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Supplementary Table 2 
 

Accession# Description 
Sequence Coverage Spectral Count 

Classification Reference Whole 
Cells Cilia Whole 

Cells Cilia Ratio 

tr|F1RWN4|F1R
WN4  14 kDa phosphohistidine phosphatase 0.00% 11.90% 0.00 3.00 HIGH New N/A 

tr|F1S367|F1S36
7  4-hydroxyphenylpyruvate dioxygenase 0.00% 2.17% 0.00 0.33 HIGH New N/A 

P80387 5'-AMP-activated protein kinase subunit beta-1 0.00% 11.10% 0.00 3.00 HIGH New Ɨ N/A 

tr|F1RL45|F1RL
45  5'-AMP-activated protein kinase subunit beta-1 0.00% 24.60% 0.00 3.00 HIGH New Ɨ N/A 

Q09138 5'-AMP-activated protein kinase subunit 
gamma-1 0.00% 6.10% 0.00 1.00 HIGH New N/A 

P49666 60S ribosomal protein L21 0.00% 17.70% 0.00 2.50 HIGH Known 1 

Q29187 60S ribosomal protein L4 (Fragment) 0.00% 10.90% 0.00 0.50 HIGH Known 2 

Q2HYU2 6-phosphofructokinase, muscle type 0.00% 1.50% 0.00 2.50 HIGH Known Ɨ 3 

tr|I3LCA1|I3LC
A1  6-phosphofructokinase, muscle type 0.00% 1.20% 0.00 2.50 HIGH Known Ɨ 3 

tr|F1SKQ9|F1S
KQ9  Actin-related protein 2/3 complex subunit 5 0.00% 36.60% 0.00 3.00 HIGH Known 4 

P58780 Adenosine deaminase CECR1 0.00% 5.30% 0.00 0.50 HIGH New N/A 

tr|I3LN54|I3LN5
4  

ADP-ribosylation factor-like protein 6-
interacting protein 1 0.00% 9.35% 0.00 5.00 HIGH New N/A 

tr|I6L6E1|I6L6E
1  Aldehyde dehydrogenase 0.00% 4.00% 0.00 36.00 HIGH New Ɨ N/A 

tr|V9GZ89|V9G
Z89  Aldehyde dehydrogenase 0.00% 2.40% 0.00 31.50 HIGH New Ɨ N/A 
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tr|F1SDC4|F1SD
C4  Aldehyde dehydrogenase (Fragment) 0.00% 2.50% 0.00 0.50 HIGH New Ɨ N/A 

tr|F1SMT7|F1S
MT7  Alkaline phosphatase 0.00% 4.90% 0.00 0.50 HIGH New Ɨ 5 

tr|I3LB86|I3LB8
6  Alkaline phosphatase 0.00% 6.45% 0.00 79.50 HIGH NewƗ 5 

P50447 Alpha-1-antitrypsin 0.00% 
3.10% 

0.00 12.00 HIGH New Ɨ N/A 

tr|F1SCF0|F1SC
F0  Alpha-1-antitrypsin 0.00% 

3.10% 
0.00 12.00 HIGH New Ɨ N/A 

Q8MJ76 Alpha-fetoprotein 0.00% 1.30% 0.00 13.00 HIGH New N/A 

P15145 Aminopeptidase N 8.25% 15.77% 8.50 62.00 7.29 New Ɨ,* 6 

tr|F1SK03|F1SK
03  Aminopeptidase N 8.25% 16.80% 8.50 62.67 7.37 New Ɨ N/A 

tr|F1SGY1|F1S
GY1  Anoctamin 0.45% 0.60% 3.00 6.33 2.11 Known 7,8 

F1SPM8 AP2-associated protein kinase 1 0.00% 1.05% 0.00 5.50 HIGH Known Ɨ 4 

tr|I3L548|I3L54
8  AP2-associated protein kinase 1 0.00% 1.05% 0.00 5.50 HIGH Known Ɨ 4 

Q2LE37 Apolipoprotein M 0.00% 4.00% 0.00 2.00 HIGH New Ɨ N/A 

tr|A5D9L6|A5D
9L6  Apolipoprotein M 0.00% 6.45% 0.00 2.00 HIGH New Ɨ N/A 

tr|B6DZ39|B6D
Z39  APPL2 0.00% 1.30% 0.00 0.33 HIGH New N/A 

Q35915 ATP synthase subunit a 0.00% 6.20% 0.00 1.00 HIGH Known 9 

tr|A5GFS1|A5G
FS1  ATPase, Class II, type 9A 0.00% 2.00% 0.00 1.00 HIGH New N/A 

tr|K7GT44|K7G
T44  ATPase, Cu++ transporting, alpha polypeptide 0.00% 0.57% 0.00 0.33 HIGH New N/A 
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Q8MIB3 ATP-binding cassette sub-family G member 2 0.00% 1.83% 0.00 3.00 HIGH New Ɨ 10 

tr|F1RW52|F1R
W52  ATP-binding cassette sub-family G member 2 0.00% 1.83% 0.00 3.00 HIGH New Ɨ 10 

tr|K7GLY4|K7G
LY4  ATP-binding cassette sub-family G member 2 0.00% 6.30% 0.00 4.50 HIGH New Ɨ 10 

tr|K7GPH3|K7G
PH3  ATP-binding cassette sub-family G member 2 0.00% 6.80% 0.00 4.50 HIGH New Ɨ 10 

tr|K7GQE8|K7G
QE8  ATP-binding cassette sub-family G member 2 0.00% 5.75% 0.00 5.00 HIGH New Ɨ 10 

tr|F1SI55|F1SI5
5  

Basic leucine zipper and W2 domain-
containing protein 1 0.00% 6.30% 0.00 2.00 HIGH New N/A 

tr|A7XP20|A7X
P20  B-cell CLL/lymphoma 10 0.00% 14.20% 0.00 0.50 HIGH New N/A 

A5A769 Biogenesis of lysosome-related organelles 
complex 1 subunit 3 0.00% 8.00% 0.00 0.50 HIGH New N/A 

tr|F1SI16|F1SI1
6  

Bone morphogenetic protein type II receptor 
(BMPR2) 0.00% 4.30% 0.00 2.50 HIGH Known 11 

