
 

 

Figure S3. Taxa Plots per Tissue Type – Level 3, Class. Major microbial constituents 
by class (>2%) within each whole spider and tissue sample for each species (replicates 
grouped via mean-ceiling). Sample types as follows: Whole Spiders, Cephalothorax, 
Venom Glands, Ovary, Silk Glands, and Fat Tissue. 
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