Log2(TPM+1)

Supplementary Figure 1

Blood Brain
t-test p of F = 0.581; p of M = 0.325; p of all = 0.236 t-test p of F = 0.301; p of M = NA,; p of all = 0.572
FDR of F =0.785; FDR of M = 0.576; FDR of all = 0.524 FDR of F = 0.576; FDR of M = NA; FDR of all = 0.785
Female Male Female Male
1.004 N 45 Nas = e Ncy = 264 nas= 87 Nas = 4 Nca =514 Naf= 95 Nas =9 Nc, = 664 nas= 181 Nas =0 Nca= 1761
kai=-9.1e-4  kps=-4.7e-4kc,=-9.3e-4  kpr=-2.6e-4 kps=0.0026kc, = -5.1e-4 kar=-1.8e-4  kas=0 kca=9.9e-4  kar=-0.0011  kas=0 kca = 0.0014
— 075] Par=0.13 Pas=0.69 pca=0.016  par=0.35 Pas=049 pc,=0.0005 _ | Par- 0.9 Pas=NA  pc,=0.15 par=0.19 Pas=NA  pc,=0.0015
T | FOR-063 FDR-094FDR-019 FDR-083 FDR-091FDR-0016 %, FDR=067 FDR=NA FDR=065 FDR=068 FDR=NA FDR=0.029
= =
& 0.50 & [ ]
I o ° o & ° . °
o 0251 . s o P ——— 2, :.i s . %
o " . el ¢ i
0.00 ° N 2
-0.25 0
20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70
Age Age
Breast Colon
t-test p of F = 0.714; p of M = 0.209; p of all = 0.0762 t-test p of F = 0.689; p of M = 0.497; p of all = 0.645
FDR of F = 0.865; FDR of M = 0.504; FDR of all = 0.382 FDR of F = 0.864; FDR of M = 0.746; FDR of all = 0.85
Female Male Female Male
8 Nas = 5 Nca = 136 Na = 30 Nas = 4 Nca = 253 6] nared2 As = 8 Nca = 238 Naf = 67 =6 ca-416
kAf 0 0067 kas =-0.015 kca = 0.0038 k= 0.021 kas =©.031 kca v0.2072 ka=0.01§ kﬁg =-0. 008%@ o 0.024  ky=-40ée-4 kAS 0.018 kca =-0.029
L]
L]
fo L] ° = 4
+ 41 e © e e ’ +
z o e £ =
b 0 t 2
% 0 [ a0 ¢ tg’
o (o]
— — 9 o
- . - - _ - =048 Pas=0.92 pca=0.0014 par=0.97 pas=0.83 pca=le-9
par=0.71 Pas=0.84 pca=0.6 par= 0.29 Pas=0.83 pca=0.3 Par= 0 As Ca
] FDR-0.94 FDR-096 FOR-092 FDR-073 FDR-095 FDR-0.73 s FDR=0.91 FDR=0.98 FDR=0.029 FDR=1 FDR = 0.95FDR = 1.4e-7
20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70
Age Age
Kidney Liver
t-test p of F = NA; p of M = NA; p of all = NA t-test p of F = 0.264; p of M = 0.294; p of all = 0.0924
FDR of F = NA; FDR of M = NA; FDR of all = NA FDR of F = 0.551; FDR of M = 0.576; FDR of all = 0.425
Female Male Female Male
Nar = 4 Nas = 3 Nca = 57 Nas= 16 Nas = 2 Nca = 143
gl M1 Mas = 1 Nca =18 nas = 10 Nas =0 Nca = 59 kpr=-0.047  kno=0.0053ke, =0.0016 k= 0.059  kpe=0.18 kg = 0.0087
kar=0 Kas =0 kca=-0.017  kar=-0.0041 kps=0 kca = 0.028 4 s a -

- - B - _ pas= 0.6 Pas = 0.87, pca=0.79 Pas=0.011 Pas=NA  pc,=0.017
= | P NA Pas“NA  pca=0.55  pa=08 Pas=NA = pca=0021 = | FpRr-09»  FDR-098FDRZ095 FDR-0.15 FDR=NA FDRz0.19
£ 61 FDR-NA FDR=NA FDR=0.g1 FDR=0.95 FDR=NA FDR=0.21 S ) o ) e e e L.

