGCCAGGAAGAGAGCTAAAAATAAGCAGCTTGGCCACGAA
GAAGATTACGCCCTGGGAAGAGACTGCATCGTGCACGGGTACATGCTGAAGCTGGGGAACCCTTTCCTGACCCAGTG
GCAGCGCCGCTATTTTTACCTCTTTCCGAACAGACTTGAGTGGAGAGGAGAAGGCGAGTCGCGACAAAGTTTACTGA
CAATGGAACAGATTGTGTCCGTGGAAGAAACTCAGATTAAAGACAAAAAGTGCATTTTGTTGAGAATAAAAGGAGGG
AAGCAGTTCGTTTTGCAGTGTGAGAGTGACCCAGAGTTTGTGCAGTGGAAGAAAGAGCTGACGGAGACATTCATGGA
GGCCCAGCGGCTGCTACGGCGAGCCCCCAAGTTCCTCAACAAATCCCGCTCAGCCGTCGTGGAACTCTCAAAGCCTC
CCCTCTGCCATAGGAACAGCAAC GGCCTCGGAGGT-CTCGAGGT GGAGAACAAAAACTTATTTCTGAAGAAGATC
TGTGA




Gaq*-BERKY3 (for pcDNA3.1 and pLVX-IRES-Hygro constructs)
Lynl11 (membrane anchor)
Flexible linker (GSG x 4)

NLuc - donor

Flexible linker (GSG x 2)

ER/K linker (10nm)

Flexible linker (GSG x 2)

YFP (Citrine)- acceptor
Flexible linker (GG)

YFP (Citrine)- acceptor
Flexible linker (GSGG)

YFP (Citrine)- acceptor
Flexible linker (GSGGTGGSG)
GRK2™

ATGGGATGTATAAAATCAAAAGGGAAAGACAGCAAGCTTGGATCAGGCGGTAGCGGGGGATCAGGCGGTAGCGGGAT
GGTCTTCACACTCGAAGATTTCGTTGGGGACTGGCGACAGACAGCCGGCTACAACCTGGACCAAGTCCTTGAACAGG
GAGGTGTGTCCAGTTTGTTTCAGAATCTCGGGGTGTCCGTAACTCCGATCCAAAGGATTGTCCTGAGCGGTGAAAAT
GGGCTGAAGATCGACATCCATGTCATCATCCCGTATGAAGGTCTGAGCGGCGACCAAATGGGCCAGATCGAAAAAAT
TTTTAAGGTGGTGTACCCTGTGGATGATCATCACTTTAAGGTGATCCTGCACTATGGCACACTGGTAATCGACGGGG
TTACGCCGAACATGATCGACTATTTCGGACGGCCGTATGAAGGCATCGCCGTGTTCGACGGCAAAAAGATCACTGTA
ACAGGGACCCTGTGGAACGGCAACAAAATTATCGACGAGCGCCTGATCAACCCCGACGGCTCCCTGCTGTTCCGAGT
AACCATCAACGGAGTGACCGGCTGGCGGCTGTGCGAACGCATTCTGGCGGAATTCGGATCTGGTGGTTCAGGCGAAA
ACCTGTATTTTCAGGGCGGAAGCGGAGAAGAGGAGGAAAAGAAAAAACAACAGGAGGAGGAGGCGGAGAGGCTGAGG
AGGATACAAGAGGAAATGGAAAAAGAAAGAAAGCGGCGAGAGGAAGATGAGCAGCGACGCCGCAAGGAGGAGGAAGA
GAGAAGGATGAAATTGGAGATGGAGGCAAAACGCAAACAAGAAGAGGAAGAACGGAAGAAACGGGAGGATGATGAAA
AGCGGAAGAAAAAGGGATCTGGAGGGTCAGGGGGCGCGCCCATCLTTTCAAAGCCCACAACAGTTCTTCACAGCGGGTT
GTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGC
GACCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTA
CATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATG
CCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTT
CGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACA
AGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTC
AAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGALCGG
CCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATC
ACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGCGCGCCCGGA
GGAATGGTTTCAAAGGGAGAAGAGTTGTTCACAGGGGTTGTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGG
GCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGCGACCTATGGAAAACTGACCCTTAAATTTATTTGTACTA
CGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTACATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCG
GATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAA
GGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGG
GCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATC
ATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCT
CGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACC
AGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATC
ACTCTCGGCATGGACGAGCTGTACAAGGGATCCGGAGGAATGGTTTCAAAGGGAGAAGAGTTGTTCACAGGGGTTGT
ACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGCGA
CCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTACA
TTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATGCC
CGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCG
AGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAG
CTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAA
GATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGALCGGLCC
CCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCAC
ATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGATCCGGTGGCAC




