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CLUSTAL O(1.2.4) multiple sequence alignment 

 

 

LOC_Os08g32870.1_NF      ------ATGGCCACGGCGATCCCGCAGCGGCAGCTCTTCGTCGCCGGCGAGTGGCGCGCC 54 

LOC_Os08g32870.1_F       ------ATGGCCACGGCGATCCCGCAGCGGCAGCTCTTCGTCGCCGGCGAGTGGCGCGCC 54 

LOC_Os04g39020.1         ATGGCCGCGCCGTCGGCGATCCCCCGCCGCGGCCTGTTCATCGGCGGCGGGTGGCGGGAG 60 

                                 * *  ********** *  **    ** *** *** ***** ****** *   

 

LOC_Os08g32870.1_NF      CCCGCGCTCGGCCGCCGCCTCCCCGTCGTCAACCCCGCCACCGAGTCCCCCATCGGCGAG 114 

LOC_Os08g32870.1_F       CCCGCGCTCGGCCGCCGCCTCCCCGTCGTCAACCCCGCCACCGAGTCCCCCATCGGCGAG 114 

LOC_Os04g39020.1         CCGTCCCTCGGCCGCCGCCTCCCCGTCGTCAACCCGGCCACGGAGGCAACCATCGGTGAC 120 

                         **  * ***************************** ***** *** *  ******* **  

 

LOC_Os08g32870.1_NF      ATCCCGGCGGGCACGGCGGAGGACGTGGACGCGGCGGTGGCGGCGGCGCGGGAGGCGCTG 174 

LOC_Os08g32870.1_F       ATCCCGGCGGGCACGGCGGAGGACGTGGACGCGGCGGTGGCGGCGGCGCGGGAGGCGCTG 174 

LOC_Os04g39020.1         ATCCCGGCGGCCACGGCGGAGGACGTCGAGCTCGCGGTGTCGGCGGCGAGGGATGCGTTC 180 

                         ********** *************** **    ****** ******** **** *** *  

 

LOC_Os08g32870.1_NF      AAGAGGAACCGGGGCCGCGACTGGGCGCGCGCGCCGGGCGCCGTCCGGGCCAAGTACCTC 234 

LOC_Os08g32870.1_F       AAGAGGAACCGGGGCCGCGACTGGGCGCGCGCGCCGGGCGCCGTCCGGGCCAAGTACCTC 234 

LOC_Os04g39020.1         GGCCGCGACGGTGGGAGACACTGGTCGCGCGCGCCTGGGGCCGTGCGGGCCAAGTACCTC 240 

                             *  ** * **  *  ***** ********** ** ***** *************** 

 

LOC_Os08g32870.1_NF      CGCGCAATCGCGGCCAAGATAATCGAGAGGAAATCTGAGCTGGCTAGACTAGAGACGCTT 294 

LOC_Os08g32870.1_F       CGCGCAATCGCGGCCAAGATAATCGAGAGGAAATCTGAGCTGGCTAGACTAGAGACGCTT 294 

LOC_Os04g39020.1         AAGGCGATCGCCGCTAAGATTAAAGATAAGAAATCTTATCTAGCTTTGTTGGAGACTCTT 300 

                            ** ***** ** ***** *  ** * ******* * ** ***    * ***** *** 

 

LOC_Os08g32870.1_NF      GATTGTGGGAAGCCTCTTGATGAAGCAGCATGGGACATGGACGATGTTGCTGGATGCTTT 354 

LOC_Os08g32870.1_F       GATTGTGGGAAGCCTCTTGATGAAGCAGCATGGGACATGGACGATGTTGCTGGATGCTTT 354 

LOC_Os04g39020.1         GATTCTGGGAAGCCTCTGGATGAAGCAGCTGGGGACATGGAGGATGTCGCTGCATGCTTT 360 

                         **** ************ ***********  ********** ***** **** ******* 

 

