Top Microbial Community Members in All Spiders (>2% Relative Abundance)
Ceph Fat Ovary Silk Venom Whole

100-

75-

Relative_Abundance

25-

|
—
©
I.I-|
«
@
@
<
%
(2]

<

S_grosse_ovary NN ———

5 - = £ o
9696 ¢ g4 ¢ d 8 586056 g 4 g d f 8§ 888> 55557
g 8 8 g o 9 S E = 8I gl 8 g 5 £ E 2| e o W e o2 PO gl d @
ml.:IElﬂlg,_l_ldn. °’|':|E2| T B gggﬁg ggsﬁlg
R R 4 4 J e ")_‘I_‘I_‘|n_|51|_|l_|l_|ln.°’|

%) (2]
Host_Species
|7 o1 Bacteria [ o7Bacteroidia [l 14 Fibrobacteria [ 21 Parcubacteria_g _meta 28
|7 02 Acidobacteria [I] 08 Cytophagi [ 15 Bacilli [ 22 Parcubacteria_uncultured_bacteri [ 29 saccharib
|7 02 Acidobacteria [ 09 Flavobacteriia [l 16 Clostridi [ 23 Candidatus_Peribacteria |77 30 SR1_Absconditabacteria
Taxa_Class [ 03 Acidimicrobiia [l 10 Sphingobacteriia [l 17 Negativi [ 24 Proteobacteria [ 31 SR1 Absconditabacteria_Ambiguous._tax:
[ 04 Actinobacteria [ 11 Chlamydi s imonadk |77 25 Alphaproteobacteria |7 32 Mollicutes
|7 05 coriobacteriia  [Jl] 12 Cyanobacteria [l 19 Candidatus Levybacteria || 26 Betaproteobacteri |71 33 TM6_Dependentiae
. 06 Thermoleophilia . 13 Deferribacteres . 20 Parcubacteria . 27 Deltaproteobacteria . Other Rare Taxa

Figure S3. Taxa Plots per Tissue Type — Level 3, Class. Major microbial constituents
by class (>2%) within each whole spider and tissue sample for each species (replicates

grouped via mean-ceiling). Sample types as follows: Whole Spiders, Cephalothorax,
Venom Glands, Ovary, Silk Glands, and Fat Tissue.



