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Figure S2
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C. Cell Cycle p53 Signalling Pathway
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Figure S3
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Figure S4

B. MCF-7FasR

>

4 kba  a-tubulin (mouse) p21 (rabbit)
< 250 = E
< 37 150 s e T
bt 100
£ 27 75
S5
c
= 14 50 T — — — -
@) '/‘// :
T o———0 37
0 T T 1
0 5 10 15
Days 25 -
MCF-7 + Vehicle 20 a -
—— MCF-7 + 100nM Fulvestrant

—e— MCF-7 FASR + 100nM Fulvestrant

C — Vehicle T
. U Ja v e
c | NVP-CGM097
L |1 i
E Fulvestrant —
U :Is
S w
L) Combination
? Vehicle .
Y Ja 4
&1 NvP-cGMO97 .
P § i
k Fulvestrant —_—
: it
M| Combination
1 1 | 1 1 1
0.00 0.25 0.50 0.75 1.00 1.25
ER intensity
D. . Normalised
PDX: E2F Targets and G2M Checkpoint expression
-6-4-20 2 4 6
= Vehicle
= NVP-CGM097
= Fulvestrant
= Combination
CDKN1A
— Cell Cycle Apoptosis Senescence
c . .
o @ e Vehicle
0 1 : : e e NVP-CGMO097
95’_ ° e ° : e Fulvestrant
x : : ° ® - -
3 . e o 0 e . . ° . ° Combination
I ¢ 0 Q8,0 ¢ e @ ¢ © log2FC
= . ® . ! @ ° 9 . 1
[ oo ° @ o . : 2
= L@ [ ] 5 : [ ®3
£ e £ 8 8 3 & 8 2 T 2 S Y=g @ g
: FiEfEffisghiszzhic
< a4 I 2 0 o c @5 o 8 g



Figure S5

A. MCF-7
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