
    No change accessibility: 28408 OCRs 
   
Motif Name P-value #OCRs 
NFY(CCAAT) 1.00E-592 7740 

Ronin(THAP) 1.00E-545 1150 

Elk4(ETS) 1.00E-523 8012 

GFY-Staf(Zf) 1.00E-439 1294 

ETV4(ETS) 1.00E-438 11574 

Sp1(Zf) 1.00E-436 8350 

YY1(Zf) 1.00E-430 1585 
 
    Gained accessibility: 13913 OCRs 
 

Motif Name P-value #OCRs 
Mef2c(MADS) 1.00E-20   2656 

Mef2b(MADS) 1.00E-12 4201 

Mef2d(MADS) 1.00E-12 1304 

Mef2a(MADS) 1.00E-09 2312 
 
Gained accessibility, H3K27ac: 2646 OCRs 
 

Motif Name P-value #OCRs 
Mef2b(MADS) 1.00E-25 1145 

Mef2c(MADS) 1.00E-20 759 

Mef2d(MADS) 1.00E-17 403 

Mef2a(MADS) 1.00E-14 643 

Olig2(bHLH) 1.00E-14 1910 

NeuroG2(bHLH) 1.00E-06 1609 

TCF4(bHLH) 1.00E-05 1528 

Twist2(bHLH) 1.00E-05 1652 

BHLHA15(bHLH) 1.00E-04 1454 

NeuroD1(bHLH)    1.00E-02 1015 

c-Myc(bHLH)    1.00E-02 296 

Bcl11a(Zf)    1.00E-02 374 

Max(bHLH)   1.00E-02 431 
       
    Lost accessibility: 9721 OCRs 
 
 

Motif Name P-value #OCRs 
CTCF(Zf) 1.00E-02 1143 

 
    

Lost accessibility, H3K27ac: 2023 OCRs 
 
Motif Name P-value #OCRs 
Nur77(NR) 1.00E-05 100 
NF1(CTF) 1.00E-03 467 
NF1-
halfsite(CTF) 1.00E-02 1259 
Tlx(NR) 1.00E-02 445 
RORg(NR) 1.00E-02 50 

 

    No change accessibility: 28408 OCRs 
   
Motif Name P-value #OCRs 
NFY(CCAAT) 1.00E-592 7740 

Ronin(THAP) 1.00E-545 1150 

Elk4(ETS) 1.00E-523 8012 

GFY-Staf(Zf) 1.00E-439 1294 

ETV4(ETS) 1.00E-438 11574 

Sp1(Zf) 1.00E-436 8350 

YY1(Zf) 1.00E-430 1585 
 
    Gained accessibility: 13913 OCRs 
 

Motif Name P-value #OCRs 
Mef2c(MADS) 1.00E-20   2656 

Mef2b(MADS) 1.00E-12 4201 

Mef2d(MADS) 1.00E-12 1304 

Mef2a(MADS) 1.00E-09 2312 
 
Gained accessibility, H3K27ac: 2646 OCRs 
 

Motif Name P-value #OCRs 
Mef2b(MADS) 1.00E-25 1145 

Mef2c(MADS) 1.00E-20 759 

Mef2d(MADS) 1.00E-17 403 

Mef2a(MADS) 1.00E-14 643 

Olig2(bHLH) 1.00E-14 1910 

NeuroG2(bHLH) 1.00E-06 1609 

TCF4(bHLH) 1.00E-05 1528 

Twist2(bHLH) 1.00E-05 1652 

BHLHA15(bHLH) 1.00E-04 1454 

NeuroD1(bHLH)    1.00E-02 1015 

c-Myc(bHLH)    1.00E-02 296 

Bcl11a(Zf)    1.00E-02 374 

Max(bHLH)   1.00E-02 431 
       
    Lost accessibility: 9721 OCRs 
 
 

Motif Name P-value #OCRs 
CTCF(Zf) 1.00E-02 1143 

 
    