tr|Q7JFN4|Q7JF
N4  

Calcium/calmodulin-dependent protein kinase 
II isoform gamma-B 1.85% 2.50% 0.50 2.67 5.33 New N/A 

tr|Q7JFN3|Q7JF
N3  

Calcium/calmodulin-dependent protein kinase 
II isoform gamma-C protein kinase II 1.90% 2.63% 0.50 2.67 5.33 New N/A 

tr|Q7JFN2|Q7JF
N2  

Calcium/calmodulin-dependent protein kinase 
II isoform gamma-G 1.75% 2.43% 0.50 2.67 5.33 New N/A 

tr|F1SUV9|F1S
UV9  Caspase 0.00% 5.70% 0.00 0.50 HIGH Known Ɨ 12 

tr|I3L9A3|I3L9A
3  Caspase 0.00% 6.00% 0.00 0.50 HIGH Known Ɨ 12 

Q29288 C-C motif chemokine 5 0.00% 8.00% 0.00 1.33 HIGH Known Ɨ 13 

tr|K7GLL8|K7G
LL8  C-C motif chemokine 5 0.00% 4.87% 0.00 1.33 HIGH Known Ɨ 13 

tr|Q2EN89|Q2E
N89  C-C motif chemokine 5 0.00% 4.40% 0.00 1.33 HIGH Known Ɨ 13 
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Q8WMQ3 CD9 antigen 0.00% 7.10% 0.00 1.00 HIGH Known Ɨ,* 2,14 

tr|I3LPR3|I3LPR
3  CD9 antigen 0.00% 

18.60% 
0.00 18.50 HIGH Known Ɨ 2 

tr|K7GMI9|K7G
MI9  CD9 antigen 0.00% 

30.40% 
0.00 18.50 HIGH Known Ɨ 2 

tr|K7GLH2|K7G
LH2  Cell division control protein 42 homolog 24.40% 32.57% 2.00 5.00 2.50 Known Ɨ 15 

tr|K7GMZ6|K7
GMZ6  Cell division control protein 42 homolog 18.60% 24.83% 2.00 5.00 2.50 Known Ɨ 15 

tr|K7GR85|K7G
R85  Cell division control protein 42 homolog 26.80% 35.77% 2.00 5.00 2.50 Known Ɨ 15 

F1S584 Choline transporter-like protein 2 0.00% 1.50% 0.00 9.00 HIGH New N/A 

tr|I3L6H2|I3L6H
2  Citrate synthase, mitochondrial 0.00% 10.70% 0.00 3.00 HIGH New N/A 

tr|F2Z540|F2Z54
0  C-Jun activation domain binding protein-1 0.00% 2.85% 0.00 2.00 HIGH New N/A 

tr|C3VML0|C3V
ML0  Claudin 0.00% 1.90% 0.00 0.33 HIGH Known Ɨ,* 16,17 

tr|C3VMW5|C3
VMW5  Claudin 0.00% 7.60% 0.00 1.00 HIGH Known Ɨ 16 

tr|I3LHE9|I3LH
E9  Claudin 5.45% 17.53% 4.00 9.67 2.42 Known Ɨ 16 

tr|A5GFW3|A5
GFW3  

Cleavage stimulation factor, 3' pre-RNA, 
subunit 1, 50kDa 0.00% 2.80% 0.00 0.50 HIGH New N/A 

Q9GLP1 Coagulation factor V 0.00% 0.30% 0.00 2.50 HIGH New Ɨ N/A 

tr|F1RPW2|F1R
PW2  Coagulation factor V 0.00% 0.30% 0.00 2.50 HIGH New Ɨ N/A 

P01025 Complement C3 0.00% 1.65% 0.00 17.50 HIGH New N/A 

tr|F1SME1|F1S
ME1  Complement C5a anaphylatoxin 0.00% 0.27% 0.00 2.00 HIGH New N/A 
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Q9TUQ3 Complement component C7 0.00% 1.95% 0.00 42.50 HIGH New Ɨ N/A 

tr|F1SMJ1|F1S
MJ1  Complement component C7 0.00% 1.17% 0.00 3.00 HIGH New Ɨ N/A 

tr|I3L9X0|I3L9X
0  Coronin 0.00% 2.70% 0.00 3.00 HIGH Known Ɨ 18 

tr|I3LHE4|I3LH
E4  Coronin 0.00% 2.50% 0.00 3.00 HIGH Known Ɨ 18 

tr|I3LQY3|I3LQ
Y3  Coronin 0.00% 2.50% 0.00 3.00 HIGH Known Ɨ 18 

Q29594 Creatine kinase B-type (Fragment) 0.00% 15.70% 0.00 0.50 HIGH New N/A 

O79876 Cytochrome c oxidase subunit 1 0.00% 6.60% 0.00 0.50 HIGH New N/A 

Q35916 Cytochrome c oxidase subunit 3 0.00% 5.40% 0.00 1.50 HIGH New N/A 

tr|F1RJI7|F1RJI
7  

Cytochrome c oxidase subunit 6A, 
mitochondrial 0.00% 9.65% 0.00 4.50 HIGH New N/A 

tr|F1SIE9|F1SIE
9  Cytochrome P450 0.00% 0.70% 0.00 0.33 HIGH New N/A 

P00371 D-amino-acid oxidase 0.00% 2.47% 0.00 1.00 HIGH New N/A 

tr|F1RPB5|F1RP
B5  DCN1-like protein 0.00% 7.60% 0.00 0.50 HIGH New N/A 

tr|F1S8E6|F1S8
E6  Deoxyhypusine hydroxylase 0.00% 7.60% 0.00 1.00 HIGH New N/A 

tr|I3LTI5|I3LTI5  Deoxyribonuclease (Fragment) 0.00% 5.90% 0.00 4.50 HIGH New N/A 