CGGTGGATCAGGCTCTTCTCGAGAGAAGTACCTGGAGGACCGGGGCGAGGTGACTTTTGAGAAGATCTTCTCCCAGA
AGCTGGGGTACCTGCTTTTCCGAGACTTCTGCCTGAAGCACCTGGAGGAGGCCAAGCCCTTGGTAGAGTTCTACGAG
GAGATCAAGAAATACGAGAAGCTGGAGACAGAGGAGGAGCGCCTGGTCTGCAGCCGAGAGATCTTCGACACGTACAT
CATGAAGGAGCTGCTGGCCTGCTCACATCCTTTCTCGAAGAGCGCCATTGAGCACGTCCAGGGCCATCTGGTGAAGA
AGCAGGTGCCTCCGGATCTCTTCCAGCCATATATTGAAGAAATTTGCCAGAACCTCCGAGGAGACGTGTTCCAGAAA
TTCATCGAGAGCGATAAATTCACACGGTTTTGCCAGTGGAAG-CTCGAGGT GGAGAACAAAAACTTATTTCTGAA
GAAGATCTGTGA




Ga13*-BERKY3 (for pcDNA3.1 constructs)
Lynl11 (membrane anchor)
Flexible linker (GSG x 4)

NLuc - donor

Flexible linker (GSG x 2)

ER/K linker (10nm)

Flexible linker (GSG x 2)

YFP (Citrine)- acceptor
Flexible linker (GG)

YFP (Citrine)- acceptor
Flexible linker (GSGG)

YFP (Citrine)- acceptor
Flexible linker (GSGGTGGSG)
PRG""