L]
o o o o
E % o © . . - © ° o ‘: ':2 N . ¢ o o % o o
X4 ° ot ‘—n—:_‘.,_g I ° .
e & o (e e o o ]
3 ° ® o oo Samupmm °, g 0 o o . ce
2 ° ° * oo Qoo
° ° L] ] [ ] °
i °
20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70
Age Age
Nerve Pancreas
t—test p of F = 0.541; p of M = 0.202; p of all = 0.143 t-test p of F = 0.357; p of M = 0.467; p of all = 0.665
FDR of F = 0.766; FDR of M = 0.504; FDR of all = 0.503 FDR of F = 0.601; FDR of M = 0.716; FDR of all = 0.85
Female Male Female Male
Nas = 29 Nas = 4 Nca = 166 Na= 52 Ne -6 Nca = 354 6 np-17 Nas = 4 =99 Na = 26 Nas = 4 Nca =171
41 kar=-0.0075 Kns=-0.1d kca=-0.0061 ky——O 017 ka®-§.093 ke, =-0.016 Kar= 0.00047  Kps =-0. 0098kCa -0.0042  Kkn=-0.0047  kpg=0.028 kc,=-0.0062
— ° Cee o L4 ° — °
¥ b o 80 ° “we ° o ‘. o T
s 2 % ° s R =
£ e £
N N
D o0 ..5 =
Sgo So
pas=0.52 Pas=0.11 "Paa=0.075  par=0.021 Pas=0.26 pca=2e-8 pas=0.98 Pas=0.93  pca=0.44 pas=0.64 Pas=0.26  pca=0.11
_,] FDR-091 FDR-058 FDR-053 FDR-021 FDR=0.73 FDR~1.3e-6 -2 FDR -1 FDR=0.98 FDR=0.91 FDR=0.94 FDR=0.73 FDR=0.58
20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70
Age Age
Pituitary Salivary Gland
t—test p of F = NA; p of M = NA; p of all = NA t-test p of F = NA; p of M = NA; p of all = NA
FDR of F = NA; FDR of M = NA; FDR of all = NA FDR of F = NA; FDR of M = NA; FDR of all = NA
Female Male Female Male
Naf=6 Nas = 1 Nca= 72 nas= 13 Nas 90 Nca = 191 nas= 10 Nas =0 Nca = 36 Nas= 17 s = 1 Nca= 95
204 kar=0015  kas=0 Kca=0.0023  kpr=0.0049  kps=0 kca =-6.9e-4 kar=-0.0066  kas=0 kca=-0.0085  kar=-0.0039  kas=0 kca =-0.026
pas = 0.41 Pas=NA  pca=0.16 par=0.18 Pas=NA  pc,=0.72 3] Par 0.56 Pas=NA  pca=0.27 ﬁ . ®as=NA®  pc,=2.8e-6
< 15| FDR=091 FDR=NA FDR=066 FDR=068 FDR=NA FDR® L0905 | FPe-091 FDR- NA FDR-073 BDR-095 FDRgNj FDRs1.3e-4
z ° .« E o ‘. o
£ 1.0 . o E2 o o .
N [ ° o o N ]
e ° 8 ®e . g 1 ° H ()
305 LIPS H [ 3 o %
1 [ ]
H ° o U % UK A ° °
0.0 e . .
20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70
Age Age
Skin Small Intestine
t-test p of F = 0.374; p of M = 0.397; p of all = 0.208 t-test p of F = NA; p of M = 0.932; p of all = 0.984
FDR of F = 0.614; FDR of M = 0.637; FDR of all = 0.504 FDR of F = NA; FDR of M = 0.995; FDR of all = 0.995
Female Male Female Male
nai=79 e =10 =509 Naf = 146 =14 =1032 Naf = 8 nAs 1 Nca - 58 =20 =2 =96
3] kar=-0.0015 kAs 0.0076 kCa =-8.8e-4 kar=0.0025 kAS 0.0064 kCa =-0.0012 10.01 ku= 0.1 =0 kca = 0.044 kAf 0.02 kAS o 69 kCa =-0.034
pas = 0.66 Pac=0.79  pea=0.53 pas= 0.28 Pac=0.74  pca=0.19 pas=0.14 PAs =NA ~ pc,=0.052  par=0.66 Pas pca = 0.098
< | WPR-094 FDR-095 FOR-081 FDR-073 FDR-095 FOR-068 o 75] "DR-0GH FOR-NA FRg04 FD.R 0w, FDﬁ.-N/i, FDP». 0.8
%, : TR 0., S I AL
g % 5.0 A- 0 . , ‘
~ N [ ] L]
