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Supplementary Table 1

Staphylococcal uptake of dihydrostreptomycin on different substratum surfaces

CFU reduction (ALog CFU mL™) as due to dihydrostreptomycin uptake on different substratum
surfaces compared with PBS exposure.
measurements from three different bacterial cultures for dihydrostreptomycin uptake. * indicates
significant differences from S. aureus RN4220 (One-way ANOVA, Sidak, ** p < 0.01). t-values

and degrees of freedom (df) of the One-way ANOVA with Sidak’s multiple comparison correction

(4 comparisons) are indicated in the last column.

S. aureus

S. aureus

signs represent standard deviations over three

RN4220 RN4220 AmscL G df
-21+0.3 -0.8 £ 0.6** 3.525, 18
Polystyrene

-2.3+0.6 -1.2+04 2.589, 18
Gold

-1.8+0.5 -1.1+0.5 1.792, 18
Glass

-1.9+£0.7 -0.8+£-0.3 2.735, 18

Pluronic-coated glass
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Supplementary Figure 1. DNA sequencing of mscL genes in the parent S. aureus RN4220
strain and its isogenic AmscL mutant. Absence of mscL genes in the Z#mscL mutant strain
verified by DNA sequencing. Pair-wise comparison of S. aureus RN4220 (upper sequence) and
S. aureus RN4220 AmscL (lower sequence). Red areas represent regions with BLASTN matches

of 99.9% in the same orientations, visualized with Artemis Comparison Tool.}?
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