    No change accessibility: 28408 OCRs 
   
Motif Name P-value #OCRs 
NFY(CCAAT) 1.00E-592 7740 

Ronin(THAP) 1.00E-545 1150 

Elk4(ETS) 1.00E-523 8012 

GFY-Staf(Zf) 1.00E-439 1294 

ETV4(ETS) 1.00E-438 11574 

Sp1(Zf) 1.00E-436 8350 

YY1(Zf) 1.00E-430 1585 
 
    Gained accessibility: 13913 OCRs 
 

Motif Name P-value #OCRs 
Mef2c(MADS) 1.00E-20   2656 

Mef2b(MADS) 1.00E-12 4201 

Mef2d(MADS) 1.00E-12 1304 

Mef2a(MADS) 1.00E-09 2312 
 
Gained accessibility, H3K27ac: 2646 OCRs 
 

Motif Name P-value #OCRs 
Mef2b(MADS) 1.00E-25 1145 

Mef2c(MADS) 1.00E-20 759 

Mef2d(MADS) 1.00E-17 403 

Mef2a(MADS) 1.00E-14 643 

Olig2(bHLH) 1.00E-14 1910 

NeuroG2(bHLH) 1.00E-06 1609 

TCF4(bHLH) 1.00E-05 1528 

Twist2(bHLH) 1.00E-05 1652 

BHLHA15(bHLH) 1.00E-04 1454 

NeuroD1(bHLH)    1.00E-02 1015 

c-Myc(bHLH)    1.00E-02 296 

Bcl11a(Zf)    1.00E-02 374 

Max(bHLH)   1.00E-02 431 
       
    Lost accessibility: 9721 OCRs 
 
 

Motif Name P-value #OCRs 
CTCF(Zf) 1.00E-02 1143 

 
    

    No change accessibility: 28408 OCRs 
   
Motif Name P-value #OCRs 
NFY(CCAAT) 1.00E-592 7740 

Ronin(THAP) 1.00E-545 1150 

Elk4(ETS) 1.00E-523 8012 

GFY-Staf(Zf) 1.00E-439 1294 

ETV4(ETS) 1.00E-438 11574 

Sp1(Zf) 1.00E-436 8350 

YY1(Zf) 1.00E-430 1585 
 
    Gained accessibility: 13913 OCRs 
 

Motif Name P-value #OCRs 
Mef2c(MADS) 1.00E-20   2656 

Mef2b(MADS) 1.00E-12 4201 

Mef2d(MADS) 1.00E-12 1304 

Mef2a(MADS) 1.00E-09 2312 
 
Gained accessibility, H3K27ac: 2646 OCRs 
 

Motif Name P-value #OCRs 
Mef2b(MADS) 1.00E-25 1145 

Mef2c(MADS) 1.00E-20 759 

Mef2d(MADS) 1.00E-17 403 

Mef2a(MADS) 1.00E-14 643 

Olig2(bHLH) 1.00E-14 1910 

NeuroG2(bHLH) 1.00E-06 1609 

TCF4(bHLH) 1.00E-05 1528 

Twist2(bHLH) 1.00E-05 1652 

BHLHA15(bHLH) 1.00E-04 1454 

NeuroD1(bHLH)    1.00E-02 1015 

c-Myc(bHLH)    1.00E-02 296 

Bcl11a(Zf)    1.00E-02 374 

Max(bHLH)   1.00E-02 431 
       
    Lost accessibility: 9721 OCRs 
 
 

Motif Name P-value #OCRs 
CTCF(Zf) 1.00E-02 1143 

 
    