831 o M‘
4 25 . -.. ... ’.' °
[ 1] o
0 0.0 et BRI R ERD
20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70
Age Age
Spleen Stomach
t-test p of F = 0.0712; p of M = 0.00671; p of all = 0.219 t-test p of F = 0.861; p of M = 0.000266; p of all = 0.283
FDR of F = 0.382; FDR of M = 0.0926; FDR of all = 0.504 FDR of F =0.99; FDR of M = 0.0184; FDR of all = 0.574
Female Male Female Male
nas= 13 Nas = 2 =72 Naf= 23 Nas = Je Nca = 125 nas= 17 Nas = 2 Nca = 113 Nas = 34 As = 3 ca- 184
kai=0.0017  kag=0. 0015kCa 42e-4  Kkn=00012  Kkas=6.4e-dkc,= -1e~4 kai=-0,0079  kas=0.52  Kca=3.6e-4  kar=0.0073 Kne = 0,012 k2= 0002
06{ Pa=069  pas=NA pc,=028  pa=047  pas=0.77 pca=0.87 4 PO Pas™ NAY ez 0. Py - 0-2 Pas 0.2 P - 0.
= FDR-0.04 FDR=NA FDR-0.73 FDR-091 FDR=095FDR-0.96 ¢ [ FPR70-9T FDRY FOR-0.97  FDR-073  FDR- 07 FoRE09T
= =3 .
o 03 e o
= O ° ':2 e oo L
%‘7 ° 0.0 : ° o %J": H : °
3 0.0 e o oo e 3
L L4 { ] j
—03 0 “
20 30 40 50 60 70 20 30 40 50 60 70 20 70 20
Age Age
Thyroid Prostate Testis
t-test p of F = 0.709; p of M = 0.946; p of all = 0.743 t-test p = 0.973 t-test p = 0.995
FDR of F = 0.865; FDR of M = 0.995; FDR of all = 0.884 FDR = 0.995 FDR = 0.995
Female Male Male Male
9 Naf = Nas =5 Nca = 186 Nas= "7 Ncg = 372 nar=31e Nas = Nca = 204 89 np 39 nAS:4 Nca = 310
Kas = -0 026 kps =-0.088 k¢, = 0.0086 kAf 0 0079 Kas = -0.0095k ¢, = -0.0052 41 kar=0.0047  kns 7-0837 Kca = -0 004 kas = -0.013 -0.034 kCa <0,005¢
Paf = U. Pas Pca =
6 o, - =.| FDR=0.91 FDR=0.58 FDR= 0 7 = $ .r.o
. . L T3 . by
L4 ° o % s = 6
£ &
3 N/2 i oo~'§" A
L (] (2] ()] L] (Y]
e® ° ° L4 o o ©
o0 ’&‘ o 1 S4 °
0 o . . ) Par=0.096 [ Pas=0.41 @, .02
par=0.16 Pas=0.51 'pga=0.25 par= 0.53 Pas=0.89  pca=0.29 FDR=0.58 | FDR=0.91 FDR=0.27
FDR=0.66 FDR=0.91 FDR=0.73 FDR=0.91 FDR=0.97 FDR=0.73 0
20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70 20 30 40 50 60 70
Age Age Age
Uterus Vagina
t-test p =0.32 t-test p =0.153
FDR =0.576 FDR = 0.503
Female Female
e 0% 01 4 000 o - Ges  ReZ0081 K —00033
kar=0.0074  Kas = 0.021 kg, =0.0076 Af = -6 as = Q. ca=0.
5ol p-043" PRS- 0.86-4p% - 0.053 Par= 1 Phe- 0.61 pca - 0.49 ]
FDR=091 FDR=0.96FDR=0.4 =4 Ethnic group
+ .
25 ‘ S S . voo® P = African
° o = 2 = Asian
001 " ° ¢ 2 = Caucasian
4 0
-2.5
_2 1
20 30 40 50 60 70 20 30 40 50 60 70

Age Age



Supplementary Figure 2

a

501

25 1

tSNE_2
<
O

Spermatocytes

Peritubular Myoid&Leydig

-50

Endothelial cells

Spermatogonia

Spermatids

-25 0
tSNE_1

50

50

tSNE_2

251
0 B
-251
-50-

50
254
0.
—251
| =50 -

50 1
251

0-
_254
-50-

504
251
0.
-251

Infant

Adult

24

ACE2

25

0

50

Normalized
Expression
Level

0.100
0.075
0.050
0.025
0.000



Supplementary Figure 3
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