Q2QDF0 Deoxyribonuclease-1-like 1 0.00% 8.75% 0.00 5.50 HIGH New N/A 

tr|I3L719|I3L71
9  Dipeptidase 0.00% 10.65% 0.00 33.00 HIGH Known 19 

P22412 Dipeptidase 1 0.00% 13.10% 0.00 47.50 HIGH Known 19 
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P22411 Dipeptidyl peptidase 4 4.50% 7.10% 3.50 21.67 6.19 New N/A 

tr|F1RZH4|F1R
ZH4  

Disintegrin and metalloproteinase domain-
containing protein 10 0.00% 11.30% 0.00 1.50 HIGH Known* 4,20 

A5GFZ5 Dolichol-phosphate mannosyltransferase 
subunit 1 0.00% 4.60% 0.00 1.00 HIGH New N/A 

tr|D9U8D1|D9U
8D1  Dynein, light chain, LC8-type 1 0.00% 21.30% 0.00 14.00 HIGH New 21 

Q5GN48 Dystrophin  0.00% 7.80% 0.00 2.50 HIGH Known Ɨ 22 

tr|I3LPH8|I3LP
H8  Dystrophin 0.00% 7.00% 0.00 1.50 HIGH Known Ɨ 22 

tr|F1SPU7|F1SP
U7  Dystrophin (Fragment) 0.00% 1.40% 0.00 2.50 HIGH Known Ɨ 22 

tr|F1SM37|F1S
M37  E3 ubiquitin-protein ligase 0.00% 1.95% 0.00 6.00 HIGH New N/A 

tr|I3LV30|I3LV3
0  

E3 ubiquitin-protein ligase RNF114 
(Fragment) 0.00% 13.80% 0.00 0.50 HIGH New N/A 

tr|F1RLP4|F1RL
P4  EFNB2 0.00% 8.10% 0.00 2.50 HIGH New N/A 

P37176 Endoglin 0.00% 1.63% 0.00 0.33 HIGH New Ɨ N/A 

tr|F1RS03|F1RS
03  Endoglin 0.00% 1.63% 0.00 0.33 HIGH New Ɨ N/A 

tr|K7GQF2|K7G
QF2  Endoglin 0.00% 1.73% 0.00 0.33 HIGH New Ɨ N/A 

P35463 Endothelin B receptor 0.00% 3.40% 0.00 0.50 HIGH New 23 

tr|D3K5K6|D3K
5K6  EPH receptor B3 0.00% 1.60% 0.00 11.00 HIGH New N/A 

P20460 Eukaryotic translation initiation factor 2 
subunit 1 (Fragment) 0.00% 18.60% 0.00 1.00 HIGH New N/A 

tr|F1SGR0|F1SG
R0  

Eukaryotic translation initiation factor 3 
subunit M 0.00% 13.10% 0.00 3.00 HIGH New N/A 
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tr|B2ZI35|B2ZI3
5  F11 receptor 0.00% 4.20% 0.00 24.00 HIGH New N/A 

Q767L6 Flotillin-1 3.75% 3.80% 1.00 7.00 7.00 Known Ɨ,* 24,25 

tr|K7GPJ9|K7G
PJ9  Flotillin-1 5.25% 5.33% 1.00 7.00 7.00 Known Ɨ 24 

tr|F8S319|F8S31
9  Gag protein 0.00% 1.15% 0.00 8.00 HIGH New Ɨ N/A 

tr|F8S326|F8S32
6  Gag protein 0.00% 3.80% 0.00 15.00 HIGH New Ɨ N/A 

Q29043 Galactoside 2-alpha-L-fucosyltransferase 1 0.00% 1.57% 0.00 0.33 HIGH New Ɨ N/A 

tr|F1RIQ8|F1RI
Q8  Galactoside 2-alpha-L-fucosyltransferase 1 0.00% 1.57% 0.00 0.33 HIGH New Ɨ N/A 

tr|I3L8J2|I3L8J2  Galectin 0.00% 12.80% 0.00 1.00 HIGH New Ɨ N/A 

tr|I3LIV0|I3LIV
0  Galectin (Fragment) 0.00% 12.80% 0.00 1.00 HIGH New Ɨ 26 

tr|K7GKZ5|K7G
KZ5  Gamma-glutamyltranspeptidase 1 0.00% 8.40% 0.00 2.00 HIGH Known Ɨ 27 

tr|K7GQA6|K7G
QA6  Gamma-glutamyltranspeptidase 1 0.00% 8.95% 0.00 2.00 HIGH Known Ɨ 27 

tr|K7GQU9|K7G
QU9  Gamma-glutamyltranspeptidase 1 0.00% 9.40% 0.00 3.00 HIGH Known Ɨ 27 

tr|K7GRH1|K7G
RH1  Gamma-glutamyltranspeptidase 1 0.00% 9.00% 0.00 4.50 HIGH Known Ɨ 27 

tr|K7GSR0|K7G
SR0  Gamma-glutamyltranspeptidase 1 0.00% 8.85% 0.00 2.00 HIGH Known Ɨ 27 

tr|F1S138|F1S13
8  Glutamyl aminopeptidase 5.40% 8.43% 4.00 9.33 2.33 New Ɨ N/A 

tr|K7GMS4|K7G
MS4  Glutamyl aminopeptidase 0.00% 16.40% 0.00 25.50 HIGH New Ɨ N/A 

tr|K7GQE4|K7G
QE4  Glutamyl aminopeptidase 15.60% 20.80% 1.50 4.00 2.67 New Ɨ N/A 
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tr|K7GT33|K7G
T33  Glutamyl aminopeptidase 4.95% 8.83% 1.00 4.33 4.33 New Ɨ N/A 

Q8MJ14 Glutathione peroxidase 1 0.00% 5.35% 0.00 7.00 HIGH New N/A 

P51781 Glutathione S-transferase alpha M14 0.00% 4.07% 0.00 0.33 HIGH New N/A 

tr|A3KDL8|A3K
DL8  Glypican 6 (Fragment) 0.00% 18.10% 0.00 2.50 HIGH New# 28 

tr|A5GFU8|A5G
FU8  GNAS complex locus 0.00% 21.30% 0.00 1.00 HIGH New N/A 

B2ZHY2 G-protein coupled receptor 39 0.00% 2.00% 0.00 0.50 HIGH Known Ɨ 29 

tr|F1RY26|F1R
Y26  G-protein-coupled receptor 39 0.00% 3.00% 0.00 0.50 HIGH Known Ɨ 29 

