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Figure S1. Effect of thrombin on the expression of ATG7 in EC.
HPAEC were transfected with non-targeting siRNA (si-Con) or
SiIRNA targeting ATG7 (si-ATG7). After 48 h of transfection cells
were treated with thrombin (5 U/ml) and lysed. The samples were
analyzed by Western blot for ATG7 levels, and GAPDH was used
as a loading control. Error bars represent mean = S.E. (n=3 for
each condition).
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Uncropped Figure S1. Uncropped versions of blots shown in
Figure S1. The area under the box was used in Fig. S1.
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Figure S2. ATG7 knockdown inhibits LPS-induced increase in
IL-6 level. HPAEC were transfected with si-Con or si-ATG7 for
48 h and then treated with LPS (1 pg/ml) for 6 h. Conditioned
media was collected from the cells and ELISA was performed for
IL-6. Error bars represent mean = S.E. (n=5 for each
condition).
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Figure S3A. Uncropped versions of blots shown in Figure 1A.
The area under the box was used in Fig. 1A
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Figure S3B. Uncropped versions of blots shown in Figure 1B.
The area under the box was used in Fig. 1B.
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Figure S4A. Uncropped versions of blots shown in Figure 3B.
The area under the box was used in Fig. 3B.
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Figure S4B. Uncropped versions of blots shown in Figure 3C.
The area under the box was used in Fig. 3C.
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Figure S4C. Uncropped versions of blots shown in Figure 3D.
The area under the box was used in Fig. 3D.
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Figure S5. Uncropped versions of blots shown in Figure 4A.
The area under the box was used in Fig. 4A.