A     No change accessibility: 28408 OCRs 
   
Motif Name P-value #OCRs 
NFY(CCAAT) 1.00E-592 7740 

Ronin(THAP) 1.00E-545 1150 

Elk4(ETS) 1.00E-523 8012 

GFY-Staf(Zf) 1.00E-439 1294 

ETV4(ETS) 1.00E-438 11574 

Sp1(Zf) 1.00E-436 8350 

YY1(Zf) 1.00E-430 1585 
 
    Gained accessibility: 13913 OCRs 
 

Motif Name P-value #OCRs 
Mef2c(MADS) 1.00E-20   2656 

Mef2b(MADS) 1.00E-12 4201 

Mef2d(MADS) 1.00E-12 1304 

Mef2a(MADS) 1.00E-09 2312 
 
Gained accessibility, H3K27ac: 2646 OCRs 
 

Motif Name P-value #OCRs 
Mef2b(MADS) 1.00E-25 1145 

Mef2c(MADS) 1.00E-20 759 

Mef2d(MADS) 1.00E-17 403 

Mef2a(MADS) 1.00E-14 643 

Olig2(bHLH) 1.00E-14 1910 

NeuroG2(bHLH) 1.00E-06 1609 

TCF4(bHLH) 1.00E-05 1528 

Twist2(bHLH) 1.00E-05 1652 

BHLHA15(bHLH) 1.00E-04 1454 

NeuroD1(bHLH)    1.00E-02 1015 

c-Myc(bHLH)    1.00E-02 296 

Bcl11a(Zf)    1.00E-02 374 

Max(bHLH)   1.00E-02 431 
       
    Lost accessibility: 9721 OCRs 
 
 

Motif Name P-value #OCRs 
CTCF(Zf) 1.00E-02 1143 

 
    

    No change accessibility: 28408 OCRs 
   
Motif Name P-value #OCRs 
NFY(CCAAT) 1.00E-592 7740 

Ronin(THAP) 1.00E-545 1150 

Elk4(ETS) 1.00E-523 8012 

GFY-Staf(Zf) 1.00E-439 1294 

ETV4(ETS) 1.00E-438 11574 

Sp1(Zf) 1.00E-436 8350 

YY1(Zf) 1.00E-430 1585 
 
    Gained accessibility: 13913 OCRs 
 

Motif Name P-value #OCRs 
Mef2c(MADS) 1.00E-20   2656 

Mef2b(MADS) 1.00E-12 4201 

Mef2d(MADS) 1.00E-12 1304 

Mef2a(MADS) 1.00E-09 2312 
 
Gained accessibility, H3K27ac: 2646 OCRs 
 

Motif Name P-value #OCRs 
Mef2b(MADS) 1.00E-25 1145 

Mef2c(MADS) 1.00E-20 759 

Mef2d(MADS) 1.00E-17 403 

Mef2a(MADS) 1.00E-14 643 

Olig2(bHLH) 1.00E-14 1910 

NeuroG2(bHLH) 1.00E-06 1609 

TCF4(bHLH) 1.00E-05 1528 

Twist2(bHLH) 1.00E-05 1652 

BHLHA15(bHLH) 1.00E-04 1454 

NeuroD1(bHLH)    1.00E-02 1015 

c-Myc(bHLH)    1.00E-02 296 

Bcl11a(Zf)    1.00E-02 374 

Max(bHLH)   1.00E-02 431 
       
    Lost accessibility: 9721 OCRs 
 
 

Motif Name P-value #OCRs 
CTCF(Zf) 1.00E-02 1143 

 
    

Scale
chr3:

open_lost-hg19-GO:0021796-GOBiologicalProcess

User Track
annotation-pre-peak
atac-14gw_pfc-peak
atac-18gw_pfc-peak

atac-14gw_cge-peak

atac-14gw_lge-peak

atac-14gw_mge-peak

atac-14gw_motor-peak

atac-14gw_s1-peak

atac-14gw_v1-peak

atac-17gw_cge-peak

atac-17gw_motor-peak

atac-17gw_pfc-peak

atac-17gw_s1-peak

atac-17gw_v1-peak

atac-18gw_cge-peak

atac-18gw_lge-peak

atac-18gw_mge-peak

atac-18gw_pfc_dl-peak

atac-18gw_pfc_ul-peak

atac-19gw_cge-peak

atac-19gw_lge-peak

atac-19gw_mge-peak

atac-19gw_motor-peak

atac-19gw_parietal-peak

atac-19gw_pfc-peak

atac-19gw_pfc_dl-peak

atac-19gw_pfc_ul-peak

atac-19gw_s1-peak

atac-19gw_temporal-peak

atac-19gw_v1-peak

chip-HAc_CTCF-peak

Rhesus
Mouse

Dog
Elephant
Chicken

X_tropicalis
Zebrafish
Lamprey

Sequences
RepeatMasker

SNPs

Common SNPs(150)

200 kb hg19
27,750,000 27,800,000 27,850,000 27,900,000 27,950,000 28,000,000 28,050,000 28,100,000 28,150,000 28,200,000

EOMES

AC098614.1
AC098614.2

RP11-222K16.1
AC098614.3

RP11-222K16.2

EOMES
AC098973.2

AC098973.1 AC092415.1

EOMES
EOMES
EOMES

LINC01981

Eomes_82517
Eomes_30847

atac-14gw_pfc-signal

atac-18gw_pfc-signal

chip-15gw_H3K27ac-signal

chip-18gw_H3K27ac-signal

100 Vert. Cons
4.88 -

-4.5 _

atac-14gw_cge-signal

atac-14gw_lge-signal

atac-14gw_mge-signal

atac-14gw_motor-signal

atac-14gw_s1-signal

atac-14gw_v1-signal

atac-17gw_cge-signal

atac-17gw_motor-signal

atac-17gw_pfc-signal

atac-17gw_s1-signal

atac-17gw_v1-signal

atac-18gw_cge-signal

atac-18gw_lge-signal

atac-18gw_mge-signal

atac-18gw_pfc_dl-signal

atac-18gw_pfc_ul-signal

atac-19gw_cge-signal

atac-19gw_lge-signal

atac-19gw_mge-signal

atac-19gw_motor-signal

atac-19gw_parietal-signal

atac-19gw_pfc-signal

atac-19gw_pfc_dl-signal

atac-19gw_pfc_ul-signal

atac-19gw_s1-signal

atac-19gw_temporal-signal

atac-19gw_v1-signal
chip-15gw_H3K4me1-signal

chip-15gw_H4K20me3-signal
chip-17gw_H3K27ac-signal

chip-17gw_H3K27me3-signal
chip-17gw_H3K4me1-signal

chip-18gw_H4K20me3-signal
chip-22gw_H3K20me3_CP-signal

chip-22gw_H3K27me3-signal
chip-22gw_H3K9me3_CP-signal

chip-HAc_CTCF-signal

Scale
chr7:

open_lost-hg19-GO:0021796-GOBiologicalProcess

User Track
annotation-pre-peak

atac-14gw_pfc-peak
atac-18gw_pfc-peak

atac-14gw_cge-peak

atac-14gw_lge-peak

atac-14gw_mge-peak

atac-14gw_motor-peak

atac-14gw_s1-peak

atac-14gw_v1-peak

atac-17gw_cge-peak

atac-17gw_motor-peak

atac-17gw_pfc-peak

atac-17gw_s1-peak

atac-17gw_v1-peak

atac-18gw_cge-peak

atac-18gw_lge-peak

atac-18gw_mge-peak

atac-18gw_pfc_dl-peak

atac-18gw_pfc_ul-peak

atac-19gw_cge-peak

atac-19gw_lge-peak

atac-19gw_mge-peak

atac-19gw_motor-peak

atac-19gw_parietal-peak

atac-19gw_pfc-peak

atac-19gw_pfc_dl-peak

atac-19gw_pfc_ul-peak

atac-19gw_s1-peak

atac-19gw_temporal-peak

atac-19gw_v1-peak

chip-HAc_CTCF-peak

Rhesus
Mouse

Dog
Elephant
Chicken

X_tropicalis
Zebrafish
Lamprey

Sequences
RepeatMasker

SNPs

Common SNPs(150)