Q52NJ3 GTP-binding protein SAR1a 0.00% 8.60% 0.00 2.50 HIGH New N/A 

tr|I7GF95|I7GF9
5  Guanine nucleotide binding protein-like 1 0.00% 3.00% 0.00 0.50 HIGH New N/A 

tr|A4L2Z4|A4L2
Z4  Guanine nucleotide-binding protein alpha 14 0.00% 4.80% 0.00 31.00 HIGH New N/A 

tr|J9JIL1|J9JIL1  Guanine nucleotide-binding protein G(q) 
subunit alpha 0.00% 9.95% 0.00 11.00 HIGH New N/A 

tr|I3LJ42|I3LJ42  Guanine nucleotide-binding protein subunit 
gamma 0.00% 33.00% 0.00 10.50 HIGH New N/A 

P31006 Guanylate kinase 0.00% 11.10% 0.00 0.50 HIGH New N/A 

tr|A5A4L7|A5A
4L7  H+ coupled di/tri-peptide cotransporter 2 0.00% 1.90% 0.00 0.50 HIGH New N/A 

P01965 Hemoglobin subunit alpha 7.80% 8.27% 3.00 14.00 4.67 New N/A 

P02067 Hemoglobin subunit beta 0.00% 7.15% 0.00 545.00 HIGH New Ɨ N/A 

tr|F1RII7|F1RII7  Hemoglobin subunit beta 0.00% 7.15% 0.00 545.00 HIGH New Ɨ N/A 
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P02101 Hemoglobin subunit epsilon 0.00% 3.05% 0.00 5.00 HIGH New Ɨ N/A 

tr|F1RII6|F1RII6  Hemoglobin subunit epsilon 0.00% 3.05% 0.00 5.00 HIGH New Ɨ N/A 

P04246 Hemoglobin subunit theta 0.00% 3.10% 0.00 5.00 HIGH New N/A 

Q2QLE0 Hepatocyte growth factor receptor 0.00% 1.50% 0.00 1.00 HIGH Known 30 

Q8WNR0 High affinity copper uptake protein 1 0.00% 5.05% 0.00 2.50 HIGH New Ɨ N/A 

tr|I3LH68|I3LH6
8  High affinity copper uptake protein 1 0.00% 5.05% 0.00 2.50 HIGH New Ɨ N/A 

tr|F1RHC5|F1R
HC5  Histone H2A 0.00% 8.90% 0.00 1.50 HIGH Known Ɨ 31 

tr|F1RTQ7|F1R
TQ7  Histone H2A 0.00% 7.25% 0.00 16.50 HIGH Known Ɨ 31 

tr|F2Z587|F2Z58
7  Histone H2A 0.00% 7.30% 0.00 6.50 HIGH Known Ɨ 31 

tr|F2Z5L6|F2Z5
L6  Histone H2A 0.00% 7.30% 0.00 16.50 HIGH Known Ɨ 31 

tr|I3L7T6|I3L7T
6  Histone H2A 0.00% 6.65% 0.00 16.50 HIGH Known Ɨ 31 

tr|I3LIN8|I3LIN
8  Histone H2A 0.00% 9.00% 0.00 1.50 HIGH Known Ɨ 31 

tr|F2Z5P1|F2Z5
P1  Histone H2A (Fragment) 0.00% 22.80% 0.00 4.50 HIGH Known Ɨ 31 

Reverse_sp|E2I
UK4|HORM1  HORMA domain-containing protein 1 0.00% 5.10% 0.00 0.50 HIGH New Ɨ N/A 

Reverse_tr|F1SS
82|F1SS82  HORMA domain-containing protein 1 0.00% 5.10% 0.00 0.50 HIGH New Ɨ N/A 

tr|F1SPN8|F1SP
N8  Hyaluronidase 0.00% 4.40% 0.00 0.50 HIGH New 32 

tr|A9QW81|A9Q
W81  IFITM1 10.50% 22.60% 1.00 2.33 2.33 New 33 
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tr|F1SV93|F1SV
93  Importin subunit alpha 0.00% 3.25% 0.00 7.50 HIGH New Ɨ N/A 

tr|I3L9F7|I3L9F
7  Importin subunit alpha 0.00% 3.50% 0.00 5.00 HIGH New Ɨ N/A 

tr|F1RTU5|F1R
TU5  Importin subunit alpha (Fragment) 0.00% 1.30% 0.00 4.50 HIGH New Ɨ N/A 

P24853 Insulin-like growth factor-binding protein 2 0.00% 6.65% 0.00 8.50 HIGH Known 34 

Q52N47 Integral membrane protein 2B 0.00% 
27.10% 

0.00 5.00 HIGH New Ɨ N/A 

tr|F1RK12|F1R
K12  Integral membrane protein 2B 0.00% 

27.10% 
0.00 5.00 HIGH New Ɨ N/A 

tr|F1RVY6|F1R
VY6  Integrin beta 0.70% 1.10% 1.00 5.67 5.67 New Ɨ N/A 

tr|I3LF22|I3LF2
2  Integrin beta 0.00% 6.10% 0.00 15.00 HIGH New Ɨ N/A 

tr|K7GP66|K7G
P66  Integrin beta 0.70% 1.13% 1.00 5.67 5.67 New Ɨ N/A 

tr|K7GPD4|K7G
PD4  Integrin beta 0.70% 1.13% 1.00 5.67 5.67 New Ɨ N/A 

tr|F1RPR7|F1RP
R7  Integrin beta (Fragment) 0.00% 8.20% 0.00 1.50 HIGH New N/A 

tr|K7GNY7|K7G
NY7  Integrin beta-1 0.00% 9.70% 0.00 9.50 HIGH Known 35 

Q1RPR6 Integrin beta-6 0.00% 5.10% 0.00 3.50 HIGH New N/A 

Q684M4 Kelch-like ECH-associated protein 1 0.00% 6.40% 0.00 14.00 HIGH New N/A 

Reverse_sp|Q9
MZS9|KMO  Kynurenine 3-monooxygenase 0.00% 1.27% 0.00 0.33 HIGH New N/A 