ATGGGATGTATAAAATCAAAAGGGAAAGACAGCAAGCTTGGATCAGGCGGTAGCGGGGGATCAGGCGGTAGCGGGAT
GGTCTTCACACTCGAAGATTTCGTTGGGGACTGGCGACAGACAGCCGGCTACAACCTGGACCAAGTCCTTGAACAGG
GAGGTGTGTCCAGTTTGTTTCAGAATCTCGGGGTGTCCGTAACTCCGATCCAAAGGATTGTCCTGAGCGGTGAAAAT
GGGCTGAAGATCGACATCCATGTCATCATCCCGTATGAAGGTCTGAGCGGCGACCAAATGGGCCAGATCGAAAAAAT
TTTTAAGGTGGTGTACCCTGTGGATGATCATCACTTTAAGGTGATCCTGCACTATGGCACACTGGTAATCGACGGGG
TTACGCCGAACATGATCGACTATTTCGGACGGCCGTATGAAGGCATCGCCGTGTTCGACGGCAAAAAGATCACTGTA
ACAGGGACCCTGTGGAACGGCAACAAAATTATCGACGAGCGCCTGATCAACCCCGACGGCTCCCTGCTGTTCCGAGT
AACCATCAACGGAGTGACCGGCTGGCGGCTGTGCGAACGCATTCTGGCGGAATTCGGATCTGGTGGTTCAGGCGAAA
ACCTGTATTTTCAGGGCGGAAGCGGAGAAGAGGAGGAAAAGAAAAAACAACAGGAGGAGGAGGCGGAGAGGCTGAGG
AGGATACAAGAGGAAATGGAAAAAGAAAGAAAGCGGCGAGAGGAAGATGAGCAGCGACGCCGCAAGGAGGAGGAAGA
GAGAAGGATGAAATTGGAGATGGAGGCAAAACGCAAACAAGAAGAGGAAGAACGGAAGAAACGGGAGGATGATGAAA
AGCGGAAGAAAAAGGGATCTGGAGGGTCAGGGGGCGCGCCCATCLTTTCAAAGCCCACAACAGTTCTTCACAGCGGGTT
GTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGC
GACCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTA
CATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATG
CCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTT
CGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACA
AGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTC
AAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGALCGG
CCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATC
ACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGCGCGCCCGGA
GGAATGGTTTCAAAGGGAGAAGAGTTGTTCACAGGGGTTGTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGG
GCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGCGACCTATGGAAAACTGACCCTTAAATTTATTTGTACTA
CGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTACATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCG
GATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAA
GGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGG
GCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATC
ATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCT
CGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACC
AGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATC
ACTCTCGGCATGGACGAGCTGTACAAGGGATCCGGAGGAATGGTTTCAAAGGGAGAAGAGTTGTTCACAGGGGTTGT
ACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGCGA
CCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTACA
TTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATGCC
CGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCG
AGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAG
CTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAA
GATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGALCGGLCC
CCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCAC
ATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGATCCGGTGGCAC




CGGTGGATCAGGCTCTTCTCGAGAGCTGATTATTGGCCCAGAGGAAGATTATGACCCAGGTTATTTCAACAATGAGA
GTGACATCATCTTCCAAGATCTTGAAAAACTGAAGTCACATCCAGCTTACTTGGTAGTTTTTCTACGTTACATCCTC
TCTCAGGCAGACCCTGGCCCCCTGCTTTTTTATTTGTGTTCAGAAGTTTATCAACAGACAAATCCCAAAGATTCCCG
AAGTCTGGGGAAAGACATCTGGAACATTTTCCTGGAGAAAAATGCGCCTCTCAGAGTGAAGATCCCTGAGATGTTGC
AGGCTGAAATTGACCTACGCCTGCGGAACAATGAGGACCCTCGCAATGTGCTCTGTGAAGCTCAGGAGGCAGTCATG
CTGGAAATCCAGGAGCAGATCAACGACTACAGATCCAAGCGTACTCTGGGCCTGGGCAGCCTCTATGGTGAAAATGA
CCTGCTAGGCCTGGATGGGGACCCTCTTCGAGAACGCCAAATGGCTGAGAAGCAGCTGGCTGCCCTTGGAGATATCT
TGTCCAAATATGAGGAAGATCGGAGTGCCCCCATGGACTTTGCTGTTAATACCTTTATGAGCCACGCTGGGATCCGT
CTTCGGGAGTCTCGA-CTCGAGGT GGAGAACAAAAACTTATTTCTGAAGAAGATCTGTGA
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Rho*-BERKY3 (for pcDNA3.1 constructs)
Lynl11 (membrane anchor)
Flexible linker (GSG x 4)

NLuc - donor

Flexible linker (GSG x 2)

ER/K linker (10nm)

Flexible linker (GSG x 2)

YFP (Citrine)- acceptor
Flexible linker (GG)

YFP (Citrine)- acceptor
Flexible linker (GSGG)

YFP (Citrine)- acceptor
Flexible linker (GSGGTGGSG)
Rhotekin RBD (aa 7-89)

