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Inoue Neurodev: ATAC-seq (N2)
15gw_H3K27ac
Roadmap ChIP-seq: H3K27ac (hESC Derived CD184+ Endoderm Cultured Cells)

Roadmap ChiP-seq: H3K27ac (hESC Derived CDS56+ Ectoderm Cultured Cells)
Conservation: TFBS 15gw_H3K4me1
Roadmap ChiP-seq: H3K27ac (H1 Derived Neuronal Progenitor Cultured Cells)
Roadmap ChIP-seq: H3K4me1 (hESC Derived CD184+ Endoderm Cultured Cells) 17gw_H3K4me1
Roadmap ChiP-seq: DNase (H1 Derived Neuronal Progenitor Cuitured Cells)
Inoue Neurodev: H3K27ac (N1) 17gw_H3K27ac

Roadmap ChiP-seq: H3K4me (Brain Germinal Matrix)

Roadmap ChIP-seq: H3K4me3 (Brain Germinal Matrix) 22gw_H3K27me3

Histone Mark Type

. Activating
. Bivalent
. Repressing

Roadmap ChiP-seq: H3Kdme? (Gastric)

Feature Name

k-mers: tgtaa 18gw_H3K27ac

k-mers: caagg

Roadmap ChIP-seq: H3K9me3 (H1 BMP4 Derived Trophoblast Cultured Cells)
17gw_H3K27me3

Roadmap ChIP-seq: H3K27ac (Left Ventricle)

k-mers: gacgt

ChlIP-seq Timepoint & Histone Mark

15gw_H4K20me3
k-mers: ggtic

k-mers: gcacc

k-mers: tacgg 18gw_H4K20me3

k-mers: ctgta
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pRE Overlap % - OCR Overlap %
chr4:54961218-54962005

chr8:64596895-64597178
Empty Plasmid
chr2:183921845-183922638
chr5:58313939-58314589

chr6:70295140-70295628

Candidate

chr12:87995446-87996131

chr22:46861091-46861475

chr15:35581274-35581553

chrX:15891586-15892293
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