P79385 Lactadherin 1.85% 8.47% 3.00 8.00 2.67 Known Ɨ 36 

P79385 Lactadherin 0.00% 14.20% 0.00 74.50 HIGH Known Ɨ 36 
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tr|B2CZF8|B2C
ZF8  Lactadherin 1.75% 8.03% 3.00 8.00 2.67 Known Ɨ 36 

tr|B2CZF8|B2C
ZF8  Lactadherin 0.00% 13.45% 0.00 74.50 HIGH Known Ɨ 36 

A5D9M6 Large proline-rich protein BAG6 0.00% 0.80% 0.00 1.00 HIGH New Ɨ N/A 

tr|F1RQX8|F1R
QX8  Large proline-rich protein BAG6 0.00% 0.80% 0.00 1.00 HIGH New Ɨ N/A 

tr|K7GLD3|K7G
LD3  Large proline-rich protein BAG6 0.00% 3.80% 0.00 1.00 HIGH New Ɨ N/A 

tr|K7GLG5|K7G
LG5  Large proline-rich protein BAG6 0.00% 5.00% 0.00 1.00 HIGH New Ɨ N/A 

tr|K7GLR6|K7G
LR6  Large proline-rich protein BAG6 0.00% 3.40% 0.00 1.00 HIGH New Ɨ N/A 

tr|K7GLU1|K7G
LU1  Large proline-rich protein BAG6 0.00% 1.20% 0.00 1.00 HIGH New Ɨ N/A 

tr|K7GMR9|K7
GMR9  Large proline-rich protein BAG6 0.00% 2.10% 0.00 1.00 HIGH New Ɨ N/A 

Q9GKE8 Leukocyte surface antigen CD47 0.00% 2.30% 0.00 43.50 HIGH Known Ɨ 37 

tr|F1SL37|F1SL
37  Leukocyte surface antigen CD47 0.00% 2.45% 0.00 43.50 HIGH Known Ɨ 37 

Q5PXT2 LIM and cysteine-rich domains protein 1 0.00% 3.00% 0.00 0.50 HIGH New Ɨ N/A 

tr|F1SFK9|F1SF
K9  LIM and cysteine-rich domains protein 1 0.00% 3.20% 0.00 0.50 HIGH New Ɨ N/A 

tr|F1SCY4|F1SC
Y4  Lipase 0.00% 6.30% 0.00 0.50 HIGH know 38 

P12067 Lysozyme C-1 0.00% 3.13% 0.00 1.00 HIGH New N/A 

P12068 Lysozyme C-2 0.00% 2.73% 0.00 1.00 HIGH New N/A 

P12069 Lysozyme C-3 0.00% 2.70% 0.00 1.00 HIGH New N/A 
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P49927 Major prion protein 0.00% 4.70% 0.00 2.00 HIGH New N/A 

Q95313 Male-enhanced antigen 1 0.00% 9.80% 0.00 0.50 HIGH New N/A 

I3LUP1 Mannose-1-phosphate guanyltransferase alpha 0.00% 5.70% 0.00 1.00 HIGH New N/A 

P0C5I2 Mannose-1-phosphate guanyltransferase beta 0.00% 5.15% 0.00 4.00 HIGH New Ɨ N/A 

tr|F1SPR4|F1SP
R4  Mannose-1-phosphate guanyltransferase beta 0.00% 5.15% 0.00 4.00 HIGH New Ɨ N/A 

O02839 Membrane cofactor protein 0.00% 16.30% 0.00 13.00 HIGH New N/A 

tr|Q8MHU0|Q8
MHU0  MHC class I antigen 0.00% 2.33% 0.00 1.00 HIGH New* 39 

tr|Q85ZW4|Q85
ZW4  MHC class II antigen 0.00% 9.10% 0.00 8.50 HIGH Known Ɨ,* 39,40 

tr|Q8MGP9|Q8
MGP9  MHC class II antigen 0.00% 8.80% 0.00 1.00 HIGH Known Ɨ 40 

tr|A2SW51|A2S
W51  Monocyte differentiation antigen CD14 0.00% 8.30% 0.00 0.50 HIGH New N/A 

P84024 Mothers against decapentaplegic homolog 3 0.00% 6.40% 0.00 0.50 HIGH New N/A 

tr|F1SNW4|F1S
NW4  MYL3 0.00% 2.20% 0.00 0.33 HIGH New 41 

tr|F1RGE3|F1R
GE3  

NADH dehydrogenase [ubiquinone] 1 alpha 
subcomplex subunit 2 0.00% 11.10% 0.00 0.50 HIGH New Ɨ N/A 

tr|I3LS16|I3LS1
6  

NADH dehydrogenase [ubiquinone] 1 alpha 
subcomplex subunit 2 0.00% 11.20% 0.00 0.50 HIGH New Ɨ N/A 

tr|F1SRG2|F1SR
G2  

NADH dehydrogenase [ubiquinone] 1 alpha 
subcomplex subunit 6 0.00% 11.70% 0.00 0.50 HIGH New N/A 

Q9TDR1 NADH-ubiquinone oxidoreductase chain 5 0.00% 2.00% 0.00 0.50 HIGH New N/A 

Reverse_tr|F1R
YP1|F1RYP1  Neurogenic differentiation factor 0.00% 2.80% 0.00 0.50 HIGH New Ɨ N/A 
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Reverse_tr|F1SR
46|F1SR46  Neurogenic differentiation factor 0.00% 3.00% 0.00 0.50 HIGH New Ɨ N/A 

tr|F1SSJ3|F1SSJ
3  Nitric oxide synthase 0.00% 0.90% 0.00 3.00 HIGH Known 42 

Q28969 Nitric oxide synthase, endothelial 0.00% 0.85% 0.00 2.50 HIGH Known 42 

tr|I3LL54|I3LL5
4  Nuclear factor 1 0.00% 2.70% 0.00 1.00 HIGH New Ɨ N/A 

tr|F1SDA0|F1S
DA0  Nuclear factor 1 (Fragment) 0.00% 2.60% 0.00 1.00 HIGH New Ɨ N/A 

tr|A5GFR1|A5G
FR1  OTTSUSP00000000835 0.00% 0.57% 0.00 0.33 HIGH New N/A 

tr|F1RMJ9|F1R
MJ9  Oxysterol-binding protein 0.00% 2.00% 0.00 1.00 HIGH New Ɨ N/A 

tr|F1RPE0|F1RP
E0  Oxysterol-binding protein 0.00% 1.70% 0.00 1.00 HIGH New Ɨ N/A 

tr|I3LAG4|I3LA
G4  Palmitoyltransferase (Fragment) 0.00% 4.70% 0.00 1.50 HIGH New N/A 

