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Sample size calculations were based on our previous published studies. For transfection-based studies, a minimum of two clones were
evaluated in quantitative experiments. For VZV infection-based studies a minimum of two experiments were performed with three biological
replicates. Sample sizes were sufficient as statistical significance was reached using two-way ANOVA.

Data were not excluded from the analyses.

All experiments were performed at minimum in two independent experiments with at least two biological replicates. All attempts at
replicating experiments were successful.

Randomization was not performed as quantitative data were derived from cell culture-based experiments.

The corresponding author planned and performed all quantitative experiments therefore blinding of the data was not performed.

Mouse mAb anti-gB SG2-2E6 (GeneTex GTX38718) used in VZV neutralization and fusion inhibition assays (10ug/ml), flow cytometry
(1:100), immunoprecipitation (20ug/30ul beads); human mAb anti-gB 93k (purified in house 1mg/ml) used in VZV neutralization and
fusion inhibition assays (10ugml), flow cytometry (1:100), immunoprecipitation (20ug/30ul beads), western blot (1:5,000); mouse
mAb anti-gH 206 (1mg/ml, Montalvo & Grose, 1986. Virology 149, 230-241) used in VZV neutralization and fusion inhibition assays;
mouse mAb anti-IE62 (EMD Millipore MAB8616) used in immunofluorescence (1:200); mouse mAb anti-V5 (Bio-Rad MCA1360) used
in immunoprecipitation (20ug/30ul beads) and western blot (1:10,000); rabbit polyclonal antibody 746-868 (Oliver et al., 2009. J.
Virol 83, 7495-7506) used in western blot (1:4,000); VZV moused mixed mAb (Meridian Life Sciences C05108MA) used for
immunohistochemistry at 1:2,000

All antibodies were validated for each experimental setting for optimum dilution prior to use for the acquisition of quantitative data.
The specificity of antibodies were determined by a lack of cross reactivity with non-specific proteins. The specificity of human mAb
93k was demonstrated in the present study. In addition, the specificity of mouse mAb 206 and rabbit polyclonal antibody 746-868
have been demonstrated previously (Montalvo & Grose, 1986. Virology 149, 230-241; Oliver et al., 2009. J. Virol 83, 7495-7506). The
specifications of commercially available antibodies can be found on the manufacture's website using their catalogue numbers.

MeWo cells were originally from the ATCC( HTB-65). CHO-DSP1 and Mel-DSP2 were developed in house (Yang et al., 2016. J.
Virol 90, 7567-7578).




