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Fig. S1. Carotenoids (A) and capsaicinoids (B) biosynthetic pathways. A. Geranylgeranyl diphosphate that 1s synthesized from the
prenyl lipid biosynthesis pathway 1s catalyzed by phytoene synthase to produce phytoene, which represents the first step in the carot-
enoid pathway. Then, after synthesizing lycopene, this pathway 1s divided into two different branches: a-carotene 1s finally devel-
oped 1nto lutein, and -carotene 1s ultimately formed 1nto capsorubin or capsanthin as a function of capsanthin/capsorubin synthase
(CCS). The ellipsis indicates intermediate steps. B. The two distinct pathways, the phenylalanine and chain fatty acid biosynthesis
pathways, come together to produce capsaicin at the end of the catalysis of capsaicin synthase (CS). ZDS, C-carotene desaturase;
CRTISO, carotenoids 1somerase; LCYE, lycopene e-cyclase; CrtZ-2, B-carotene hydroxylase-2; PAL, phenylalanine ammonia-lyase;
C4H, cinnamate 4-hydroxylase; 4CL, 4-coumaroyl-CoA ligase; HCT, hydroxycinnamoyl transferase; C3H, p-coumaroyl shi-
kimate/quinate 3-hydroxylase; COMT, caffeoyl-CoA 3-O-methyltransferase; HCHL, hydroxycinnamoyl-CoA hydratase lyase; AMT,
aminotransferase; BCAT, branched-chain amino acid aminotransferase; Kas, ketoacyl-ACP synthase; ACL, acyl carrier protein; and
FatA, acyl-ACP thioesterase.
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Fig. S2. Physical distribution of all candidate CaERFs among chromosomes (Chrs). The chromosome distribution of each pepper ERF was obtained from the
genome annotation information, and then used the Map Gene 2 Chromosome v 2 (MG2C; http://mg2c¢.1ask.imn/mg2¢ v2.0/) to make the linkage visualization.



A

B

DREB Subfamily ERF Subfamily
. 10 . %0 . 30 . 40 . 30 : 60 : 10 : 30 : 30 . 40 . 30 . 60
CaERF84 LYRGVRQR - HWGKWVAE IRLPK - -NRTRLWLGTFDTAEEAALAYDKAAYMLRG - - DFARLNF S CaERF87 RYRGVRQR - PWGKWAAE IRDP YKA - - TRVWLGTFDTAEDAARAYDEAALKFRGSK - - AKLNF P
CaERF31 LYRGVRQR - HNGKWVAE IRLPQ - -NRTRVWLGTYDNAEAAAYAYDRAAYKLRG - - EYARLNF P CaERF82 RYRGVRQR -PWGKWAAE IRDPHKA - - ARVWLGTFDTAEAAARAYDEAALRFRGNR - - AKLNF P