Q6QA76 PDZ domain-containing protein 11 0.00% 18.60% 0.00 0.50 HIGH New Ɨ N/A 

tr|K7GNX1|K7G
NX1  PDZ domain-containing protein 11 0.00% 19.10% 0.00 0.50 HIGH New Ɨ N/A 

tr|K7GRD4|K7G
RD4  PDZ domain-containing protein 11 0.00% 21.50% 0.00 0.50 HIGH New Ɨ N/A 

tr|K7GSP4|K7G
SP4  PDZ domain-containing protein 11 0.00% 24.30% 0.00 0.50 HIGH New Ɨ N/A 

tr|F1SF95|F1SF9
5  Peptidyl-prolyl cis-trans isomerase 0.00% 15.30% 0.00 0.50 HIGH New Ɨ N/A 

tr|I3L6I7|I3L6I7  Peptidyl-prolyl cis-trans isomerase 0.00% 14.40% 0.00 0.50 HIGH New Ɨ N/A 

tr|I3LRQ5|I3LR
Q5  Phosphatase and actin regulator 0.00% 5.80% 0.00 2.00 HIGH New N/A 

Q767M0 Phostensin 0.00% 1.95% 0.00 2.00 HIGH Known 4 
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tr|A2TEQ2|A2T
EQ2  Poliovirus receptor related 2 0.00% 9.60% 0.00 4.00 HIGH New N/A 

tr|B3TFD9|B3T
FD9  

Poliovirus receptor-related 2 transcript variant 
delta 0.00% 17.10% 0.00 6.00 HIGH New N/A 

tr|F1S8H4|F1S8
H4  

Probable tRNA N6-adenosine 
threonylcarbamoyltransferase 0.00% 8.30% 0.00 1.50 HIGH New N/A 

tr|A3RKG5|A3R
KG5  

Progesterone receptor membrane component 2 
(PGRMC2) 0.00% 8.50% 0.00 0.50 HIGH New Ɨ N/A 

tr|A9LM01|A9L
M01  

Progesterone receptor membrane component 2 
(PGRMC2) 0.00% 15.2% 0.00 1.00 HIGH New Ɨ N/A 

tr|F1RNX2|F1R
NX2  Programmed cell death protein 5 0.00% 8.80% 0.00 2.00 HIGH New# 14 

Q6JTA8 Prolactin receptor 0.00% 3.00% 0.00 0.50 HIGH New N/A 

tr|K7GKV2|K7G
KV2  Prolactin receptor (Fragment) 0.00% 3.00% 0.00 0.50 HIGH New N/A 

Q29095 Prostaglandin-H2 D-isomerase 0.00% 9.50% 0.00 1.00 HIGH New N/A 

tr|A5D9J0|A5D9
J0  

Proteasome (Prosome, macropain) subunit, 
beta type, 9 (Large multifunctional protease 2) 0.00% 44.00% 0.00 2.50 HIGH New N/A 

tr|F1RFV5|F1RF
V5  Proteasome subunit beta type 0.00% 16.20% 0.00 2.00 HIGH New Ɨ N/A 

tr|Q2PYM7|Q2P
YM7  Proteasome subunit beta type 0.00% 20.10% 0.00 2.50 HIGH New Ɨ N/A 

tr|I3LR85|I3LR8
5  Protein kinase C delta type 0.00% 1.10% 0.00 2.50 HIGH New 43 

tr|Q00P49|Q00P
49  Protein O-fucosyltransferase 1 0.00% 4.10% 0.00 0.50 HIGH New 44 

tr|A5GFQ9|A5G
FQ9  

Protein phosphatase 2, regulatory subunit B 
(B56), delta isoform 0.00% 2.00% 0.00 0.50 HIGH New N/A 

tr|F1RI78|F1RI7
8  Protein tweety homolog 0.00% 4.20% 0.00 21.50 HIGH New Ɨ N/A 

tr|F1RV50|F1R
V50  Protein tweety homolog 0.00% 2.73% 0.00 2.67 HIGH New Ɨ N/A 
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Q19AZ8 Prothrombin 0.00% 2.50% 0.00 6.00 HIGH New Ɨ N/A 

tr|F1SIB1|F1SIB
1  Prothrombin 0.00% 2.50% 0.00 6.00 HIGH New Ɨ N/A 

Q4LE85 Ras-related protein Rab-27A 0.00% 5.90% 0.00 1.00 HIGH New 45 

Q06AU5 Ras-related protein Rab-32 0.00% 9.30% 0.00 1.50 HIGH New Ɨ 45 

tr|F1S747|F1S74
7  Ras-related protein Rab-32 0.00% 9.30% 0.00 1.50 HIGH New Ɨ 45 

Q06AU4 Ras-related protein Rab-34 0.00% 3.85% 0.00 2.50 HIGH New N/A 

Q06AU2 Ras-related protein Rap-2a 0.00% 7.10% 0.00 16.00 HIGH New Ɨ N/A 

tr|F2Z519|F2Z51
9  Ras-related protein Rap-2a 0.00% 19.50% 0.00 11.50 HIGH New Ɨ N/A 

tr|F1S8A4|F1S8
A4  Receptor-type tyrosine-protein phosphatase-A 0.00% 0.93% 0.00 3.00 HIGH New 46 

tr|F1SDK4|F1S
DK4  Receptor-type tyrosine-protein phosphatase-E 0.00% 1.53% 0.00 2.67 HIGH Known 46 

tr|3LGE9|I3LGE
9  

Receptor-type tyrosine-protein phosphatase-S 
(PTPRS) 0.00% 3.30% 0.00 6.00 HIGH Known 46 

tr|Q06AT8|Q06
AT8  RHOB 0.00% 12.75% 0.00 11.50 HIGH New 47 

tr|Q06AT7|Q06
AT7  RHOF 0.00% 15.60% 0.00 1.00 HIGH New 48 

A2BD05 Serine/threonine-protein kinase Nek6 0.00% 3.85% 0.00 2.00 HIGH New N/A 

tr|F1RRB6|F1R
RB6  Serine/threonine-protein kinase OSR1 0.00% 13.90% 0.00 1.00 HIGH Known 49 

tr|I3LCY8|I3LC
Y8  

Serine/threonine-protein phosphatase 2A 55 
kDa regulatory subunit B 0.00% 3.20% 0.00 0.50 HIGH New N/A 

