
cellular nitrogen compound

biosynthetic process

GO:0044271

Nodescore: 18.79

The chemical reactions and

pathways resulting in the

formation of organic and

inorganic nitrogenous compounds.

[Cla013782, Cla017744, Cla018755,

Cla016930, Cla016854, Cla022817,

Cla019608, Cla017307, Cla006052,

Cla022659, Cla004706, Cla011522,

Cla011443, Cla015443, Cla006976...]

Sequence count: 87

Sequence percentage: 5.29%

amide biosynthetic

process

GO:0043604

Nodescore: 31.32

The chemical reactions and pathways

resulting in the formation of an

amide, any derivative of an oxoacid

in which an acidic hydroxy group

has been replaced by an amino or

substituted amino group.

[Cla013782, Cla017744, Cla018755,

Cla016930, Cla016854, Cla022817,

Cla019608, Cla017307, Cla006052,

Cla022659, Cla004706, Cla011522,

Cla011443, Cla015443, Cla006976...]

Sequence count: 87

Sequence percentage: 5.29%

 is a

cellular nitrogen

compound metabolic

process

GO:0034641

Nodescore: 296.11

The chemical reactions and

pathways involving various

organic and inorganic nitrogenous

compounds, as carried out by

individual cells.

[Cla013782, Cla016930, Cla011362,

Cla017900, Cla013306, Cla004706,

Cla002648, Cla013424, Cla012575,

Cla010033, Cla021171, Cla003502,

Cla021170, Cla015838, Cla021059...]

Sequence count: 511

Sequence percentage: 31.06%

 is a

nucleobase-containing compound

metabolic process

GO:0006139

Nodescore: 474.72

Any cellular metabolic

process involving nucleobases,

nucleosides, nucleotides and

nucleic acids.

[Cla016930, Cla011362, Cla017900,

Cla013306, Cla002648, Cla013424,

Cla012575, Cla010033, Cla021171,

Cla003502, Cla021170, Cla015838,

Cla021059, Cla002890, Cla002891...]

Sequence count: 456

Sequence percentage: 27.72%

 is a

cellular amide

metabolic process

GO:0043603

Nodescore: 18.79

The chemical reactions and pathways

involving an amide, any derivative

of an oxoacid in which an acidic

hydroxy group has been replaced by

an amino or substituted amino

group, as carried out by individual

cells.

[Cla013782, Cla017744, Cla018755,

Cla016930, Cla016854, Cla022817,

Cla019608, Cla017307, Cla006052,

Cla022659, Cla004706, Cla011522,

Cla011443, Cla015443, Cla006976...]

Sequence count: 87

Sequence percentage: 5.29%

 is a

cellular biosynthetic

process

GO:0044249

Nodescore: 31.32

The chemical reactions and

pathways resulting in the

formation of substances, carried

out by individual cells.

[Cla013782, Cla017744, Cla018755,

Cla016930, Cla016854, Cla022817,

Cla019608, Cla017307, Cla006052,

Cla022659, Cla004706, Cla011522,

Cla011443, Cla015443, Cla006976...]

Sequence count: 87

Sequence percentage: 5.29%

 is a

cellular macromolecule

biosynthetic process

GO:0034645

Nodescore: 52.20

The chemical reactions and pathways

resulting in the formation of a macromolecule,

any molecule of high relative molecular

mass, the structure of which essentially

comprises the multiple repetition of units

derived, actually or conceptually, from

molecules of low relative molecular mass,

carried out by individual cells.

[Cla013782, Cla017744, Cla018755,

Cla016930, Cla016854, Cla022817,

Cla019608, Cla017307, Cla006052,

Cla022659, Cla004706, Cla011522,

Cla011443, Cla015443, Cla006976...]

Sequence count: 87

Sequence percentage: 5.29%

 is a

regulation of

cellular process

GO:0050794

Nodescore: 180.60

Any process that modulates the frequency,

rate or extent of a cellular process,

any of those that are carried out at

the cellular level, but are not necessarily

restricted to a single cell. For example,

cell communication occurs among more

than one cell, but occurs at the cellular

level.

[Cla010030, Cla018558, Cla016137,

Cla020879, Cla011483, Cla002648,

Cla018551, Cla013424, Cla012575,

Cla018797, Cla008638, Cla007307,

Cla010823, Cla010822, Cla021170...]

Sequence count: 301

Sequence percentage: 18.30%

signal transduction

GO:0007165

Nodescore: 301.00

The cellular process in which a signal is conveyed to trigger a change

in the activity or state of a cell. Signal transduction begins with

reception of a signal (e.g. a ligand binding to a receptor or receptor

activation by a stimulus such as light), or for signal transduction in

the absence of ligand, signal-withdrawal or the activity of a

constitutively active receptor. Signal transduction ends with regulation

of a downstream cellular process, e.g. regulation of transcription

or regulation of a metabolic process. Signal transduction covers

signaling from receptors located on the surface of the cell and signaling

via molecules located within the cell. For signaling between cells,

signal transduction is restricted to events at and within the receiving

cell.

[Cla010030, Cla018558, Cla016137,

Cla020879, Cla011483, Cla002648,

Cla018551, Cla013424, Cla012575,

Cla018797, Cla008638, Cla007307,

Cla010823, Cla010822, Cla021170...]

Sequence count: 301

Sequence percentage: 18.30%

 is a

regulation of

biological process

GO:0050789

Nodescore: 111.86

Any process that modulates the

frequency, rate or extent of a biological

process. Biological processes are

regulated by many means; examples include

the control of gene expression,

protein modification or interaction

with a protein or substrate molecule.

[Cla022816, Cla010030, Cla018558,

Cla016137, Cla020879, Cla011483,

Cla002648, Cla018551, Cla013424,

Cla012575, Cla018797, Cla008638,

Cla007307, Cla010823, Cla010822...]

Sequence count: 326

Sequence percentage: 19.82%

 is a

regulation of

metabolic process

GO:0019222

Nodescore: 5.83

Any process that modulates

the frequency, rate or extent

of the chemical reactions

and pathways within a cell

or an organism.

[Cla022816, Cla020538, Cla013285,

Cla016558, Cla017206, Cla018636,

Cla012172, Cla019069, Cla002846,

Cla004759, Cla013737, Cla010547,

Cla008675, Cla017578, Cla009011...]

Sequence count: 27

Sequence percentage: 1.64%

 is a

cellular process

GO:0009987

Nodescore: 3529.73

Any process that is carried out

at the cellular level, but not

necessarily restricted to a single

cell. For example, cell communication

occurs among more than one cell,

but occurs at the cellular level.

[Cla013782, Cla009280, Cla014637,

Cla013306, Cla002648, Cla013304,

Cla013300, Cla003985, Cla022263,

Cla003502, Cla019085, Cla009289,

Cla000472, Cla009294, Cla014644...]

Sequence count: 1645

Sequence percentage: 100.00%

 regulates

single-organism

cellular process

GO:0044763

Nodescore: 1083.72

Any process that is carried

out at the cellular level,

occurring within a single

organism.

[Cla010030, Cla012693, Cla011362,

Cla012570, Cla012691, Cla017900,

Cla013304, Cla013546, Cla011244,

Cla012575, Cla014510, Cla011000,

Cla013420, Cla021173, Cla003985...]

Sequence count: 738

Sequence percentage: 44.86%

 is a

cellular metabolic

process

GO:0044237

Nodescore: 391.22

The chemical reactions and

pathways by which individual

cells transform chemical

substances.

[Cla013782, Cla010030, Cla011362,

Cla017900, Cla009280, Cla014637,

Cla013306, Cla002648, Cla010039,

Cla013300, Cla010033, Cla021171,

Cla003740, Cla022263, Cla003502...]

