
Kcnq3 mRNA
M

ou
se

, E
14

.5
Ppp2r1b mRNA Trim2 mRNA

Cp
G

 A
nn

ot
at

io
ns

G
en

ic 
An

no
ta

tio
ns

FA
NT

O
M

5

0.0 0.5 1.0 1.5

CpG Shelves

CpG Islands

CpG Shores

Inter−CpG Islands

5' UTRs

First Exons

3' UTRs

Promoters

Coding Regions (CDS)

1−5kb Upstream of TSSs

Exons

200bp Up/Downstream of Intron/Exon Boundaries

Intron/Exon Boundaries

Intergenic Regions

Introns

Permissive Enhancers

Overlap (bp, Length−Scaled)

Region Specific False True

A

B

region # RS OCRs # RS pREs
cge 5,937 1,300
lge 2,591 361

mge 6,219 776
motor 3,769 362

parietal 515 53
pfc 2,898 387
S1 1,206 126

temporal 3,945 454
v1 10,612 1,500
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