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Eukaryotic cell lines
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Cell line source(s)
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Animals and other organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research

Laboratory animals

Wild animals

We selected the sample sizes for each QuantM-seq experiment by starting with biological duplicates for the cell line. When we saw that
biological reproducibility was high (R2 = 0.9999), we proceeded to do biological triplicates for mouse tissues and showed correlation between
all tissue samples to be Pearson's r > 0.95 within tissues.

No data were excluded.

All attempts at replication were successful.

We did not want randomization of tissue samples as we needed the ability to identify individual mouse-specific variation between and within
tissues.

We did not want blinding of tissue samples as we needed the ability to identify individual mouse-specific variation between and within tissues.

ThermoFisher Scientific (catalog R78007)

Describe the authentication procedures for each cell line used OR declare that none of the cell lines used were authenticated.

Cell lines were not tested for mycoplasma.

Name any commonly misidentified cell lines used in the study and provide a rationale for their use.

Mus musculus, C57B/6J, female, between 31 and 37 days old

Provide details on animals observed in or captured in the field; report species, sex and age where possible. Describe how animals were 
caught and transported and what happened to captive animals after the study (if killed, explain why and describe method; if released, 
say where and when) OR state that the study did not involve wild animals.