Sequence count: 798

Sequence percentage: 48.51%

 is a

cellular response

to stimulus

GO:0051716

Nodescore: 180.60

Any process that results in a change

in state or activity of a cell (in

terms of movement, secretion, enzyme

production, gene expression, etc.) as a

result of a stimulus. The process begins

with detection of the stimulus by a

cell and ends with a change in state

or activity or the cell.

[Cla010030, Cla018558, Cla016137,

Cla020879, Cla011483, Cla002648,

Cla018551, Cla013424, Cla012575,

Cla018797, Cla008638, Cla007307,

Cla010823, Cla010822, Cla021170...]

Sequence count: 301

Sequence percentage: 18.30%

 is a

cellular component

organization

GO:0016043

Nodescore: 539.00

A process that results in

the assembly, arrangement

of constituent parts, or

disassembly of a cellular

component.

[Cla010030, Cla014873, Cla011362,

Cla013304, Cla013546, Cla010033,

Cla021171, Cla003863, Cla015838,

Cla021059, Cla002890, Cla009168,

Cla009289, Cla012581, Cla014644...]

Sequence count: 539

Sequence percentage: 32.77%

 is a

 is a

cell communication

GO:0007154

Nodescore: 567.60

Any process that mediates interactions

between a cell and its surroundings.

Encompasses interactions such as signaling

or attachment between one cell and

another cell, between a cell and an

extracellular matrix, or between a cell

and any other aspect of its environment.

[Cla012693, Cla010030, Cla018558,

Cla016137, Cla020879, Cla011483,

Cla002648, Cla013546, Cla018551,

Cla013424, Cla012575, Cla018797,

Cla008638, Cla007307, Cla009729...]

Sequence count: 381

Sequence percentage: 23.16%

 is a

signaling

GO:0023052

Nodescore: 109.80

The entirety of a process in

which information is transmitted

within a biological system. This

process begins with an active signal

and ends when a cellular response

has been triggered.

[Cla010030, Cla018558, Cla016137,

Cla020879, Cla011483, Cla002648,

Cla018551, Cla013424, Cla012575,

Cla018797, Cla008638, Cla007307,

Cla010823, Cla010822, Cla021170...]

Sequence count: 304

Sequence percentage: 18.48%

single organism

signaling

GO:0044700

Nodescore: 183.00

A signaling process

occurring within a single

organism.

[Cla010030, Cla018558, Cla016137,

Cla020879, Cla011483, Cla002648,

Cla018551, Cla013424, Cla012575,

Cla018797, Cla008638, Cla007307,

Cla010823, Cla010822, Cla021170...]

Sequence count: 304

Sequence percentage: 18.48%

 is a

biological_process

 regulates

 is a  is a

response to stimulus

GO:0050896

Nodescore: 2309.16

Any process that results in a change in

state or activity of a cell or an organism

(in terms of movement, secretion, enzyme

production, gene expression, etc.) as a

result of a stimulus. The process begins

with detection of the stimulus and ends

with a change in state or activity or

the cell or organism.

[Cla010030, Cla012693, Cla011362,

Cla017900, Cla012691, Cla009280,

Cla014637, Cla002648, Cla013304,

Cla013546, Cla005919, Cla010275,

Cla001320, Cla021171, Cla021173...]

Sequence count: 1345

Sequence percentage: 81.76%

 is a

metabolic process

GO:0008152

Nodescore: 3988.94

The chemical reactions and pathways,

including anabolism and catabolism, by

which living organisms transform chemical

substances. Metabolic processes typically

transform small molecules, but also include

macromolecular processes such as DNA repair

and replication, and protein synthesis

and degradation.

[Cla013782, Cla010030, Cla011362,

Cla012691, Cla017900, Cla015965,

Cla009280, Cla017903, Cla014637,

Cla013306, Cla002648, Cla010039,

Cla013304, Cla013546, Cla011367...]

Sequence count: 1461

Sequence percentage: 88.81%

 is a

single-organism process

GO:0044699

Nodescore: 3657.05

A biological process

that involves only one

organism.

[Cla010030, Cla012693, Cla011362,

Cla012691, Cla017900, Cla013306,

Cla002648, Cla013304, Cla013546,

Cla013300, Cla010275, Cla010033,

Cla021171, Cla021173, Cla003985...]

Sequence count: 1443

Sequence percentage: 87.72%

 is a

developmental process

GO:0032502

Nodescore: 723.93

A biological process whose specific

outcome is the progression of an

integrated living unit: an anatomical

structure (which may be a subcellular

structure, cell, tissue, or organ), or

organism over time from an initial

condition to a later condition.

[Cla012693, Cla011362, Cla017900,

Cla013306, Cla013304, Cla013546,

Cla013300, Cla010275, Cla021171,

Cla019085, Cla021170, Cla002890,

Cla009289, Cla002891, Cla009294...]

Sequence count: 845

Sequence percentage: 51.37%

 is a

biological regulation

GO:0065007

Nodescore: 89.36

Any process that modulates

a measurable attribute of

any biological process,

quality or function.

[Cla012693, Cla010030, Cla011483,

Cla002648, Cla013424, Cla012575,

Cla005801, Cla021170, Cla019085,

Cla002890, Cla023219, Cla015613,

Cla015615, Cla010169, Cla010285...]

Sequence count: 408

Sequence percentage: 24.80%

 is a

growth

GO:0040007

Nodescore: 347.80

The increase in size or

mass of an entire organism,

a part of an organism or

a cell.

[Cla011362, Cla015603, Cla013304,

Cla013546, Cla018551, Cla016495,

Cla012575, Cla011000, Cla013420,

Cla008517, Cla021171, Cla007427,

Cla003863, Cla010823, Cla015280...]

Sequence count: 238

Sequence percentage: 14.47%

 is a

multi-organism process

GO:0051704

Nodescore: 36.22

A biological process which

involves another organism of

the same or different

species.

[Cla013264, Cla011362, Cla019242,

Cla016495, Cla016771, Cla016650,

Cla016410, Cla013025, Cla010275,

Cla007427, Cla008911, Cla004677,

Cla003863, Cla010823, Cla000754...]

Sequence count: 97

Sequence percentage: 5.90%

 is a

localization

GO:0051179

Nodescore: 272.16

Any process in which a cell, a substance,

or a cellular entity, such as a protein

complex or organelle, is transported,

tethered to or otherwise maintained in

a specific location. In the case of

substances, localization may also be

achieved via selective degradation.

[Cla016137, Cla012693, Cla014873,

Cla011483, Cla011362, Cla015603,

Cla011920, Cla018551, Cla013424,

Cla012575, Cla011000, Cla016377,

Cla021171, Cla003740, Cla022142...]

Sequence count: 359

Sequence percentage: 21.82%

 is a

reproductive process

GO:0022414

Nodescore: 81.43

A biological process that directly

contributes to the process of producing

new individuals by one or two

organisms. The new individuals inherit

some proportion of their genetic

material from the parent or parents.

[Cla022816, Cla020879, Cla011362,

Cla019888, Cla003180, Cla018551,

Cla016495, Cla018312, Cla018797,

Cla010275, Cla008517, Cla007427,

Cla003863, Cla010823, Cla015280...]

Sequence count: 273

Sequence percentage: 16.60%

 is a

reproduction

GO:0000003

Nodescore: 561.87

The production of new

individuals that contain some

portion of genetic material

inherited from one or more parent

organisms.

[Cla011362, Cla015603, Cla013424,

Cla013423, Cla010275, Cla003863,

Cla019085, Cla015838, Cla002891,

Cla009294, Cla015731, Cla012581,

Cla016700, Cla023219, Cla003748...]