LOC_Os08g32870.1_NF      GAGTACTTTGCAGATCTTGCAGAATCCTTGGACAAAAGGCAAAATGCACCTGTCTCTCTT 414 

LOC_Os08g32870.1_F       GAGTACTTTGCAGATCTTGCAGAATCCTTGGACAAAAGGCAAAATGCACCTGTCTCTCTT 414 

LOC_Os04g39020.1         GAGTATTATGCTGATCTGGCAGAAGCTTTAGATGGGAAACAACGGGCACCAATCTCTCTA 420 

                         ***** * *** ***** ****** * ** **    *  ***   *****  *******  

 

LOC_Os08g32870.1_NF      CCAATGGAAAACTTTAAATGCTATCTTCGGAAAGAGCCTATCGGTGTAGTTGGGTTGATC 474 

LOC_Os08g32870.1_F       CCAATGGAAAACTTTAAATGCTATCTTCGGAAAGAGCCTATCGGTGTAGTTGGGTTGATC 474 

LOC_Os04g39020.1         CCCATGGAAAATTTTGAGTCCTATGTACTCAAAGAACCCATTGGGGTTGTTGGACTTATC 480 

                         ** ******** *** * * **** * *  ***** ** ** ** ** *****  * *** 

 

LOC_Os08g32870.1_NF      ACACCTTGGAACTATCCTCTCCTGATGGCAACATGGAAGGTAGCTCCTGCCCTGGCTGCT 534 

LOC_Os08g32870.1_F       ACACCTTGGAACTATCCTCTCCTGATGGCAACATGGAAGGTAGCTCCTGCCCTGGCTGCT 534 

LOC_Os04g39020.1         ACTCCCTGGAATTATCCTCTGCTGATGGCTACTTGGAAGGTTGCACCTGCCCTGGCTGCT 540 

                         ** ** ***** ******** ******** ** ******** ** *************** 

 

LOC_Os08g32870.1_NF      GGCTGTACAGCTGTACTAAAACCATCTGAATTGGCTTCCGTGACTTGTTTGGAGCTTGCT 594 

LOC_Os08g32870.1_F       GGCTGTACAGCTGTACTAAAACCATCTGAATTGGCTTCCGTGACTTGTTTGGAGCTTGCT 594 

LOC_Os04g39020.1         GGGTGTACAGCTGTATTAAAGCCATCTGAGCTTGCTTCCCTGACATGTTTAGAGCTTGGT 600 

                         ** ************ **** ********  * ****** **** ***** ******* * 

 

LOC_Os08g32870.1_NF      GATGTGTGTAAAGAGGTTGGTCTTCCTTCAGGTGTGCTAAACATAGTGACTGGATTAGGT 654 

LOC_Os08g32870.1_F       GATGTGTGTAAAGAGGTTGGTCTTCCTTCAGGTGTGCTAAACATAGTGACTGGATTAGGT 654 

LOC_Os04g39020.1         GGAATATGTGCAGAAATTGGATTACCTCCAGGAGTCTTGAACATAATTACTGGTCTGGGC 660 

                         *   * ***  ***  ****  * *** **** **  * ****** * *****  * **  

 

LOC_Os08g32870.1_NF      TCTGAAGCCGGTGCTCCTTTGTCATCACACCCTGGTGTAGACAAGGTTGCATTTACTGGG 714 

LOC_Os08g32870.1_F       TCTGAAGCCGGTGCTCCTTTGTCATCACACCCTGGTGTAGACAAGGTTGCATTTACTGGG 714 

LOC_Os04g39020.1         ACTGAAGCTGGTGCTCCATTAGCTTCACATCCCCATGTGGATAAGATTGCTTTTACTGGA 720 

                          ******* ******** **  * ***** **   *** ** *** **** ********  

 

LOC_Os08g32870.1_NF      AGTTATGAAACTGG---------TATGGCTTCAGCTGCTCCTATGGTTAAGCCTGTTTCA 766 

LOC_Os08g32870.1_F       AGTTATGAAACTGGTAAAAAGATTATGGCTTCAGCTGCTCCTATGGTTAAGCCTGTTTCA 774 

LOC_Os04g39020.1         AGCACAGAAACTGGTAAGAGGATAATGATTACTGCTTCCCAAATGGTCAAGCCTGTTTCG 780 

                         **    ********          ***  * * *** * *  ***** ***********  

 