ATGGGATGTATAAAATCAAAAGGGAAAGACAGCAAGCTTGGATCAGGCGGTAGCGGGGGATCAGGCGGTAGCGGGAT
GGTCTTCACACTCGAAGATTTCGTTGGGGACTGGCGACAGACAGCCGGCTACAACCTGGACCAAGTCCTTGAACAGG
GAGGTGTGTCCAGTTTGTTTCAGAATCTCGGGGTGTCCGTAACTCCGATCCAAAGGATTGTCCTGAGCGGTGAAAAT
GGGCTGAAGATCGACATCCATGTCATCATCCCGTATGAAGGTCTGAGCGGCGACCAAATGGGCCAGATCGAAAAAAT
TTTTAAGGTGGTGTACCCTGTGGATGATCATCACTTTAAGGTGATCCTGCACTATGGCACACTGGTAATCGACGGGG
TTACGCCGAACATGATCGACTATTTCGGACGGCCGTATGAAGGCATCGCCGTGTTCGACGGCAAAAAGATCACTGTA
ACAGGGACCCTGTGGAACGGCAACAAAATTATCGACGAGCGCCTGATCAACCCCGACGGCTCCCTGCTGTTCCGAGT
AACCATCAACGGAGTGACCGGCTGGCGGCTGTGCGAACGCATTCTGGCGGAATTCGGATCTGGTGGTTCAGGCGAAA
ACCTGTATTTTCAGGGCGGAAGCGGAGAAGAGGAGGAAAAGAAAAAACAACAGGAGGAGGAGGCGGAGAGGCTGAGG
AGGATACAAGAGGAAATGGAAAAAGAAAGAAAGCGGCGAGAGGAAGATGAGCAGCGACGCCGCAAGGAGGAGGAAGA
GAGAAGGATGAAATTGGAGATGGAGGCAAAACGCAAACAAGAAGAGGAAGAACGGAAGAAACGGGAGGATGATGAAA
AGCGGAAGAAAAAGGGATCTGGAGGGTCAGGGGGCGCGCCCATCGTTTCAAACCCACAACAGCTTCTTCACACGCETT
GTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGC
GACCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTA
CATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATG
CCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTT
CGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACA
AGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTC
AAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGALCGG
CCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATC
ACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGCGCGCCCGGA
GGAATGGTTTCAAAGGGAGAAGAGTTGTTCACAGGGGTTGTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGG
GCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGCGACCTATGGAAAACTGACCCTTAAATTTATTTGTACTA
CGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTACATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCG
GATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAA
GGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGG
GCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATC
ATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCT
CGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACC
AGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATC
ACTCTCGGCATGGACGAGCTGTACAAGGGATCCGGAGGAATGGTTTCAAAGGGAGAAGAGTTGTTCACAGGGGTTGT
ACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGGCGATGCGA
CCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTACA
TTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATGCC
CGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCG
AGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAG
CTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAA
GATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGALCGGLC
CCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCAC
ATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGATCCGGTGGCAC
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CGGTGGATCAGGCTCTTCTCGAGGAatcctggaggacctcaatatgctctacatccggcagatggcactcagectgg
aggacacagagctgcagaggaaactagatcatgagatccggatgagggatggggcctgcaagctgctggcagectgce
tcccagcgagaacaggctctggaagccaccaagagecctgectggtgtgcaacageccgtattcectcagectacatgggtga

gctgcagcggcgaaaggaggcccaggtgctggagaagacaggc-CTCGAGGTGGAGAACAAAAACTTATTTCTGA
AGAAGATCTGTGA
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GBRY-BERKY1 (for pLenti-hSynapsin-WPRE constructs)

Lyn11 (membrane anchor)
Flexible linker (GSG x 4)
NLuc - donor

Flexible linker (GSG x 2)
ER/K linker (10nm)
Flexible linker (GSG x 2)