| CaERF1 LYRGVRQR - HNGKWVAE IRLPQ - - NRMRVWLGTYETAEAAAYAYDRAAYKLRG - - EYARLNF P CaERF138 NYRGVRQR - PWGKWAAE IRDPRKA - - ARVWLGTFNTAEDAARAYDRAAITEFRGPR - - AKLNF S
CaERF49 LFRGVRQR - HWGKWVAE IRLPR - -NRTRVWLGTFDTAEEAAFAYDTAAYLLRG - - DYAHLNF P CaERF66 KYRGVRQR -PWGKWAAE IRDPKKA - - ARVWLGTFETAEAAALAYDEAALTFKGNK - - AKLNF P
CaERF107 LYRGVRQR - HWGKWVAE IRLPK - -NRTRLWLGTFDTAEDAAMAYDREAYKLRG - - DNAKLNF P CaERF133 RYRGVRQR - PWGKWAAE IRDP YKA- - TRVWLGTFDTAEAAASAYDEAALRFRGSK - - AKLNF P
\Y% CaERF135 HYRGVRQR - PWGKWAAE I RDPKKA - - ARVWLGTFDTAEAAALVYDEAALRFKGNK - - AKLNF P
CaERF114 TYRGVRQR - TWGKWVAE I REP VNNNGKRLWLGTFS TDAEAARTYDEAAKAMYG - - HDA I LNF P CaERF36 HYRGVRQR -PWGKWAAE IRNPKKA - - ARVWLGTFDRAEDAALAYDEAAVRFKGSK - - AKLNF P
CaERF97 KYRGVRQR -TWGKWVAE IREPH- -RGSRLWLGTFATAIEAALAYDEAARAMYG - -PCARLNLP CaERF141 QYRGVRQR -PWGKWAAE IRDPKKA - -ARVWLGTFHTAEDAAVAYDEAALKFKGNK - - AKLNFP
CaERF134 TYRGVRQR-TWGKWVAEIREPN--RGARIWLGTFNTSLEAARAYDDAARRLYG - -ADAKLNLS CaERF118 NYRGVRQR -PWGKWAAE ITRDPRRA - -ARVWLGTFTTAEDTARAYDRAATEFRGPR - -AKLNFS
CaERF122 EYRGVRQR-TWGKWVAEIREPK- -KRTRLWLGSFATAEEAAMAYDEAARRLYG - -PDAYLNLP CaERF39 EFRGVRQR-PWGKWAAE IRNPHKA--QRLWLGTFATAEDAARAYDKKAVEFRGEK - - AKTNFP
11 CaERF85 KYKGVRQR - TWGKWVAE IREPN- -RGARLWLGTFDNS YDAAVAYDAAALKLYG - - AEAKLNLP CaERF40 EFRGVRKR-PWGKWAAEIRDPHRA--QRVWLGTF ITAEDAARAYDKKATEFRGEK - -AKTNFP
CaERF119 TYRGVRQR - TWGKWVAE IREPVYFTGKRLWLGTFSTASEAAIAYDEAAKVMYG - - SNATLNFP
CaERF105 KYKGVRQR - TWGKWVAEIREPN- -RGACVWLGTFDNS YDAAVAYDAAALKLYGP - DKAQLNLP CaERF104 KFRGVRQR - PWGRWAAE IRDPRGK - - -RVWLGTYDTPEEAAKVYDKAAVKLK - - - - - AVTNEFP
CaERF54 KFRGVRQR - SWGKWVAEIREPR - -KRTRRWLGTFATAEDAARAYDRAAIILYG - - SRAQLNLQ CaERF112 KFRGVRQR - PWGKWAAE IRDPKKT - - -RIWLGTFETAEEAAMVYDQAAIKIR - - - - - ALTNF I
VI CaERF61 KFRGVRQR -PWGKWAAE IRDPRRV - - -RLWLGTYDTAEEAAMVYDNAAIKLR - - - - - ALTNF I
CaERF139 RYKGVRQH-HWGKWVVE IRLPC - -KRTRLWLGTFDSAEEAAIAYDVEAFRLKR - NKCAA - - - - CaERF99 KFRGVRQR -PWGKWAAE IRDPRRV - - -RLWLGTYDTAEEAAMVYDNAATKLR - - - - - ALTNF I
CaERF116 MYRGVRKR - KWGKWVSEIRLPN--SRERIWLGSYDTPEKAARAFDAALFCLRG - - SNANF NF P CaERF2  KFRGVRQR -PWGKWAAEIRDPRRV - - -RLWLGTYDTAEEAAMVYDHAATQLR - - - - - ALTNFA