Q6PQD5 Serine-protein kinase ATM 0.25% 0.33% 0.50 1.00 2.00 New Ɨ N/A 
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tr|I3L5F1|I3L5F
1  Serine-protein kinase ATM 0.35% 0.40% 0.50 1.00 2.00 New Ɨ N/A 

tr|B3CL06|B3C
L06  Serotransferrin 0.00% 2.50% 0.00 0.50 HIGH New Ɨ N/A 

P09571 Serotransferrin 0.00% 2.60% 0.00 0.50 HIGH New Ɨ N/A 

P15982 SLA class II histocompatibility antigen, DQ 
haplotype C beta chain 0.00% 8.80% 0.00 1.00 HIGH New N/A 

P15983 SLA class II histocompatibility antigen, DQ 
haplotype D beta chain 0.00% 8.90% 0.00 1.00 HIGH New N/A 

A1XQR9 Small nuclear ribonucleoprotein E 0.00% 17.40% 0.00 1.50 HIGH New Ɨ N/A 

tr|I3LDW9|I3LD
W9  Small nuclear ribonucleoprotein E 0.00% 17.40% 0.00 1.50 HIGH New Ɨ N/A 

P26429 Sodium/glucose cotransporter 1 0.00% 3.95% 0.00 11.50 HIGH New Ɨ N/A 

tr|F1RLV1|F1R
LV1  Sodium/glucose cotransporter 1 0.00% 3.65% 0.00 11.50 HIGH New Ɨ N/A 

tr|F1SB19|F1SB
19  Sodium/glucose cotransporter 5 0.00% 4.60% 0.00 1.50 HIGH New N/A 

tr|F1STH4|F1ST
H4  Sodium/hydrogen exchanger 0.00% 0.70% 0.00 0.33 HIGH New N/A 

tr|F1RVX0|F1R
VX0  

Solute carrier family 16, member 5 
(Monocarboxylic acid transporter 6) 0.00% 1.70% 0.00 1.50 HIGH New N/A 

P20303 Solute carrier family 2, facilitated glucose 
transporter member 1 0.00% 2.65% 0.00 7.00 HIGH New Ɨ N/A 

tr|I3LGB8|I3LG
B8  

Solute carrier family 2, facilitated glucose 
transporter member 1 0.00% 5.80% 0.00 1.00 HIGH New Ɨ N/A 

tr|I3LNT8|I3LN
T8  

Solute carrier family 2, facilitated glucose 
transporter member 2 0.00% 2.40% 0.00 9.00 HIGH New N/A 

Q863T6 Solute carrier family 22 member 1 0.00% 2.20% 0.00 1.50 HIGH New Ɨ N/A 

tr|F1SB78|F1SB
78  Solute carrier family 22 member 1 0.00% 2.20% 0.00 1.50 HIGH New Ɨ N/A 
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tr|B6V6V4|B6V
6V4  Solute carrier family 30 member 7 0.00% 8.20% 0.00 1.50 HIGH New N/A 

tr|F1SAI9|F1SAI
9  

Solute carrier family 37 (Glucose-6-phosphate 
transporter), member 4 0.00% 3.60% 0.00 3.00 HIGH New N/A 

Q863Y7 Solute carrier family 52, riboflavin transporter, 
member 2 0.00% 13.70% 0.00 9.50 HIGH New Ɨ N/A 

tr|F1RSN6|F1RS
N6  

Solute carrier family 52, riboflavin transporter, 
member 2 0.00% 13.70% 0.00 9.50 HIGH New Ɨ N/A 

tr|K7GT57|K7G
T57  Spliceosome RNA helicase DDX39B 0.00% 3.85% 0.00 15.50 HIGH New N/A 

tr|F1CNZ4|F1C
NZ4  STEAP family member 4 0.00% 2.80% 0.00 1.00 HIGH New N/A 

tr|B2DCZ7|B2D
CZ7  Stromal membrane-associated protein 1-like 0.00% 3.00% 0.00 1.50 HIGH New N/A 

tr|F1SH47|F1SH
47  Sucrase-isomaltase, intestinal 0.00% 3.10% 0.00 2.50 HIGH New N/A 

tr|I3LUD1|I3LU
D1  Superoxide dismutase [Cu-Zn] 0.00% 14.80% 0.00 2.50 HIGH New 50 

tr|F1STL1|F1ST
L1  Syndecan 0.00% 2.60% 0.00 4.00 HIGH New Ɨ,* 51 

tr|F1SCU4|F1SC
U4  Syndecan (Fragment) 0.00% 2.25% 0.00 15.50 HIGH New Ɨ N/A 

tr|A5GFS9|A5G
FS9  Syntaxin 16 0.00% 5.90% 0.00 1.50 HIGH New Ɨ N/A 

tr|A5GFT0|A5G
FT0  Syntaxin 16 0.00% 5.80% 0.00 1.50 HIGH New Ɨ N/A 

tr|A5GFT1|A5G
FT1  Syntaxin 16 0.00% 5.50% 0.00 1.50 HIGH New Ɨ N/A 

tr|A5GFT2|A5G
FT2  Syntaxin 16 0.00% 5.60% 0.00 1.50 HIGH New Ɨ N/A 

tr|F1SMI5|F1SM
I5  Tenascin 0.00% 0.60% 0.00 0.33 HIGH Known Ɨ 52 

tr|I3LDR6|I3LD
R6  Tenascin 0.00% 0.67% 0.00 0.33 HIGH Known Ɨ 52 
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tr|I3LJU9|I3LJU
9  Tenascin SV=1 0.00% 0.70% 0.00 0.33 HIGH New N/A 

