
Figure S1

A
Wild type: TCAAACGAAATGGGTAAGGAAAAGGCG

dP75sg1: TCAAACGAAA----------------------GGCG

PAM

dP75sg1 misses the start codon

Wild type: CGCTTCGCCACCGAGAAGATCATGAAGCGG
dP75sg2: C------------------------------------AGCAAGCGG 

196 bp from the start codon PAM

dP75sg2 has frame shift from the 66th amino acid, and 
pre-mature stop codon at the 91st amino acid.
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