S6 Fig: Motif based sequence analysis via Multiple Em for Motif Elicitation tool (MEME, version
5.1.1) performed with 16 endogenous introns exhibiting an IME of 2 or higher compared to the
intronless control from the analysed data set.
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Stopped because requested number of motifs (3) found.

Name p-value Motif Locations

LHCBM1i2 393e2 *= —

RPL10i1 122e-1 = —
RPL3i1 42566 t= = [~
LHCBM7i1 3.06e-6 *= i =

RBCS1i1 138e-2 *= —

RBCS2i1 8.00e-3 *= -

RBCS1i2 190e-2 *t= -
RPP1i1 40068 tm [0 mm

RPP2i1 360e3 T =m

LHCBM7i2 8.56e-5 T= [

RPL10i2 6.82e2 t= —

RPS8i2 153e-1 t= —
RPL23i1 1092 = —

RPL20i2 7.00e-3 *= -

LHCBM3i2 4.35e-5 tm — |
RPS8i1 1.14e-2 *= —

Motif Symbol Motif Consensus
1. I TYYSCTYGCAG
2. [ GTGAGT
3. 1 GTACATBCTATA