Q06AA5 Tetraspanin-9 0.00% 13.80% 0.00 5.50 HIGH New# 53 

tr|B6EUU6|B6E
UU6  Toll-like receptor 3 short-type 0.00% 4.25% 0.00 9.00 HIGH Known 54 

tr|D7RK08|D7R
K08  Transferrin receptor protein 0.00% 

2.70% 
0.00 2.00 HIGH New N/A 

Q8HZV3 Transferrin receptor protein 1 (TfR1) 0.00% 
2.70% 

0.00 2.00 HIGH New N/A 

tr|F1S025|F1S02
5  Transporter 0.00% 1.40% 0.00 3.50 HIGH New N/A 

P50390 Transthyretin 0.00% 15.30% 0.00 3.00 HIGH New 55 

tr|I3LBJ3|I3LBJ
3  

tRNA (guanine-N(7)-)-methyltransferase non-
catalytic subunit WDR4 0.00% 4.30% 0.00 0.50 HIGH New N/A 

tr|F2Z562|F2Z56
2  Tubulin gamma chain 0.00% 22.20% 0.00 3.50 HIGH Known 56 

Q8SQ34 Tumor necrosis factor receptor superfamily 
member 5 0.00% 4.85% 0.00 33.50 HIGH New Ɨ N/A 

tr|K7GKQ2|K7G
KQ2  

Tumor necrosis factor receptor superfamily 
member 5 0.00% 5.15% 0.00 33.50 HIGH New Ɨ N/A 

tr|K7GMT2|K7
GMT2  

Tumor necrosis factor receptor superfamily 
member 5 0.00% 16.45% 0.00 31.00 HIGH New Ɨ N/A 

tr|K7GQ17|K7G
Q17  

Tumor necrosis factor receptor superfamily 
member 5 (Fragment) 0.00% 46.90% 0.00 0.50 HIGH New Ɨ N/A 

O77736 Tumor necrosis factor receptor superfamily 
member 6 0.00% 4.20% 0.00 1.50 HIGH New Ɨ N/A 

tr|F1SCY7|F1SC
Y7  

Tumor necrosis factor receptor superfamily 
member 6 0.00% 4.20% 0.00 1.50 HIGH New Ɨ N/A 

tr|J9JIK9|J9JIK9  Tyrosine-protein kinase 0.00% 0.50% 0.00 3.50 HIGH New Ɨ N/A 

tr|K7GMY7|K7
GMY7  Tyrosine-protein kinase 0.00% 5.80% 0.00 3.50 HIGH New Ɨ N/A 
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O19064 Tyrosine-protein kinase JAK2 0.00% 0.90% 0.00 6.00 HIGH New Ɨ N/A 

tr|K7GML7|K7
GML7  Tyrosine-protein kinase JAK2 0.00% 6.00% 0.00 3.00 HIGH New Ɨ N/A 

tr|K7GRY2|K7G
RY2  Tyrosine-protein kinase JAK2 (Fragment) 0.00% 16.20% 0.00 1.50 HIGH New Ɨ N/A 

tr|F1RHJ5|F1RH
J5  Tyrosine-protein kinase receptor 0.00% 0.75% 0.00 2.50 HIGH New N/A 

Reverse_tr|I3LG
C6|I3LGC6  

Ubiquitin carboxyl-terminal hydrolase 
(Fragment) 0.00% 0.20% 0.00 0.33 HIGH New N/A 

Q06AA9 Ubiquitin-conjugating enzyme E2 D2 0.00% 8.15% 0.00 5.00 HIGH New Ɨ N/A 

tr|F1S105|F1S10
5  Ubiquitin-conjugating enzyme E2 D2 0.00% 8.15% 0.00 5.00 HIGH New Ɨ N/A 

tr|I3LUK9|I3LU
K9  Ubiquitin-conjugating enzyme E2 D2 0.00% 10.45% 0.00 5.00 HIGH New Ɨ N/A 

P32307 Vasopressin V2 receptor 0.00% 9.20% 0.00 3.00 HIGH Known 57 

Q29261 Villin-1 0.00% 1.20% 0.00 1.00 HIGH New Ɨ N/A 

tr|F1SRY3|F1SR
Y3  Villin-1 0.00% 1.20% 0.00 1.00 HIGH New Ɨ N/A 

P48819 Vitronectin 0.00% 
1.70% 

0.00 5.00 HIGH New Ɨ N/A 

tr|I3L638|I3L63
8  Vitronectin 0.00% 

2.10% 
0.00 5.00 HIGH New Ɨ N/A 

tr|I3L998|I3L99
8  Vitronectin 0.00% 

1.70% 
0.00 5.00 HIGH New Ɨ N/A 

tr|I3L9F8|I3L9F
8  Vitronectin 0.00% 

1.70% 
0.00 5.00 HIGH New Ɨ N/A 

tr|I3LP50|I3LP5
0  Vitronectin 0.00% 

2.10% 
0.00 5.00 HIGH New Ɨ N/A 

tr|F1SMN6|F1S
MN6  V-type proton ATPase subunit F 0.00% 7.15% 0.00 4.50 HIGH New N/A 
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Q9TVC1 V-type proton ATPase subunit H 0.00% 2.40% 0.00 7.00 HIGH New Ɨ N/A 

tr|F1RSG6|F1RS
G6  V-type proton ATPase subunit H 0.00% 2.40% 0.00 7.00 HIGH New Ɨ N/A 

tr|I3LQB3|I3LQ
B3  V-type proton ATPase subunit H 0.00% 2.45% 0.00 7.00 HIGH New Ɨ N/A 

 
 
 
Note: 
Note: 
Ɨ, same proteins with different accession numbers in the Uniport database.  
*, protein known as an exosomal biomarker. 
#, known family protein as an exosomal biomarker. 
N/A, not available at the time of data analysis. 
Total proteins on the table are 324 (= 211 proteins + 113 repeated proteins with different 
accession numbers). Out of the 211 proteins, there are 172 newly identified proteins and 39 
previously confirmed in primary cilia. Out of the 172 newly identified proteins, there are 8 
proteins known as exosomal biomarkers and 3 belong to a known exosomal biomarker family. 
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