LOC_Os08g32870.1_NF      CTGGAACTTGGTGGAAAAAGTCCTATAGTGGTGTTTGATGATGTTGATGTTGAAAAAGCT 825 

LOC_Os08g32870.1_F       CTGGAACTTGGTGGAAAAAGTCCTATAGTGGTGTTTGATGATGTTGATGTTGAAAAAGCT 834 

LOC_Os04g39020.1         TTAGAGCTTGGTGGCAAAAGTCCTCTTATTGTCTTTGATGATGTTGATATTGATAAAGCT 840 

                          * ** ******** ********* *  * ** *************** **** ****** 

 

LOC_Os08g32870.1_NF      GTTGAGTGGACTCTCTTTGGTTGCTTTTGGACCAATGGCCAGATTTGCAGTGCAACATCG 885 

LOC_Os08g32870.1_F       GTTGAGTGGACTCTCTTTGGTTGCTTTTGGACCAATGGCCAGATTTGCAGTGCAACATCG 894 

LOC_Os04g39020.1         GTTGAGTGGGCCATGTTTGGGTGTTTTGCGAACGCTGGTCAAGTCTGCAGTGCTACTTCT 900 

                         ********* *  * ***** ** ***  ** *  *** **  * ******** ** **  

 

 

LOC_Os08g32870.1_NF      CGTCTTATTCTTCATAAAAAAATCGCTAAAGAATTTCAAGAAAGGATGGTTGCATGGGCC 945 

LOC_Os08g32870.1_F       CGTCTTATTCTTCATAAAAAAATCGCTAAAGAATTTCAAGAAAGGATGGTTGCATGGGCC 954 

LOC_Os04g39020.1         CGTCTACTTTTGCATGAGAAAATTGCAAAGCGATTCTTGGATAGGTTGGTTGCATGGGCA 960 

                         *****  ** * *** * ***** ** **   ***    ** *** *************  

 

LOC_Os08g32870.1_NF      AAAAATATTAAGGTGTCAGATCCACTTGAAGAGGGTTGCAGGCTTGGGCCCGTTGTTAGT 1005 

LOC_Os08g32870.1_F       AAAAATATTAAGGTGTCAGATCCACTTGAAGAGGGTTGCAGGCTTGGGCCCGTTGTTAGT 1014 

LOC_Os04g39020.1         AAGAGTATCAAAATCTCAGATCCACTAGAAGAAGGTTGCAGGCTGGGGTCAGTCGTTAGT 1020 

                         ** * *** **  * *********** ***** *********** *** * ** ****** 

 

LOC_Os08g32870.1_NF      GAAGGACAGTATGAGAAGATTAAGCAATTTGTATCTACCGCCAAAAGCCAAGGTGCTACC 1065 

LOC_Os08g32870.1_F       GAAGGACAGTATGAGAAGATTAAGCAATTTGTATCTACCGCCAAAAGCCAAGGTGCTACC 1074 

LOC_Os04g39020.1         GAAGGGCAGTATCAAAAAATAATGAAGTTCATCTCAACAGCAAGATGTGAAGGTGCCACA 1080 

                         ***** ****** * ** ** * * * **  * ** ** ** * * *  ******* **  

 

LOC_Os08g32870.1_NF      ATTCTGACTGGTGGGGTTAGACCCAAGCATCTGGAGAAAGGTTTCTATATTGAACCCACA 1125 

LOC_Os08g32870.1_F       ATTCTGACTGGTGGGGTTAGACCCAAGCATCTGGAGAAAGGTTTCTATATTGAACCCACA 1134 

LOC_Os04g39020.1         ATTCTATATGGGGGTGCCCGACCACAACACCTCAAAAGGGGGTTCTTTATTGAGCCTACT 1140 

                         *****   *** ** *   ****  * ** **  * *  ** **** ****** ** **  

 