Sequence count: 512

Sequence percentage: 31.12%

 is a

cellular component

organization or biogenesis

GO:0071840

Nodescore: 323.40

A process that results in the

biosynthesis of constituent

macromolecules, assembly, arrangement

of constituent parts, or

disassembly of a cellular component.

[Cla010030, Cla014873, Cla011362,

Cla013304, Cla013546, Cla010033,

Cla021171, Cla003863, Cla015838,

Cla021059, Cla002890, Cla009168,

Cla009289, Cla012581, Cla014644...]

Sequence count: 539

Sequence percentage: 32.77%

 is a

multicellular

organismal process

GO:0032501

Nodescore: 563.23

Any biological process,

occurring at the level of a

multicellular organism, pertinent

to its function.

[Cla012693, Cla011362, Cla017900,

Cla013306, Cla013304, Cla013546,

Cla013300, Cla010275, Cla021171,

Cla019085, Cla021170, Cla002890,

Cla009289, Cla002891, Cla009294...]

Sequence count: 812

Sequence percentage: 49.36%

 is a

response to stress

GO:0006950

Nodescore: 986.00

Any process that results in a change in

state or activity of a cell or an organism

(in terms of movement, secretion, enzyme

production, gene expression, etc.) as a result

of a disturbance in organismal or cellular

homeostasis, usually, but not necessarily,

exogenous (e.g. temperature, humidity,

ionizing radiation).

[Cla010030, Cla011362, Cla017900,

Cla012691, Cla009280, Cla002648,

Cla013304, Cla013546, Cla005919,

Cla010275, Cla001320, Cla021171,

Cla021173, Cla022263, Cla003985...]

Sequence count: 986

Sequence percentage: 59.94%

 is a

response to

endogenous stimulus

GO:0009719

Nodescore: 677.00

Any process that results in a

change in state or activity of a

cell or an organism (in terms of

movement, secretion, enzyme production,

gene expression, etc.) as a result

of a stimulus arising within the

organism.

[Cla010030, Cla011483, Cla011362,

Cla012570, Cla017900, Cla014637,

Cla002648, Cla013304, Cla013546,

Cla013424, Cla012575, Cla021170,

Cla019085, Cla015838, Cla002890...]

Sequence count: 677

Sequence percentage: 41.16%

 is a is a

response to abiotic

stimulus

GO:0009628

Nodescore: 861.00

Any process that results in a

change in state or activity of a

cell or an organism (in terms of

movement, secretion, enzyme production,

gene expression, etc.) as a result

of an abiotic (non-living) stimulus.

[Cla010030, Cla011362, Cla017900,

Cla009280, Cla013304, Cla021173,

Cla003985, Cla019085, Cla000230,

Cla002891, Cla015731, Cla011373,

Cla011138, Cla003748, Cla002659...]

Sequence count: 861

Sequence percentage: 52.34%

 is a

response to external

stimulus

GO:0009605

Nodescore: 680.00

Any process that results in a

change in state or activity of a

cell or an organism (in terms of

movement, secretion, enzyme production,

gene expression, etc.) as a result

of an external stimulus.

[Cla012693, Cla011483, Cla011362,

Cla017900, Cla010159, Cla013546,

Cla012575, Cla005919, Cla013420,

Cla010275, Cla022142, Cla021170,

Cla000230, Cla015731, Cla011373...]

Sequence count: 602

Sequence percentage: 36.60%

 is a

response to biotic

stimulus

GO:0009607

Nodescore: 464.00

Any process that results in a change

in state or activity of a cell or

an organism (in terms of movement,

secretion, enzyme production, gene

expression, etc.) as a result of a biotic

stimulus, a stimulus caused or produced

by a living organism.

[Cla011483, Cla011362, Cla017900,

Cla010159, Cla005919, Cla013420,

Cla010275, Cla022142, Cla021170,

Cla000230, Cla015731, Cla011373,

Cla015613, Cla015615, Cla015737...]

Sequence count: 464

Sequence percentage: 28.21%

 is a

organic substance

biosynthetic process

GO:1901576

Nodescore: 18.79

The chemical reactions and

pathways resulting in the

formation of an organic substance,

any molecular entity containing

carbon.

[Cla013782, Cla017744, Cla018755,

Cla016930, Cla016854, Cla022817,

Cla019608, Cla017307, Cla006052,

Cla022659, Cla004706, Cla011522,

Cla011443, Cla015443, Cla006976...]

Sequence count: 87

Sequence percentage: 5.29%

organonitrogen compound

biosynthetic process

GO:1901566

Nodescore: 31.32

The chemical reactions and

pathways resulting in the

formation of organonitrogen

compound.

[Cla013782, Cla017744, Cla018755,

Cla016930, Cla016854, Cla022817,

Cla019608, Cla017307, Cla006052,

Cla022659, Cla004706, Cla011522,

Cla011443, Cla015443, Cla006976...]

Sequence count: 87

Sequence percentage: 5.29%

 is a

macromolecule

biosynthetic process

GO:0009059

Nodescore: 31.32

The chemical reactions and pathways

resulting in the formation of a macromolecule,

any molecule of high relative molecular

mass, the structure of which essentially

comprises the multiple repetition of units

derived, actually or conceptually, from

molecules of low relative molecular mass.

[Cla013782, Cla017744, Cla018755,

Cla016930, Cla016854, Cla022817,

Cla019608, Cla017307, Cla006052,

Cla022659, Cla004706, Cla011522,

Cla011443, Cla015443, Cla006976...]

Sequence count: 87

Sequence percentage: 5.29%

 is a

biosynthetic process

GO:0009058

Nodescore: 1613.79

The chemical reactions and pathways

resulting in the formation of

substances; typically the energy-requiring

part of metabolism in which simpler

substances are transformed into more

complex ones.

[Cla013782, Cla011362, Cla017900,

Cla012691, Cla013306, Cla002648,

Cla010039, Cla013304, Cla011367,

Cla013546, Cla010033, Cla021171,

Cla021173, Cla003985, Cla005922...]

Sequence count: 835

Sequence percentage: 50.76%

 is a is a

single-organism

biosynthetic process

GO:0044711

Nodescore: 475.00

A biosynthetic process -

chemical reactions and pathways

resulting in the formation of

substances - involving a single

organism.

[Cla012570, Cla012691, Cla002648,

Cla002769, Cla013304, Cla013546,

Cla011244, Cla012575, Cla014510,

Cla010033, Cla013420, Cla021171,

Cla021173, Cla003985, Cla005922...]

Sequence count: 475

Sequence percentage: 28.88%

 is a

organic substance

metabolic process

GO:0071704

Nodescore: 802.81

The chemical reactions and

pathways involving an organic

substance, any molecular entity

containing carbon.

[Cla013782, Cla010030, Cla011362,

Cla017900, Cla012691, Cla009280,

Cla014637, Cla013306, Cla002648,

Cla010039, Cla013304, Cla005919,

Cla013300, Cla010033, Cla021171...]

Sequence count: 1068

Sequence percentage: 64.92%

 is a

carbohydrate metabolic

process

GO:0005975

Nodescore: 506.60

The chemical reactions and pathways

involving carbohydrates, any of a group

of organic compounds based of the

general formula Cx(H2O)y. Includes the

formation of carbohydrate derivatives

by the addition of a carbohydrate

residue to another molecule.

[Cla018558, Cla011244, Cla016014,

Cla005919, Cla016257, Cla006459,

Cla021173, Cla015280, Cla016490,

Cla014070, Cla020400, Cla016027,

Cla010160, Cla016029, Cla017594...]

Sequence count: 233

Sequence percentage: 14.16%

 is a

organic cyclic

compound metabolic

process

GO:1901360

Nodescore: 284.83

The chemical reactions

and pathways involving

organic cyclic compound.