[I] CRERFS0 KYKGVRMR - SWGSWVSE IRAPN- -QKTRIWLGSYSTPEAAARAYDAALLCLKGPSAS HNLNF P CaERFIZ3  KYRGVROR - KWG KWAAE [ RDP FKC - - RRVWEGTYS T AEEASOAYEMKRLEFD - - AMAKS LS NN
CaERF142 P YKG IRMR - KWGKWVAE IREPN - -KRSRIWLGSYSTP VAAARAYDTAVYYLRG - -PSARLNF P VI-L & QR - - - Q - -
CaERF41 P YRG I RMR - KWG KWMAE I RBPN - - KRS R IWBGS YSS P VAAARAYDTAVE YLRG - - PS ARLNF P CaERF67 LPRGVRMR-KWGKYAAE IRDPSQG - -KRIWLGTFETVEAASQAYEAKRAEFDLLEKDKNLSS A
CaERFS9  VYREVEKE - NS G BMEC By RERN - - KKSBIMSTFPTAEMESREEEYVAA L ALRE - - RS BCEME A CaERF22 KYRG IRQR - TWGKWAAE I RDPRKG - - VRVWLGTFNTAEEAARAYDEAAKR IRGDK - - AKLNF P
CaERF32  1YREOVRRR- NNNEWHCEL REBls - - coKR 1 WBGT vr Tp EMARR RHDVAAL AL RE - - NLATENF v CaERF53 LYRGIRQR -PWGKWAAE IRDPRKG - - VRVWLGTFNTAEEAARAYDKEARKIRGEK - - AKVNF P
CaERFS vl vERE . v A N A . <R arr e Rl k. VIR CaERF70 QYRG IRQR - PWGKWAAE IRDPRKG - - VRVWLGTFNTAEEAARAYDVEARR IRGNK - - AKVNF P
CaERF34  1YROVRRR - NNNEWHCE REBls - - coxR 1 WBGT v Tp EMARR RHBVVALALRE - - NLATENF B VII CaERF137 QYRGIRQR-PWGKWAAE IRDPQKG - - VRVWLGTFS TAEEAARAYDVEARR I RGNK - - AKVNE P
caErF33 1 yREVERE- NNl A - - cox B B v v eV Ml v AL AL Rl - -~ B R CaERF35 QYRG IKQR-PWGKWAAE IRDPRKE - - VRVWMGTFNTAEEAARAYDVKAKR IKGSK - - AKVNF P
CaERF102 1YRGVRMR - SWGKWVSE IREPR - -KKSRIWLGTYPTPEMAARAHDVAALS IKK- -DSS I LNFP CaERF101  QYRG IRQR - PWGKWAAE IRDPRKG - - IRVWLGTFNSAEEAARAYDVEARRIRGKK - - AKVNFP
cabrF90 TYREVEKE. svo R B B . ks i B vr 1 arv R Bl o ar 2 1 xR - - nrBVERE P CaERF48 QYRG IRQR - PWGKWAAE [ HDPRKG - - IRVWLGTFNSAEEAARAYDVEARR I RGKK - - AKVNF P
CaERF4 LYHGVRKR - SWGKWVSE IREPR - -KKSRIWLGTFATPEMAARAHDVAAIAIKG - - HLAMLNF P CaERF52 KYRGVRRR - PWGKFAAE I RDSRQG - - ARVWLGTE NTAEE AARAYDRAAYSMRGHL - - ATLNF P
CaERF81  AYRSVEKHE-KWG RS B SEC - - KKTRI RS FETAEMSEARYRS AALHFRE - - HARKEHF P CaERF27 RYRGVRRR -PWGKFAAE IRDPRR - -RKRLWLGTYETSEDAALAYDQAAF KMHGSK - - ARLNF P
1\Y% CaERF23 LYRGVRRR-NRDKWVCEIREPN- -KKSRIWLGTFSTPEIAARAHDVAALALRG - - TKASLNF P CaERF71  KYRGVRKR - PWGKYAAE I RDTQOGG - TRVWLGTE NTAEDAARAYDRAAYNMRGNL - - A LNF P
CaERF111 VFRGVRMR - NWGKWVSE IREPR - -KKSRIWLGTFPNPEMAARAHDVAALS IKG - -NSAITLNFP cabRF38  KYRBVRRE- Pl yRAN 1 RBs RuG - - AR VIRRBEF £ TAEEAAL ANDR AAF RMRG AK - - ALL NF P
