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Supplementary Fig. S3 Short RNA-seq repeat enrichment at centromeres and telomeres A) Short hits genomic
location according to centromeres, telomeres and heterochromatin regions. B) NA (unannotated) short hits which
contain or match repeats (Repbase repeatmasker) N=164. Plotted according to chromosome location and type of
repeat. C) IGV tracks showing a GA repeat within a gene intron. This repeat is significantly enriched in the long hits
(upper 20 tracks) but not in the short hits (lower 24 tracks).