[Cla016930, Cla011362, Cla017900,

Cla013306, Cla002648, Cla013424,

Cla012575, Cla010033, Cla021171,

Cla003502, Cla021170, Cla015838,

Cla021059, Cla002890, Cla002891...]

Sequence count: 456

Sequence percentage: 27.72%

 is a

macromolecule metabolic

process

GO:0043170

Nodescore: 361.82

The chemical reactions and pathways

involving macromolecules, any molecule

of high relative molecular mass, the

structure of which essentially comprises

the multiple repetition of units

derived, actually or conceptually, from

molecules of low relative molecular mass.

[Cla013782, Cla010030, Cla016930,

Cla011362, Cla009280, Cla014637,

Cla004706, Cla010159, Cla002648,

Cla010039, Cla013423, Cla012575,

Cla013300, Cla022263, Cla001205...]

Sequence count: 466

Sequence percentage: 28.33%

 is a

organonitrogen compound

metabolic process

GO:1901564

Nodescore: 18.79

The chemical reactions

and pathways involving

organonitrogen compound.

[Cla013782, Cla017744, Cla018755,

Cla016930, Cla016854, Cla022817,

Cla019608, Cla017307, Cla006052,

Cla022659, Cla004706, Cla011522,

Cla011443, Cla015443, Cla006976...]

Sequence count: 87

Sequence percentage: 5.29%

 is a

lipid metabolic

process

GO:0006629

Nodescore: 196.00

The chemical reactions and pathways involving

lipids, compounds soluble in an organic solvent

but not, or sparingly, in an aqueous solvent.

Includes fatty acids; neutral fats, other fatty-acid

esters, and soaps; long-chain (fatty) alcohols

and waxes; sphingoids and other long-chain

bases; glycolipids, phospholipids and sphingolipids;

and carotenes, polyprenols, sterols, terpenes

and other isoprenoids.

[Cla012691, Cla013304, Cla017341,

Cla006459, Cla008517, Cla021171,

Cla020521, Cla003185, Cla016027,

Cla009294, Cla011373, Cla019899,

Cla016029, Cla017593, Cla011810...]

Sequence count: 196

Sequence percentage: 11.91%

 is a

single-organism

metabolic process

GO:0044710

Nodescore: 1399.40

A metabolic process - chemical

reactions and pathways, including

anabolism and catabolism, by which

living organisms transform chemical

substances - which involves a single

organism.

[Cla011362, Cla012570, Cla012691,

Cla002648, Cla002769, Cla013304,

Cla013546, Cla013424, Cla011244,

Cla010398, Cla012575, Cla014510,

Cla010033, Cla013420, Cla021171...]

Sequence count: 701

Sequence percentage: 42.61%

single-organism

catabolic process

GO:0044712

Nodescore: 141.00

A catabolic process - chemical

reactions and pathways resulting

in the breakdown of substances

- which involves a single

organism.

[Cla011362, Cla015204, Cla009682,

Cla016899, Cla019804, Cla012974,

Cla013546, Cla017068, Cla013025,

Cla019368, Cla018159, Cla006459,

Cla001960, Cla022263, Cla004677...]

Sequence count: 141

Sequence percentage: 8.57%

 is a is a

secondary metabolic

process

GO:0019748

Nodescore: 181.00

The chemical reactions and pathways resulting in

many of the chemical changes of compounds that are

not necessarily required for growth and maintenance

of cells, and are often unique to a taxon. In

multicellular organisms secondary metabolism is generally

carried out in specific cell types, and may be useful

for the organism as a whole. In unicellular organisms,

secondary metabolism is often used for the production

of antibiotics or for the utilization and acquisition

of unusual nutrients.

[Cla010790, Cla017226, Cla012570,

Cla012691, Cla019804, Cla003180,

Cla012974, Cla013546, Cla013424,

Cla011761, Cla014510, Cla013420,

Cla018159, Cla021173, Cla003985...]

Sequence count: 181

Sequence percentage: 11.00%

 is a

single-organism carbohydrate

metabolic process

GO:0044723

Nodescore: 171.00

The chemical reactions and

pathways involving carbohydrates,

occurring within a single

organism.

[Cla018558, Cla017747, Cla011244,

Cla016014, Cla006459, Cla021173,

Cla001960, Cla015280, Cla016490,

Cla014070, Cla020400, Cla020126,

Cla016027, Cla016029, Cla014362...]

Sequence count: 171

Sequence percentage: 10.40%

 is a

 is a

 is a  is a  is a

catabolic process

GO:0009056

Nodescore: 478.60

The chemical reactions and pathways

resulting in the breakdown of

substances, including the breakdown

of carbon compounds with the

liberation of energy for use by the

cell or organism.

[Cla011362, Cla013546, Cla013423,

Cla005919, Cla014510, Cla006459,

Cla021173, Cla022263, Cla020641,

Cla014070, Cla007784, Cla000472,

Cla009294, Cla015731, Cla010160...]

Sequence count: 253

Sequence percentage: 15.38%

 is a is a

 regulates

primary metabolic

process

GO:0044238

Nodescore: 1031.14

The chemical reactions and pathways

involving those compounds which are

formed as a part of the normal

anabolic and catabolic processes.

These processes take place in most,

if not all, cells of the organism.

[Cla013782, Cla010030, Cla011362,

Cla017900, Cla012691, Cla009280,

Cla014637, Cla013306, Cla002648,

Cla010039, Cla013304, Cla005919,

Cla013300, Cla010033, Cla021171...]

Sequence count: 1067

Sequence percentage: 64.86%

 is a

nitrogen compound

metabolic process

GO:0006807

Nodescore: 182.17

The chemical reactions and pathways

involving organic or inorganic compounds

that contain nitrogen, including (but

not limited to) nitrogen fixation,

nitrification, denitrification,

assimilatory/dissimilatory nitrate reduction and

the interconversion of nitrogenous

organic matter and ammonium.

[Cla013782, Cla016930, Cla011362,

Cla017900, Cla013306, Cla004706,

Cla002648, Cla013424, Cla012575,

Cla010033, Cla021171, Cla003502,

Cla021170, Cla015838, Cla021059...]

Sequence count: 511

Sequence percentage: 31.06%

 is a  is a  is a

single-organism

developmental process

GO:0044767

Nodescore: 827.47

A biological process whose specific

outcome is the progression of an integrated

living unit: an anatomical structure

(which may be a subcellular structure,

cell, tissue, or organ), or organism

over time from an initial condition to

a later condition, involving only one

organism.

[Cla012693, Cla011362, Cla017900,

Cla013306, Cla013304, Cla013546,

Cla013300, Cla010275, Cla021171,

Cla019085, Cla021170, Cla002890,

Cla009289, Cla002891, Cla009294...]

Sequence count: 824

Sequence percentage: 50.09%

 is a

single-multicellular

organism process

GO:0044707

Nodescore: 878.35

A biological process

occurring within a single,

multicellular organism.

[Cla012693, Cla011362, Cla017900,

Cla013306, Cla013304, Cla013546,

Cla013300, Cla010275, Cla021171,

Cla019085, Cla021170, Cla002890,

Cla009289, Cla002891, Cla009294...]

Sequence count: 770

Sequence percentage: 46.81%

 is a

single organism

reproductive process

GO:0044702

Nodescore: 71.52

A biological process that

directly contributes to the

process of producing new

individuals, involving a single

organism.

[Cla022816, Cla020879, Cla017744,

Cla019888, Cla017745, Cla016899,

Cla003180, Cla019242, Cla018551,

Cla016495, Cla010793, Cla018312,

Cla016650, Cla018797, Cla003103...]

Sequence count: 191

Sequence percentage: 11.61%

 is a

single-organism

localization

GO:1902578

Nodescore: 119.40

A localization which

involves only one organism.