LOC_Os08g32870.1_NF      ATCATTACTGATGTCGATACATCAATGCAAATTTGGAGGGAAGAAGTTTTTGGTCCAGTG 1185 

LOC_Os08g32870.1_F       ATCATTACTGATGTCGATACATCAATGCAAATTTGGAGGGAAGAAGTTTTTGGTCCAGTG 1194 

LOC_Os04g39020.1         ATTATAACAAATGTTAGCACATCAATGCAAATTTGGCGAGAGGAAGTCTTTGGACCGGTC 1200 

                         ** ** **  ****    ****************** * ** ***** ***** ** **  

 

LOC_Os08g32870.1_NF      CTCTGTGTGAAAGAATTTAGCACTGAAGAAGAAGCCATTGAATTGGCCAACGATACTCAT 1245 

LOC_Os08g32870.1_F       CTCTGTGTGAAAGAATTTAGCACTGAAGAAGAAGCCATTGAATTGGCCAACGATACTCAT 1254 

LOC_Os04g39020.1         ATCTGCGTTAAAGAATTTAGGACAGAGCGTGAAGCAGTAGAACTTGCAAATGATACTCAC 1260 

                          **** ** *********** ** **    *****  * *** * ** ** ********  

 

LOC_Os08g32870.1_NF      TATGGTCTGGCTGGTGCTGTGCTTTCCGGTGACCGCGAGCGATGCCAGAGATTAACTGAG 1305 

LOC_Os08g32870.1_F       TATGGTCTGGCTGGTGCTGTGCTTTCCGGTGACCGCGAGCGATGCCAGAGATTAACTGAG 1314 

LOC_Os04g39020.1         TATGGTCTAGCTGGCGCTGTGATTTCCAATGATCTAGAGAGGTGCGAGCGCATTTCAAAG 1320 

                         ******** ***** ****** *****  *** *  *** * *** ** *  *  *  ** 

 

LOC_Os08g32870.1_NF      GAGATCGATGCCGGAATTATCTGGGTGAACTGCTCGCAACCCTGCTTCTGCCAAGCTCCA 1365 

LOC_Os08g32870.1_F       GAGATCGATGCCGGAATTATCTGGGTGAACTGCTCGCAACCCTGCTTCTGCCAAGCTCCA 1374 

LOC_Os04g39020.1         GCTATCCAGTCAGGTATCGTTTGGATAAATTGCTCGCAACCATGCTTTGTTCAAGCTCCA 1380 

                         *  *** *  * ** **  * *** * ** *********** *****    ********* 

 

LOC_Os08g32870.1_NF      TGGGGCGGGAACAAGCGCAGCGGCTTTGGACGCGAGCTCGGAGAAGGGGGCATTGACAAC 1425 

LOC_Os08g32870.1_F       TGGGGCGGGAACAAGCGCAGCGGCTTTGGACGCGAGCTCGGAGAAGGGGGCATTGACAAC 1434 

LOC_Os04g39020.1         TGGGGAGGGAACAAGCGGAGTGGTTTTGGCCGGGAGCTAGGACAGTGGGGCCTCGATAAC 1440 

                         ***** *********** ** ** ***** ** ***** *** *  ***** * ** *** 

 

LOC_Os08g32870.1_NF      TACCTAAGCGTCAAGCAAGTGACGGAGTACGCCTCCGATGAGCCGTGGGGATGGTACAAA 1485 

LOC_Os08g32870.1_F       TACCTAAGCGTCAAGCAAGTGACGGAGTACGCCTCCGATGAGCCGTGGGGATGGTACAAA 1494 

LOC_Os04g39020.1         TACTTGAGCGTGAAGCAAGTCACCAAGTACTGCTCAGATGAACCATACGGATGGTACCGG 1500 

                         *** * ***** ******** **  *****  *** ***** ** *  *********    

 

LOC_Os08g32870.1_NF      TCCCCTTCCAAGCTGTAA 1503 

LOC_Os08g32870.1_F       TCCCCTTCCAAGCTGTAA 1512 

LOC_Os04g39020.1         CCTCCATCCAAGCTGTAG 1518 

                          * ** ***********  

 


