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Supplementary Fig. S1 A plot of observed heterozygosity for 90 accessions, each represented by 15 individuals genotyped with 48,818 SNPs.
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Supplementary Fig. S2 Summary of theta (8) and nucleotide diversity (1) computed as measures of intra-accession genetic diversity across
90 accessions, each represented by 15 single plant DNA samples genotyped with 48,818 SNPs.
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Supplementary Fig. S3 A plot of identity-by-state-based genetic distance computed in 10 accessions, each represented by 15 single
plant DNA samples genotyped with 48,818 SNPs.
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Supplementary Fig. S4 Summary of observed heterozygosity across 90 accessions using eleven datasets, each consisting of 46.818 SNPs.
In Set-2, Set-11, and Set-12, every accession is represented by the average heterozygosity of the 5-15 individual DNA samples. See
Supplementary Table S3 for details.
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Genetic distance

Genetic distance

Supplementary Fig. S5 Comparisons of the minimum, maximum and average maximum composite likelihood genetic distance
between a pair of accessions using eleven datasets.
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Mantel correlation

Mantel correlation

Supplementary Fig. S6 Summary of the Mantel correlations between genetic distance matrices computed from all datasets corresponding
to 15 plants (Set-2), bulks of 5 plants (Set-3), bulks of 10 plants (Set-4) and randomly selected single plants out of Set-2 (Set-5 to Set-10).
See Supplementary Table S9 for details.

All accessions (groups) O. barthii

laberrima
1.00 B 1.00 :i 1.00
0.80 2 050 s g
£ o # £ 080
0.60 g * Tc:: -
S 060 b g
0.40 - ,i S 0.60
= [ —_—
020 2 00 2 ,
S i S 0.40 5
0.00 - : : 020 ¥ = N
Set-2 Set-3 Set-4 : it 0.20 \
- \
Dataset 0.00 b4 N
- - - 0.00
H Set-2 m Set-3 R Set-4 B Set-5 Set-6 [d Set-7 Set-2 Set-3 Set-4 Set-2 Set-3 Set-4
Dataset i i i
H Set-8 A Set-9 m Set-10 B Set-11 HSet-12 Dataset
Interspecifics
0. sativa spp. indica
O. sativa spp. japonica 1.00 F o
1.00 1.00 g E E: s
g E 080 & -] b
0.80 E .80 o % :‘ ﬁ
= Y = ! o [
: 5 00
0.60 S 0.60 = o " s
- E S 5] K
2 g 040 o o 54
0.40 £ 040 p= ¢ ) s
: = s ] i
0.20 ] 7] 4
0.20 ' & C o
0.20 : s 5 i
5] b K
0.00 e 0.00 & L P
0.00 : ' Set et Setd Set-2 Set-3 Set-4
Set-2 Set-3
Dataset Dataset

Dataset



Supplementary Fig. S7 Neighbor-joining tree of 90 accessions based on maximum composite likelihood genetic distance matrices

computed from 46,818 SNPs. Each accession was represented by (a) 17 DNA samples (15 individuals plus two bulks of 5 or 10 plants); (b)
an average of 15 individuals (Set-2), (c) bulks of 5 plants (Set-3), (d) bulks of 10 pants (Set-4), (e-j) a randomly selected individual out of

Set-2, which is repeated 6-times (Set-5 to Set-10), (k) an average of 5 individuals (Set-11) and (I) an average of 10 individuals (Set-12). Both
Set-11 and Set-12 form Set-2. Accessions are colored depending on their species and/or group: O. glaberrima (red), O. barthii (blue), O.

sativa adapted to the upland ecology (pink) and lowland ecology (black).
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Supplementary Fig. S8 Plots of PC1 and PC2 from principal component analyses of 90 accessions based on 46,818 SNPs. Each
accession was represented by (a) 17 DNA samples consisting of 15 individuals plus two bulks of 5 plants and 10 plants (Set-1); (b)
bulks of 5 plants (Set-3); (c) bulks of 10 pants (Set-4); (d-i) a randomly selected individual out of Set-2, which is repeated 6-times (Set-
5 to Set-10); (j) an average of 5 individuals (Set-11); and (k) an average of 10 individuals (Set-12). Both Set-11 and Set-12 form Set-2.

Accessions are colored depending on their species and/or group: O. glaberrima (red), O. barthii (blue), O. sativa adapted to the
upland ecology (pink) and lowland ecology (black).
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Supplementary Fig. S9 Summary of the partitioning of the molecular variation (AMOVA) of 90 accessions, each represented by 9 datasets
corresponding to 15 individuals (Set-2), bulks of 5 plants (Set-3), bulks of 10 plants (Set-4) and randomly selected single plants out of Set-2
(Set-5 to Set-10). The five groups include O. glaberrima, O. barthii, O. sativa spp. indica, O. sativa spp. japonica, and interspecific improved
genotypes. In the case of four groups, O. sativa and interspecific genotypes were assigned into lowland O. sativa and upland O. sativa
based on phylogenetic and population structure analyses. The three groups are the same as the four groups except that O. barthii and O.
glaberrima were merged into the same group. See Supplementary Table S11 for details.
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