[Cla016137, Cla018551, Cla013424,

Cla012575, Cla016377, Cla022142,

Cla015280, Cla020521, Cla003063,

Cla011491, Cla017592, Cla005808,

Cla013433, Cla011802, Cla023469...]

Sequence count: 199

Sequence percentage: 12.10%

 is a is a

 is a

cell death

GO:0008219

Nodescore: 94.00

Any biological process that results in permanent cessation of

all vital functions of a cell. A cell should be considered dead

when any one of the following molecular or morphological criteria

is met: (1) the cell has lost the integrity of its plasma

membrane; (2) the cell, including its nucleus, has undergone

complete fragmentation into discrete bodies (frequently referred

to as apoptotic bodies). The cell corpse (or its fragments)

may be engulfed by an adjacent cell in vivo, but engulfment of

whole cells should not be considered a strict criteria to define

cell death as, under some circumstances, live engulfed cells

can be released from phagosomes (see PMID:18045538).

[Cla010030, Cla017029, Cla016535,

Cla016536, Cla014031, Cla023427,

Cla021207, Cla019960, Cla014239,

Cla019242, Cla014237, Cla017068,

Cla015124, Cla015003, Cla008957...]

Sequence count: 94

Sequence percentage: 5.71%

 is a

cellular homeostasis

GO:0019725

Nodescore: 103.00

Any process involved in

the maintenance of an

internal steady state at the

level of the cell.

[Cla012693, Cla020879, Cla018714,

Cla013021, Cla017747, Cla018715,

Cla020118, Cla013822, Cla017180,

Cla005801, Cla014362, Cla018286,

Cla018285, Cla019135, Cla000517...]

Sequence count: 103

Sequence percentage: 6.26%

 is a

cell growth

GO:0016049

Nodescore: 183.00

The process in which a cell

irreversibly increases in size over

time by accretion and biosynthetic

production of matter similar to

that already present.

[Cla013264, Cla011362, Cla017747,

Cla013304, Cla019242, Cla013546,

Cla018551, Cla016495, Cla016771,

Cla012575, Cla016410, Cla011000,

Cla013025, Cla003103, Cla007427...]

Sequence count: 183

Sequence percentage: 11.12%

 is a

cell cycle

GO:0007049

Nodescore: 65.00

The progression of biochemical and morphological

phases and events that occur in a cell during

successive cell replication or nuclear replication

events. Canonically, the cell cycle comprises

the replication and segregation of genetic

material followed by the division of the cell,

but in endocycles or syncytial cells nuclear

replication or nuclear division may not be followed

by cell division.

[Cla016137, Cla013340, Cla019888,

Cla016417, Cla002725, Cla019242,

Cla018312, Cla016650, Cla019203,

Cla009729, Cla003863, Cla010229,

Cla001964, Cla004759, Cla015280...]

Sequence count: 65

Sequence percentage: 3.95%

 is a

cell-cell signaling

GO:0007267

Nodescore: 4.00

Any process that mediates the transfer of

information from one cell to another. This process

includes signal transduction in the receiving

cell and, where applicable, release of a

ligand and any processes that actively facilitate

its transport and presentation to the receiving

cell. Examples include signaling via soluble

ligands, via cell adhesion molecules and via

gap junctions.

[Cla012581, Cla017814,

Cla022833, Cla015582]

Sequence count: 4

Sequence percentage: 0.24%

 is a

cellular developmental

process

GO:0048869

Nodescore: 127.20

A biological process whose

specific outcome is the progression

of a cell over time from an

initial condition to a later

condition.

[Cla020879, Cla011362, Cla017900,

Cla013304, Cla018551, Cla016495,

Cla012575, Cla011000, Cla007427,

Cla003863, Cla010823, Cla015280,

Cla010822, Cla019085, Cla021059...]

Sequence count: 212

Sequence percentage: 12.89%

 is a

reproductive system

development

GO:0061458

Nodescore: 41.90

The progression of the reproductive

system over time from its formation

to the mature structure. The

reproductive system consists of the

organs that function in reproduction.

[Cla022816, Cla020879, Cla017744,

Cla019888, Cla017745, Cla016899,

Cla003180, Cla019242, Cla018551,

Cla016495, Cla010793, Cla018312,

Cla016650, Cla018797, Cla003103...]

Sequence count: 191

Sequence percentage: 11.61%

reproductive structure

development

GO:0048608

Nodescore: 69.84

The reproductive developmental

process whose specific outcome is the

progression of structures that will be

used in the process of creating new

individuals from one or more parents,

from their formation to the mature

structures.

[Cla022816, Cla020879, Cla017744,

Cla019888, Cla017745, Cla016899,

Cla003180, Cla019242, Cla018551,

Cla016495, Cla010793, Cla018312,

Cla016650, Cla018797, Cla003103...]

Sequence count: 191

Sequence percentage: 11.61%

 part of

system development

GO:0048731

Nodescore: 41.30

The process whose specific outcome is

the progression of an organismal system

over time, from its formation to the

mature structure. A system is a regularly

interacting or interdependent group of

organs or tissues that work together to

carry out a given biological process.

[Cla022816, Cla020879, Cla017744,

Cla019888, Cla017745, Cla016899,

Cla003180, Cla019242, Cla018551,

Cla016495, Cla010793, Cla018312,

Cla016650, Cla018797, Cla003103...]

Sequence count: 191

Sequence percentage: 11.61%

 is a

shoot system

development

GO:0048367

Nodescore: 67.32

The process whose specific

outcome is the progression of

the shoot system over time,

from its formation to the

mature structure.

[Cla022816, Cla020879, Cla017744,

Cla019888, Cla017745, Cla016899,

Cla003180, Cla019242, Cla018551,

Cla016495, Cla010793, Cla018312,

Cla016650, Cla018797, Cla003103...]

Sequence count: 187

Sequence percentage: 11.37%

 is a

abscission

GO:0009838

Nodescore: 10.00

The controlled

shedding of a body

part.

[Cla001254, Cla005698, Cla023088,

Cla017745, Cla021931, Cla015747,

Cla019321, Cla019242, Cla001491,

Cla023089]

Sequence count: 10

Sequence percentage: 0.61%

multicellular organism

development

GO:0007275

Nodescore: 1224.99

The biological process whose specific

outcome is the progression of a

multicellular organism over time from

an initial condition (e.g. a zygote

or a young adult) to a later

condition (e.g. a multicellular animal

or an aged adult).

[Cla012693, Cla011362, Cla017900,

Cla013306, Cla013546, Cla013304,

Cla013300, Cla010275, Cla021171,

Cla021170, Cla019085, Cla002890,

Cla009289, Cla002891, Cla009294...]

Sequence count: 770

Sequence percentage: 46.81%

 part of  part of

post-embryonic

development

GO:0009791

Nodescore: 597.32

The process whose specific outcome

is the progression of the organism

over time, from the completion

of embryonic development to the

mature structure. See embryonic

development.

[Cla011362, Cla015603, Cla013304,

Cla013424, Cla013423, Cla013300,

Cla010275, Cla019085, Cla021059,

Cla015838, Cla002890, Cla002891,

Cla009294, Cla011373, Cla015731...]

Sequence count: 530

Sequence percentage: 32.22%

 part of

embryo development

GO:0009790

Nodescore: 144.00

The process whose specific outcome is the progression of an

embryo from its formation until the end of its embryonic life

stage. The end of the embryonic stage is organism-specific. For

example, for mammals, the process would begin with zygote formation

and end with birth. For insects, the process would begin at

zygote formation and end with larval hatching. For plant zygotic

embryos, this would be from zygote formation to the end of seed

dormancy. For plant vegetative embryos, this would be from the

initial determination of the cell or group of cells to form an

embryo until the point when the embryo becomes independent of

the parent plant.

