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Supplementary Fig. 2 Ribosome profiling data are high quality and reproducible.
(A) Ribosome protected fragments (RPFs) were enriched between 28-34nt (marked with an asterisk). 
S2 cells were treated with 100 nM of rapamycin (RAPA), Torin-1, or DMSO. Cell lysate was treated with 
MNase to get RPF and passed through Sephacryl S-400 columns to purify monosomes. RPF was 
purified from the flowthrough of the columns. Input RNA was purified from cell lysate without MNase 
WUHDWPHQW��51$V�IURP�LQSXW�DQG�53)�ZHUH�WUHDWHG�ZLWK�DQWDUFWLF�SKRVSKDWDVH��WKHQ�ODEHOOHG�E\�Ȗ�>��3@�
ATP at their 5’ends, resolved on a 15% TBE-urea gel and visualized. (B) The length distribution of aligned 
sequencing reads from ribosome profiling is shown. (C) Measurements of FPKM are reproducible 
between replicates in ribosome profiling. Pearson correlation coefficients (R) are shown for FPKM 
(log10 value) of input and RPF between replicates.
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