Flexible linker (GSGGTG)
GRK3ct

ATGGGATGTATAAAATCAAAAGGGAAAGACAGCAAGCTTGGATCAGGCGGTAGCGGGGGATCAGGCGGTAGCGGGAT
GGTCTTCACACTCGAAGATTTCGTTGGGGACTGGCGACAGACAGCCGGCTACAACCTGGACCAAGTCCTTGAACAGG
GAGGTGTGTCCAGTTTGTTTCAGAATCTCGGGGTGTCCGTAACTCCGATCCAAAGGATTGTCCTGAGCGGTGAAAAT
GGGCTGAAGATCGACATCCATGTCATCATCCCGTATGAAGGTCTGAGCGGCGACCAAATGGGCCAGATCGAAAAAAT
TTTTAAGGTGGTGTACCCTGTGGATGATCATCACTTTAAGGTGATCCTGCACTATGGCACACTGGTAATCGACGGGG
TTACGCCGAACATGATCGACTATTTCGGACGGCCGTATGAAGGCATCGCCGTGTTCGACGGCAAAAAGATCACTGTA
ACAGGGACCCTGTGGAACGGCAACAAAATTATCGACGAGCGCCTGATCAACCCCGACGGCTCCCTGCTGTTCCGAGT
AACCATCAACGGAGTGACCGGCTGGCGGCTGTGCGAACGCATTCTGGCGGAATTCGGATCTGGTGGTTCAGGCGAAA
ACCTGTATTTTCAGGGCGGAAGCGGAGAAGAGGAGGAAAAGAAAAAACAACAGGAGGAGGAGGCGGAGAGGCTGAGG
AGGATACAAGAGGAAATGGAAAAAGAAAGAAAGCGGCGAGAGGAAGATGAGCAGCGACGCCGCAAGGAGGAGGAAGA
GAGAAGGATGAAATTGGAGATGGAGGCAAAACGCAAACAAGAAGAGGAAGAACGGAAGAAACGGGAGGATGATGARA
AGCGGAAGAAAAAGGGATCTGGAGGGTCAGGGGGCGCGCCCATGET TTCAAACGEAGAAGAGT TGTTCACAGGGGTT
GTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGT TTAGTGTAAGTGGAGAAGGCGAGGGCGATGC
GACCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGGTAACTA
CATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCCGCCATG
CCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTT
CGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACA
AGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTC
AAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGLCGALCGG
CCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGLCGCGATC
ACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGEEATEEGGTGGC
ACCGGTAAGAACTTCCCTCTGGTGATCTCTGAGCGCTGGCAGCAGGAAGTGGCGGAAACAGTTTATGAAGCAGTAAA
TGCAGACACGGATAAAATCGAGGCCAGGAAGAGAGCTAAAAATAAGCAGCTTGGCCACGAAGAAGATTACGCCCTGG
GAAGAGACTGCATCGTGCACGGGTACATGCTGAAGCTGGGGAACCCTTTCCTGACCCAGTGGCAGCGCCGCTATTTT
TACCTCTTTCCGAACAGACT TGAGTGGAGAGGAGAAGGCGAGTCGCGACAAAGTTTACTGACAATGGAACAGATTGT
GTCCGTGGAAGAAACTCAGATTAAAGACAAAAAGTGCATTTTGTTGAGAATAAAAGGAGGGAAGCAGTTCGTTTTGC
AGTGTGAGAGTGACCCAGAGT TTGTGCAGTGGAAGAAAGAGCTGACGGAGACATTCATGGAGGCCCAGCGGCTGCTA
CGGCGAGCCCCCAAGTTCCTCAACAAATCCCGCTCAGCCGTCGTGGAACTCTCAAAGCCTCCCCTCTGCCATAGGAA
CAGCAACGGCCTCGRACCGGT
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Gaq*-BERKY1 (for pLenti-hSynapsin-WPRE constructs)

Lyn11 (membrane anchor)
Flexible linker (GSG x 4)
NLuc - donor

Flexible linker (GSG x 2)
ER/K linker (10nm)
Flexible linker (GSG x 2)