[Cla018834, Cla016899, Cla015603,

Cla022899, Cla021207, Cla019242,

Cla013424, Cla016495, Cla018430,

Cla016771, Cla016650, Cla016257,

Cla010275, Cla003103, Cla010547...]

Sequence count: 144

Sequence percentage: 8.75%

 is a

fruit ripening

GO:0009835

Nodescore: 7.00

An aging process that has as participant

a fruit. Ripening causes changes in

one or more characteristics of a

fruit (color, aroma, flavor, texture,

hardness, cell wall structure) and may

make it more attractive to animals

and aid in seed dispersal.

[Cla013516, Cla010201, Cla014414,

Cla006906, Cla022122, Cla010881,

Cla016287]

Sequence count: 7

Sequence percentage: 0.43%

 part of

 is a

 is a

developmental process involved

in reproduction

GO:0003006

Nodescore: 44.59

A developmental process in

which a progressive change in

the state of some part of an

organism specifically contributes

to its ability to form offspring.

[Cla022816, Cla020879, Cla017744,

Cla019888, Cla017745, Cla016899,

Cla003180, Cla019242, Cla018551,

Cla016495, Cla010793, Cla018312,

Cla016650, Cla018797, Cla003103...]

Sequence count: 191

Sequence percentage: 11.61%

 is a

anatomical structure

morphogenesis

GO:0009653

Nodescore: 371.00

The process in which anatomical

structures are generated and

organized. Morphogenesis pertains

to the creation of form.

[Cla016137, Cla011362, Cla017226,

Cla017900, Cla013306, Cla013304,

Cla018551, Cla016495, Cla017341,

Cla011244, Cla018312, Cla012575,

Cla011000, Cla016257, Cla008517...]

Sequence count: 371

Sequence percentage: 22.55%

 is a

anatomical structure

development

GO:0048856

Nodescore: 973.75

The biological process whose specific outcome is the

progression of an anatomical structure from an initial

condition to its mature state. This process begins with

the formation of the structure and ends with the

mature structure, whatever form that may be including

its natural destruction. An anatomical structure is

any biological entity that occupies space and is

distinguished from its surroundings. Anatomical structures

can be macroscopic such as a carpel, or microscopic

such as an acrosome.

[Cla012693, Cla011362, Cla017900,

Cla013306, Cla013304, Cla013546,

Cla013300, Cla010275, Cla021171,

Cla019085, Cla021170, Cla002890,

Cla009289, Cla002891, Cla009294...]

Sequence count: 837

Sequence percentage: 50.88%

 is a

cellular aromatic

compound metabolic

process

GO:0006725

Nodescore: 284.83

The chemical reactions and pathways

involving aromatic compounds, any organic

compound characterized by one or more

planar rings, each of which contains

conjugated double bonds and delocalized

pi electrons, as carried out by

individual cells.

[Cla016930, Cla011362, Cla017900,

Cla013306, Cla002648, Cla013424,

Cla012575, Cla010033, Cla021171,

Cla003502, Cla021170, Cla015838,

Cla021059, Cla002890, Cla002891...]

Sequence count: 456

Sequence percentage: 27.72%

 is a

 is a  is a  is a

heterocycle metabolic

process

GO:0046483

Nodescore: 284.83

The chemical reactions and

pathways involving heterocyclic

compounds, those with a cyclic

molecular structure and at least

two different atoms in the ring

(or rings).

[Cla016930, Cla011362, Cla017900,

Cla013306, Cla002648, Cla013424,

Cla012575, Cla010033, Cla021171,

Cla003502, Cla021170, Cla015838,

Cla021059, Cla002890, Cla002891...]

Sequence count: 456

Sequence percentage: 27.72%

 is a

cellular macromolecule

metabolic process

GO:0044260

Nodescore: 151.44

The chemical reactions and pathways

involving macromolecules, any molecule of

high relative molecular mass, the structure

of which essentially comprises the

multiple repetition of units derived,

actually or conceptually, from molecules

of low relative molecular mass, as

carried out by individual cells.

[Cla013782, Cla010030, Cla022816,

Cla016930, Cla011362, Cla019888,

Cla022817, Cla009280, Cla014637,

Cla004706, Cla010159, Cla002648,

Cla010039, Cla018312, Cla013423...]

Sequence count: 374

Sequence percentage: 22.74%

 is a

generation of precursor

metabolites and energy

GO:0006091

Nodescore: 109.00

The chemical reactions and pathways

resulting in the formation of precursor

metabolites, substances from which

energy is derived, and any process

involved in the liberation of energy

from these substances.

[Cla017469, Cla017985, Cla015680,

Cla016377, Cla015321, Cla010033,

Cla017983, Cla015322, Cla006459,

Cla003740, Cla001960, Cla002259,

Cla012847, Cla001205, Cla015838...]

Sequence count: 109

Sequence percentage: 6.63%

 is a

photosynthesis

GO:0015979

Nodescore: 118.00

The synthesis by organisms of

organic chemical compounds, especially

carbohydrates, from carbon dioxide

(CO2) using energy obtained from

light rather than from the oxidation

of chemical compounds.

[Cla017985, Cla002769, Cla015680,

Cla012575, Cla015321, Cla017983,

Cla018313, Cla015322, Cla003740,

Cla017180, Cla001960, Cla002259,

Cla012847, Cla001205, Cla020400...]

Sequence count: 118

Sequence percentage: 7.17%

 is a

reproductive shoot

system development

GO:0090567

Nodescore: 112.20

The process whose specific

outcome is the progression of

a reproductive shoot system

over time, from its formation

to the mature structure.

[Cla022816, Cla020879, Cla017744,

Cla019888, Cla017745, Cla016899,

Cla003180, Cla019242, Cla018551,

Cla016495, Cla010793, Cla018312,

Cla016650, Cla018797, Cla003103...]

Sequence count: 187

Sequence percentage: 11.37%

 is a

 is a

 is a

developmental

maturation

GO:0021700

Nodescore: 2.52

A developmental process,

independent of morphogenetic (shape)

change, that is required for an

anatomical structure, cell or cellular

component to attain its fully

functional state.

[Cla013516, Cla010201, Cla014414,

Cla006906, Cla022122, Cla010881,

Cla016287]

Sequence count: 7

Sequence percentage: 0.43%

 is a

aging

GO:0007568

Nodescore: 4.20

A developmental process that is a

deterioration and loss of function over time.

Aging includes loss of functions such as

resistance to disease, homeostasis, and

fertility, as well as wear and tear. Aging

includes cellular senescence, but is more

inclusive. May precede death and may succeed

developmental maturation (GO:0021700).

[Cla013516, Cla010201, Cla014414,

Cla006906, Cla022122, Cla010881,

Cla016287]

Sequence count: 7

Sequence percentage: 0.43%

 is a is a

regulation of macromolecule

metabolic process

GO:0060255

Nodescore: 9.72

Any process that modulates the frequency,

rate or extent of the chemical reactions

and pathways involving macromolecules,

any molecule of high relative molecular

mass, the structure of which essentially

comprises the multiple repetition of units

derived, actually or conceptually, from

molecules of low relative molecular mass.

[Cla022816, Cla020538, Cla013285,

Cla016558, Cla017206, Cla018636,

Cla012172, Cla019069, Cla002846,

Cla004759, Cla013737, Cla010547,

Cla008675, Cla017578, Cla009011...]

Sequence count: 27

Sequence percentage: 1.64%

 is a

 is a

 is a

 is a

regulation of

biological quality

GO:0065008

Nodescore: 37.08

Any process that modulates a

qualitative or quantitative trait of

a biological quality. A biological

quality is a measurable attribute

of an organism or part of an

organism, such as size, mass, shape,

color, etc.