CaERF126 VYREVEWHE - HS E SIS BVEEEGC - - KKS 1 Rl F P TAEMESER SHBVAVMALKE - - RS BCERIF A CaERF131 HYIGVRKR -PWGKYASE IRDSRNG - -RRVWLETFDTAEEAALAYDQAAF CMRGPS - - TCLNF S
CaERF69  1YRGVEME - 5WG EWIES BT REER - - KKSBITREET YP T AEMEBAER AHBVAAVS 1K@ - - NTE IENF P CaERF127 HYIGVRKR -PWGKYAAE IRDSRNG - -RRVWLGTFDTAEEAALTYDQAAF CMRGPS - - TCLNF S
CaERF30  TYRS VEKE - NWG SiS 81 BEER - - KKS 1 EEET YP RAEMBSER QHBVAAL ATKS - - NS @YREF P CaERFI130 HYIGVRKR -PWGKYAAE IRDSRNG - -RRVWLGTFDTAEEAALTYDQAAF CMRGPS - - TCLNF S
CaERF136  IYRGVRRR - NNDKWVCEVREPS - - EQRRIWLGS YLTAEMAARAHDVAALALRG - -QLATLNF A CaERF132 SYRGVRRR -PWGKYAAE IRDSRNS - - VRVWLGTFDTAEEAALAYDQAAYALHGTM- - AVLNYP
CaERF120 VYKGIRKRKSSGKWVSEIREPR--SPNRIWLGTFPTPEMAAVAYDVAALALKG - - RGAELNF P CaERFS6 NYRGVRKR - PWGKEF AAE I RDSRNG - - VRVWLGTF DS AEEAAL AYDQAAF AMRGSM- - A 1L NF P
CaERF60  AYREVEQR - NSGERC RVEEEIN - - KKS B REETFPTAEL R SHRVVALSLRE - - RS QCEEF A CaERF128 QYIGVRKR -PWGKYAAE IRDSRNG - - IRVWLGTFDTAEEAALAYDQAAF SMRGPS - - TYLNF P
CaERF3 VFREITRCE- - SG RS B REER - - KTR 1Ryt YP TP EMBSSARYRYVAAMALKSE - - SDE IEEF P CaERF37 HYRGVRRR -PWGKYAAE IRDSRKG - - ARVWLGTFSTAEEAAMAYDKAALRIRGPK - - ANLNF P
CaERF98 ~ NFKGIRMR - - NGKWVSETREPR - -KTTRIWLGTFPTAEMAAAAYDVAALALKG - - PDAQLNFP CaERF57 RYRGVRKR -PWGKYAAE IRDIKNG - - VRVWLGTYATAEEAARAYDKAAF EMRGRF - - AVLNF P
CaERF55 HYRGVRQR -PWGKFAAE IRDPRK- -GTRVWLGTFDTAVDAAKAYDRAAFKLRGSK- -ATLNFP
CaERF91 HYIGVRKR-PWGKYAAE IRDSRNG - - IRVWLGTFDTAEEAALAYDQAALSMRGPW- - SLLNFP
CaERF51 KYRGVRRR -PWGKFAAE IRDPTKPS - SRQWLGTFDTAEEAARAYDKAAF NLKGHL - - ATLNF P
VIII CaERF50 SYRGVRRR-PWGKFAAEIRDSRNG - - VRVWLGTFDSAEAAALAYDQAAFSMRGTS - - AILNFP
CaERF72 SYRGVRRR -PWGKFAAE IRDSRNG - - IRVWLGTFDSAEEAALAYDQAAFLMRGTR - -AILNFS
CaERF94 RYRGVRQR-PWGKFAAEIRDPRK- -GTRVWLGTFDTAVDAAMAYDRAAFKLRGSK- -AILNFP
CaERF86 HYIGVRKR-PWGKYAAE IRDSRNG - - IRVWLGTFNTGEEAALAYDQAALTMRGPL - - ALLNFP
CaERF96 HYRGVRRR -PWGKFAAE IRDPKNG - - ARVWLGTFETAQEAATAYDKAAYRIRGTK - - AHLNF P
CaERF93 KYRGVRRR -PWGKFAAE IRDPRK- -GARLWLGTYESPKDAALAYDRAAFKLRGTR - - ALLNFP
CaERFS$ RYRGVRRR - RWGKF AAEVRDP RKRNNNRVWLGTYETP EDAALAYDRAAYKLRGTK - - ALLNF P
CaERF25 RYRGVRRR-PWGTFAAE IRNPRK- -GARLWLGTYETPEDAALAYDQAAYKIRGSK- - ARLNFP