Flexible linker (GSGGTGGSG)
GRK2™

GCTAGCATGGGATGTATAAAATCAAAAGGGAAAGACAGCAAGCTTGGATCAGGCGGTAGCGGGGGATCAGGCGGTAG
CGGGATGGTCTTCACACTCGAAGATTTCGTTGGGGACTGGCGACAGACAGCCGGCTACAACCTGGACCAAGTCCTTG
AACAGGGAGGTGTGTCCAGTTTGTTTCAGAATCTCGGGGTGTCCGTAACTCCGATCCAAAGGATTGTCCTGAGCGGT
GAAAATGGGCTGAAGATCGACATCCATGTCATCATCCCGTATGAAGGTCTGAGCGGCGACCAAATGGGCCAGATCGA
AAAAATTTTTAAGGTGGTGTACCCTGTGGATGATCATCACTTTAAGGTGATCCTGCACTATGGCACACTGGTAATCG
ACGGGGTTACGCCGAACATGATCGACTATTTCGGACGGCCGTATGAAGGCATCGCCGTGTTCGACGGCAAAAAGATC
ACTGTAACAGGGACCCTGTGGAACGGCAACAAAATTATCGACGAGCGCCTGATCAACCCCGACGGCTCCCTGCTGTT
CCGAGTAACCATCAACGGAGTGACCGGCTGGCGGCTGTGCGAACGCATTCTGGCGGAATTCGGATCTGGTGGTTCAG
GCGAAAACCTGTATTTTCAGGGCGGAAGCGGAGAAGAGGAGGAAAAGAAAAAACAACAGGAGGAGGAGGCGGAGAGG
CTGAGGAGGATACAAGAGGAAATGGAAAAAGAAAGAAAGCGGCGAGAGGAAGATGAGCAGCGACGCCGCAAGGAGGA
GGAAGAGAGAAGGATGAAATTGGAGATGGAGGCAAAACGCAAACAAGAAGAGGAAGAACGGAAGAAACGGGAGGATG
ATGAAAAGCGGAAGAAAAAGGGATCTGGAGGGTCAGGGGGCGCGCCCATGGTTTCAAAGGCCAGAAGAGTTGTTCACA
GGGGTTGTACCGATTCTTGTAGAACTTGACGGAGATGTCAACGGGCACAAGTTTAGTGTAAGTGGAGAAGGCGAGGG
CGATGCGACCTATGGAAAACTGACCCTTAAATTTATTTGTACTACGGGTAAATTGCCCGTTCCCTGGCCGACATTGG
TAACTACATTCGGATATGGTTTGATGTGCTTTGCAAGGTATCCGGATCACATGAAGCAGCATGATTTCTTCAAGTCC
GCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGT
GAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGG
GGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTG
AACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGG
CGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGC
GCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGATCC
GGTGGCACCGGTGGATCAGGCTCTTCTCGAGAGAAGTACCTGGAGGACCGGGGCGAGGTGACTTTTGAGAAGATCTT
CTCCCAGAAGCTGGGGTACCTGCTTTTCCGAGACTTCTGCCTGAAGCACCTGGAGGAGGCCAAGCCCTTGGTAGAGT
TCTACGAGGAGATCAAGAAATACGAGAAGCTGGAGACAGAGGAGGAGCGCCTGGTCTGCAGCCGAGAGATCTTCGAC
ACGTACATCATGAAGGAGCTGCTGGCCTGCTCACATCCTTTCTCGAAGAGCGCCATTGAGCACGTCCAGGGCCATCT
GGTGAAGAAGCAGGTGCCTCCGGATCTCTTCCAGCCATATATTGAAGAAATTTGCCAGAACCTCCGAGGAGACGTGT
TCCAGAAATTCATCGAGAGCGATAAATTCACACGGTTTTGCCAGTGGAAG-CTCGAGGTGGAGAACAAAAACTTA
TTTCTGAAGAAGATCTGTGATCTAGACCGGT
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