[Cla012693, Cla020879, Cla018714,

Cla013021, Cla017747, Cla018715,

Cla020118, Cla013822, Cla017180,

Cla005801, Cla014362, Cla018286,

Cla018285, Cla019135, Cla000517...]

Sequence count: 103

Sequence percentage: 6.26%

homeostatic process

GO:0042592

Nodescore: 61.80

Any biological process

involved in the maintenance

of an internal steady

state.

[Cla012693, Cla020879, Cla018714,

Cla013021, Cla017747, Cla018715,

Cla020118, Cla013822, Cla017180,

Cla005801, Cla014362, Cla018286,

Cla018285, Cla019135, Cla000517...]

Sequence count: 103

Sequence percentage: 6.26%

 is a

 is a  is a

anatomical structure

maturation

GO:0071695

Nodescore: 4.20

A developmental process,

independent of morphogenetic (shape)

change, that is required for an

anatomical structure to attain its

fully functional state.

[Cla013516, Cla010201, Cla014414,

Cla006906, Cla022122, Cla010881,

Cla016287]

Sequence count: 7

Sequence percentage: 0.43%

 is a is a

 is a

 is a

fruit development

GO:0010154

Nodescore: 4.20

The process whose specific

outcome is the progression of the

fruit over time, from its formation

to the mature structure. The

fruit is a reproductive body of

a seed plant.

[Cla013516, Cla010201, Cla014414,

Cla006906, Cla022122, Cla010881,

Cla016287]

Sequence count: 7

Sequence percentage: 0.43%

 part of

 is a

 is a

 is a

 is a

 is a

multi-multicellular

organism process

GO:0044706

Nodescore: 60.36

A multicellular organism

process which involves another

multicellular organism of the

same or different species.

[Cla013264, Cla011362, Cla019242,

Cla016495, Cla016771, Cla016650,

Cla016410, Cla013025, Cla010275,

Cla007427, Cla008911, Cla004677,

Cla003863, Cla010823, Cla000754...]

Sequence count: 97

Sequence percentage: 5.90%

 is a

multi-organism

reproductive process

GO:0044703

Nodescore: 60.36

A biological process that

directly contributes to the

process of producing new

individuals, involving another

organism.

[Cla013264, Cla011362, Cla019242,

Cla016495, Cla016771, Cla016650,

Cla016410, Cla013025, Cla010275,

Cla007427, Cla008911, Cla004677,

Cla003863, Cla010823, Cla000754...]

Sequence count: 97

Sequence percentage: 5.90%

 is a

transport

GO:0006810

Nodescore: 676.40

The directed movement of substances

(such as macromolecules, small molecules,

ions) or cellular components (such as

complexes and organelles) into, out of or

within a cell, or between cells, or within

a multicellular organism by means of

some agent such as a transporter, pore

or motor protein.

[Cla016137, Cla012693, Cla014873,

Cla011483, Cla011362, Cla015603,

Cla011920, Cla018551, Cla013424,

Cla012575, Cla011000, Cla016377,

Cla021171, Cla003740, Cla022142...]

Sequence count: 359

Sequence percentage: 21.82%

single-organism

transport

GO:0044765

Nodescore: 199.00

The directed movement of substances

(such as macromolecules, small molecules,

ions) into, out of or within a cell,

or between cells, or within a

multicellular organism by means of some

agent such as a transporter or pore,

involving a single organism.

[Cla016137, Cla018551, Cla013424,

Cla012575, Cla016377, Cla022142,

Cla015280, Cla020521, Cla003063,

Cla011491, Cla017592, Cla005808,

Cla013433, Cla011802, Cla023469...]

Sequence count: 199

Sequence percentage: 12.10%

 is a

establishment of

localization

GO:0051234

Nodescore: 405.84

Any process that localizes

a substance or cellular

component. This may occur via

movement, tethering or selective

degradation.

[Cla016137, Cla012693, Cla014873,

Cla011483, Cla011362, Cla015603,

Cla011920, Cla018551, Cla013424,

Cla012575, Cla011000, Cla016377,

Cla021171, Cla003740, Cla022142...]

Sequence count: 359

Sequence percentage: 21.82%

 is a

nucleic acid

metabolic process

GO:0090304

Nodescore: 31.20

Any cellular metabolic

process involving nucleic

acids.

[Cla018834, Cla012172, Cla016417,

Cla002846, Cla018312, Cla016650,

Cla018630, Cla010549, Cla001964,

Cla004759, Cla013737, Cla010547,

Cla008953, Cla002572, Cla015137...]

Sequence count: 52

Sequence percentage: 3.16%

 is a

 is a is a

 is a

 is a

protein metabolic

process

GO:0019538

Nodescore: 541.24

The chemical reactions and

pathways involving a specific

protein, rather than of proteins

in general. Includes protein

modification.

[Cla013782, Cla010030, Cla016930,

Cla011362, Cla009280, Cla014637,

Cla004706, Cla010159, Cla002648,

Cla010039, Cla013423, Cla012575,

Cla013300, Cla022263, Cla001205...]

Sequence count: 421

Sequence percentage: 25.59%

 is a

 is a

translation

GO:0006412

Nodescore: 87.00

The cellular metabolic process in which a protein

is formed, using the sequence of a mature mRNA

molecule to specify the sequence of amino acids in a

polypeptide chain. Translation is mediated by the ribosome,

and begins with the formation of a ternary complex

between aminoacylated initiator methionine tRNA, GTP,

and initiation factor 2, which subsequently associates

with the small subunit of the ribosome and an mRNA.

Translation ends with the release of a polypeptide chain

from the ribosome.

[Cla013782, Cla017744, Cla018755,

Cla016930, Cla016854, Cla022817,

Cla019608, Cla017307, Cla006052,

Cla022659, Cla004706, Cla011522,

Cla011443, Cla015443, Cla006976...]

Sequence count: 87

Sequence percentage: 5.29%

peptide biosynthetic

process

GO:0043043

Nodescore: 52.20

The chemical reactions and pathways

resulting in the formation of peptides,

compounds of 2 or more (but usually less than

100) amino acids where the alpha carboxyl

group of one is bound to the alpha amino

group of another. This may include the

translation of a precursor protein and its

subsequent processing into a functional

peptide.

[Cla013782, Cla017744, Cla018755,

Cla016930, Cla016854, Cla022817,

Cla019608, Cla017307, Cla006052,

Cla022659, Cla004706, Cla011522,

Cla011443, Cla015443, Cla006976...]

Sequence count: 87

Sequence percentage: 5.29%

 is a

cellular protein

metabolic process

GO:0044267

Nodescore: 200.40

The chemical reactions and pathways

involving a specific protein, rather

than of proteins in general,

occurring at the level of an individual

cell. Includes cellular protein

modification.

[Cla013782, Cla010030, Cla022816,

Cla016930, Cla011362, Cla019888,

Cla022817, Cla009280, Cla014637,

Cla004706, Cla010159, Cla002648,

Cla010039, Cla013423, Cla012575...]

Sequence count: 332

Sequence percentage: 20.18%

 is a

cellular protein

modification process

GO:0006464

Nodescore: 247.00

The covalent alteration of one or more

amino acids occurring in proteins, peptides

and nascent polypeptides (co-translational,

post-translational modifications) occurring at

the level of an individual cell. Includes

the modification of charged tRNAs that

are destined to occur in a protein

(pre-translation modification).

[Cla010030, Cla022816, Cla011362,

Cla019888, Cla009280, Cla014637,

Cla010159, Cla002648, Cla010039,

Cla013423, Cla012575, Cla016014,

Cla013300, Cla022263, Cla010823...]

Sequence count: 247

Sequence percentage: 15.02%

 is a

gene expression

GO:0010467

Nodescore: 61.92

The process in which a gene's sequence is

converted into a mature gene product or products

(proteins or RNA). This includes the production

of an RNA transcript as well as any processing

to produce a mature RNA product or an mRNA (for

protein-coding genes) and the translation of that

mRNA into protein. Protein maturation is included

when required to form an active form of a product

from an inactive precursor form.