500 kb hg19
83,600,000 83,700,000 83,800,000 83,900,000 84,000,000 84,100,000 84,200,000 84,300,000 84,400,000 84,500,000

SEMA3A

unnamed unnamed unnamed

AC006322.1
SEMA3A

RPL7P30

AC003984.1
AC092022.1

AC093716.1
HMGN2P11

SEMA3A LOC101927378
LOC101927378

Sema3a_VG14316
Sema3a_32640
Sema3a_32639

atac-14gw_pfc-signal

atac-18gw_pfc-signal

chip-15gw_H3K27ac-signal

chip-18gw_H3K27ac-signal

100 Vert. Cons
4.88 -

-4.5 _

atac-14gw_cge-signal

atac-14gw_lge-signal

atac-14gw_mge-signal

atac-14gw_motor-signal

atac-14gw_s1-signal

atac-14gw_v1-signal

atac-17gw_cge-signal

atac-17gw_motor-signal

atac-17gw_pfc-signal

atac-17gw_s1-signal

atac-17gw_v1-signal

atac-18gw_cge-signal

atac-18gw_lge-signal

atac-18gw_mge-signal

atac-18gw_pfc_dl-signal

atac-18gw_pfc_ul-signal

atac-19gw_cge-signal

atac-19gw_lge-signal

atac-19gw_mge-signal

atac-19gw_motor-signal

atac-19gw_parietal-signal

atac-19gw_pfc-signal

atac-19gw_pfc_dl-signal

atac-19gw_pfc_ul-signal

atac-19gw_s1-signal

atac-19gw_temporal-signal

atac-19gw_v1-signal
chip-15gw_H3K4me1-signal

chip-15gw_H4K20me3-signal
chip-17gw_H3K27ac-signal

chip-17gw_H3K27me3-signal
chip-17gw_H3K4me1-signal

chip-18gw_H4K20me3-signal
chip-22gw_H3K20me3_CP-signal

chip-22gw_H3K27me3-signal
chip-22gw_H3K9me3_CP-signal

chip-HAc_CTCF-signal

PFC ATAC, 14gw

PFC H3K27ac, 15gw

PFC ATAC, 18gw

PFC H3K27ac, 18gw
PhyloP

PFC ATAC, 14gw

PFC H3K27ac, 15gw

PFC ATAC, 18gw

PFC H3K27ac, 18gw
PhyloP

B

C

14gw>18gw OCRs

18gw>14gw OCRs

     
 
 
 
 
 
No change accessibility: 28408 OCRs 
   
Motif Name P-value #OCRs 
NFY(CCAAT) 1.00E-592 7740 

Ronin(THAP) 1.00E-545 1150 

Elk4(ETS) 1.00E-523 8012 

GFY-Staf(Zf) 1.00E-439 1294 

ETV4(ETS) 1.00E-438 11574 

Sp1(Zf) 1.00E-436 8350 

YY1(Zf) 1.00E-430 1585 
 
    Gained accessibility: 13913 OCRs 
 

Motif Name P-value #OCRs 
Mef2c(MADS) 1.00E-20   2656 

Mef2b(MADS) 1.00E-12 4201 

Mef2d(MADS) 1.00E-12 1304 

Mef2a(MADS) 1.00E-09 2312 
 
No change accessibility: 28408 OCRs 
 

Motif Name P-value #OCRs 
NFY(CCAAT) 1.00E-592 7740 

Ronin(THAP) 1.00E-545 1150 

Elk4(ETS) 1.00E-523 8012 

GFY-Staf(Zf) 1.00E-439 1294 

ETV4(ETS) 1.00E-438 11574 

Sp1(Zf) 1.00E-436 8350 

YY1(Zf) 1.00E-430 1585 

NFY(CCAAT) 1.00E-592 7740 

   

   

   

   

   
       
    Lost accessibility: 9721 OCRs 
 


