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Supplementary Fig. S4 Sequence analysis of GA-rich regions Long hits (without genes) n=435, A) G and C con-
tent and B) GA content. C) GA region length of regions present in long hits n=409. 14 hits not included on graph 
(>3000 bp). D) Genomic GA regions (n=10266) replicated at the time of labelling (n=3802).