[Cla022816, Cla013782, Cla017744,

Cla016930, Cla022817, Cla012172,

Cla006052, Cla022659, Cla004706,

Cla011522, Cla015443, Cla006976,

Cla004317, Cla007827, Cla000874...]

Sequence count: 108

Sequence percentage: 6.57%

 part of

regulation of gene

expression

GO:0010468

Nodescore: 16.20

Any process that modulates the frequency, rate or

extent of gene expression. Gene expression is the

process in which a gene's coding sequence is converted

into a mature gene product or products (proteins or

RNA). This includes the production of an RNA transcript

as well as any processing to produce a mature RNA

product or an mRNA (for protein-coding genes) and the

translation of that mRNA into protein. Protein maturation

is included when required to form an active form of

a product from an inactive precursor form.

[Cla022816, Cla020538, Cla013285,

Cla016558, Cla017206, Cla018636,

Cla012172, Cla019069, Cla002846,

Cla004759, Cla013737, Cla010547,

Cla008675, Cla017578, Cla009011...]

Sequence count: 27

Sequence percentage: 1.64%

 regulates

 is a

DNA metabolic

process

GO:0006259

Nodescore: 52.00

Any cellular metabolic process

involving deoxyribonucleic acid. This

is one of the two main types of

nucleic acid, consisting of a long,

unbranched macromolecule formed from

one, or more commonly, two, strands

of linked deoxyribonucleotides.

[Cla018834, Cla012172, Cla016417,

Cla002846, Cla018312, Cla016650,

Cla018630, Cla010549, Cla001964,

Cla004759, Cla013737, Cla010547,

Cla008953, Cla002572, Cla015137...]

Sequence count: 52

Sequence percentage: 3.16%

 is a

 is a is a

 is a

 part of

 is a

protein modification

process

GO:0036211

Nodescore: 148.20

The covalent alteration of one or more

amino acids occurring in proteins,

peptides and nascent polypeptides

(co-translational, post-translational

modifications). Includes the modification

of charged tRNAs that are destined to

occur in a protein (pre-translation

modification).

[Cla010030, Cla022816, Cla011362,

Cla019888, Cla009280, Cla014637,

Cla010159, Cla002648, Cla010039,

Cla013423, Cla012575, Cla016014,

Cla013300, Cla022263, Cla010823...]

Sequence count: 247

Sequence percentage: 15.02%

 is a

 is a is a

macromolecule

modification

GO:0043412

Nodescore: 88.92

The covalent alteration of one

or more monomeric units in a

polypeptide, polynucleotide,

polysaccharide, or other biological

macromolecule, resulting in a change

in its properties.

[Cla010030, Cla022816, Cla011362,

Cla019888, Cla009280, Cla014637,

Cla010159, Cla002648, Cla010039,

Cla013423, Cla012575, Cla016014,

Cla013300, Cla022263, Cla010823...]

Sequence count: 247

Sequence percentage: 15.02%

 is a is a

 is a

 is a

 is a is a is a regulates  is a

flower development

GO:0009908

Nodescore: 187.00

The process whose specific outcome is

the progression of the flower over time,

from its formation to the mature structure.

The flower is the reproductive structure

in a plant, and its development begins

with the transition of the vegetative

or inflorescence meristem into a floral

meristem.

[Cla022816, Cla020879, Cla017744,

Cla019888, Cla017745, Cla016899,

Cla003180, Cla019242, Cla018551,

Cla016495, Cla010793, Cla018312,

Cla016650, Cla018797, Cla003103...]

Sequence count: 187

Sequence percentage: 11.37%

 is a

 is a is a

 is a

 is a is a

 is a

 is a

 part of

 is a

 part of

regulation of gene

expression, epigenetic

GO:0040029

Nodescore: 27.00

Any process that modulates the

frequency, rate or extent of gene

expression; the process is mitotically

or meiotically heritable, or is

stably self-propagated in the cytoplasm

of a resting cell, and does not

entail a change in DNA sequence.

[Cla022816, Cla020538, Cla013285,

Cla016558, Cla017206, Cla018636,

Cla012172, Cla019069, Cla002846,

Cla004759, Cla013737, Cla010547,

Cla008675, Cla017578, Cla009011...]

Sequence count: 27

Sequence percentage: 1.64%

 is a

 is a

 is a

pollen-pistil

interaction

GO:0009875

Nodescore: 6.00

The interaction between

a pollen grain and

pistil.

[Cla007393, Cla013747,

Cla019441, Cla023265, Cla016410,

Cla005442]

Sequence count: 6

Sequence percentage: 0.36%

 is a

 is a

 part of

 part of

peptide metabolic

process

GO:0006518

Nodescore: 31.32

The chemical reactions and

pathways involving peptides,

compounds of two or more amino acids

where the alpha carboxyl group

of one is bound to the alpha

amino group of another.

[Cla013782, Cla017744, Cla018755,

Cla016930, Cla016854, Cla022817,

Cla019608, Cla017307, Cla006052,

Cla022659, Cla004706, Cla011522,

Cla011443, Cla015443, Cla006976...]

Sequence count: 87

Sequence percentage: 5.29%

 is a

 is a  is a

 is a

 is a

 is a

 part of

 is a

 is a

 part of

 is a is a is a

response to

extracellular stimulus

GO:0009991

Nodescore: 93.00

Any process that results in a

change in state or activity of a

cell or an organism (in terms of

movement, secretion, enzyme production,

gene expression, etc.) as a result

of an extracellular stimulus.

[Cla012693, Cla010790, Cla016899,

Cla016053, Cla013865, Cla013546,

Cla016574, Cla012575, Cla014433,

Cla006657, Cla009729, Cla003149,

Cla006655, Cla005203, Cla018150...]

Sequence count: 93

Sequence percentage: 5.65%

 is a

tropism

GO:0009606

Nodescore: 37.00

The movement of an organism,

or part of an organism, in

response to an external source

of stimulus, usually toward

or away from it.

[Cla016137, Cla014376, Cla017028,

Cla021900, Cla019002, Cla010534,

Cla018551, Cla018455, Cla001618,

Cla010530, Cla001619, Cla016872,

Cla008911, Cla005446, Cla023010...]

Sequence count: 37

Sequence percentage: 2.25%

 is a

pollination

GO:0009856

Nodescore: 100.60

The cascade of biological processes

occurring in plants beginning when

the pollen lands on the stigma

and continuing up to, but not

including, fertilization, as defined

by sperm-central cell fusion.

[Cla013264, Cla011362, Cla019242,

Cla016495, Cla016771, Cla016650,

Cla013025, Cla016410, Cla010275,

Cla007427, Cla008911, Cla004677,

Cla003863, Cla010823, Cla000754...]

Sequence count: 97

Sequence percentage: 5.90%

 part of

 is a

 is a

 is a

 is a is a

cell differentiation

GO:0030154

Nodescore: 212.00

The process in which relatively unspecialized

cells, e.g. embryonic or regenerative cells,

acquire specialized structural and/or functional

features that characterize the cells, tissues, or

organs of the mature organism or some other

relatively stable phase of the organism's life

history. Differentiation includes the processes

involved in commitment of a cell to a specific fate

and its subsequent development to the mature

state.

[Cla020879, Cla011362, Cla017900,

Cla013304, Cla018551, Cla016495,

Cla012575, Cla011000, Cla007427,

Cla003863, Cla010823, Cla015280,

Cla010822, Cla019085, Cla021059...]

Sequence count: 212

Sequence percentage: 12.89%

 is a

 is a

 is a

bidishachanda
Stamp


