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Fig. S1. Expression of core clock genes in the DH and the DRG.
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GO:0002931: response to ischemia
GO:0043161: proteasome-mediated ubiquitin-dependent protein catabolic process
GO:0042407: cristae formation
R-RNO-1855183: Synthesis of IP2, IP, and Ins in the cytosol
GO:0010640: regulation of platelet-derived growth factor receptor signaling pathway
R-RNO-167044: Signalling to RAS
R-RNO-68886: M Phase
GO:0016525: negative regulation of angiogenesis
GO:0007611: learning or memory
GO:0010975: regulation of neuron projection development
GO:2000978: negative regulation of forebrain neuron di�erentiation
GO:0015766: disaccharide transport
GO:2000310: regulation of NMDA receptor activity
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R-RNO-3108214: SUMOylation of DNA damage response and repair proteins
R-RNO-139910: Activation of BMF and translocation to mitochondria
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R-RNO-72613: Eukaryotic Translation Initiation
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GO:0085029: extracellular matrix assembly
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Fig. S2. Heat map showing the top enrichment clusters by Metascape analysis using paclitaxel-induced 
de novo diurnal DEGs in the DH and the DRG.
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Fig. S3. Venn diagrams of diurnal, CIPN, and paclitaxel-induced 
diurnal DEGs in the DH (A) and the DRG (B). Heat maps indicate 
DEGs at the intersections of diurnal genes, CIPN, and paclitaxel-
induced diurnal DEGs in the DH and the DRG. Each gene is 
represented as a horizontal line ordered vertically by log2 fold 
change in expression level at ZT20 with vehicle treatment relative to 
ZT8.
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Fig. S4. Venn diagrams of DEGs of SNL and CIPN. (A) Up-regulated genes from both SNL and 
paclitaxel CIPN models. (B) Down-regulated genes from both SNL and paclitaxel CIPN models. 
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Fig. S5. Heat map showing the top 50 enrichment clusters by Metascape analysis 
using paclitaxel-induced DEGs in the DH at two circadian time points (ZT8 and ZT20).
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Fig. S6. Heat map showing the top 100 enrichment clusters by Metascape 
analysis using paclitaxel-induced DEGs in the DRG at two circadian time 
points (ZT8 and ZT20).



Fig. S7. Original, full-length immunoblots for Fig. 4D.
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