CaERF95 NYRGVRRR-PWGKYAAEIRDPRK--GSRIWLGTFDTDVDAARAYDCAAF KMRGRK - - AVLNF P
CaERF58 KYRG IRRR-PWGKYAAE IRDPRNG - - ARLWLGTFETAEEAARAYDXPSGHPQLS - - - - - - - - -
CaERF92 HYIGVRAR-PWGKFAAEIRDSRNG - - IRVWLGTFNSAEEAAMAYDQVALSMRGPS - - TCLNFP
CaERF29 RYIGVRRR-QWGTFAAE IRDPRK- -GARLWLGTYEKPEDAALAYDQAAFKMRGSK - - ARLNF P
CaERF28 RYIGVRRR-QWGTFSAEIRDPRR- -GARLWLGTYETPEDAALAYDQAAFKIRGSK- - ARLNFP
CaERF26 RYIGVRRR-QWGTFAAEIRDPRK- -GARSWLGTYQTPEDAALAYDQAAFKIRGSK- - ARLNFP
CaERF129 QYIGDRKR -PWGKYAAE IRDSRNE - - IRVWLGTFDTTEEVALAYDQAAF SMRGPS - - TYLNFP
CaERF6 EYAAPPER -RVVVAXQSRWDPKN- -GARVWLGTYETAEDAALAYDKAAF RMRGSR - - ALLNF P
CaERF108 HYRGVRKR -PWGRYAAE IRDPKK- - -SRVWLGTFDTAEEAAKAYDAAARDFRGPK - - AKTNF P
CaERF115 HYRGVRKR -PWGRYAAE IRDPKK- - -SRVWLGTFDTAEEAAKAYDAAAREFRGCK - - AKTNF P
CaERF106 RYRGVRKR -PWGRFAAEIRDPKK- - -TRVWLGTFDTAEDAARAYDDAARALRGPK - - AKTNF -
CaERF65 SYRGVRKR-PWGRWSAE IRDRGR - - -CRHWLGTFDTPEEAARAYDAAARWLRGSK - - ARTNFQ
CaERF109 RFRGVRKR-PWGRFAAEIRDPKK- - -TRVWLGTFDSAEDAARAYDAAARTLRGPK - - AKTNFP
CaERF117 KFRGVRKR -PWGRFAAE IRDPKK- - -TRVWLGTF DS AEDAAKAYDNAARTLRGPK - - AKTNF P
IXAa CaERF24 RFLGVRRR-PWGRYAAEIRDPTK- - -ERHWLGTFDTAQEAALAYDRAALSMKGTQ - - ARTNF I
CaERF88 RYLGVRRR-PWGRYAAEIRDPTK- - -ERHWLGTFDTAEEAALAYDRAARSMRVNNK - TRTNFV
CaERF89 RYLGVRRR-PWGRYAAEIRDPTK- - -ERHWLGTFDTAQEAALAYDRAARAMRS NNK-TRTNFV
CaERF83 KYHGVRRR-PWGRYAAEIRNPTK- - -QRHWLGTYDTAEEAAFAYDISS IAFCGIEN-ARTNFV
CaERF47 GERGVKKR -SRGRYAAE IKDPTK- - -TRVWLGTFDTPEEAARAYDAAAREFRGTK - - AKTNF P
CaERF125 RYRGVRRR-PWGRYAAE IRDPSK- - -ERRWLGTFDTAEEAACAYDCAARAMRG VK - - ARTNF V
CaERF43 HYRGVRKR -PWGRYAAE IRDPKK- - -TRVWLGTFDTPEEAALAYDGAARSLRGAK - - AKTNF P
CaERF76 HYRGVRKR-PWGRYAAEIRDPRK- - -CQVWLGTFDTAVEAAMAYDAAAIEFRGVK - - AKTNF P
CaERF75 HYRGVRKR -PWGKYAAEIRDPRK- - -CQVWLGTFDTTVEAAMAYDAAAIKFRG IK - - AKTNF p
IXb CaERF78 HYRGVRKR-SWEKYAAEIRDPRK- - -COVWLGTFDTAVEAAMAYDAAATIKFRGV- - - AKTwwp
CaERF113 PYRG IRQR-PWGKWATE ICDPRKG - - IRVWLGTFNS AKEAARADDVESEESE - - - - - ARMLRY
CaERF77 HYRGVRKR -PWGRYAAE IKDPRK- - -CQVWLGTFDPAVEPEMAPSEVSTVESSTTMT - - _ _ _ _
CaERF7 KFVGVRQR-PSGRWVAE IKDS -QR - - VRLWLGTYDTPEEAARAYDEAARALRGEN - - ARTNF A
CaERF68 RFVGVRQR-PSGRWVAE KDL -QK- - VRLWLGTFDTAEDAARAYDQAARTLRGAN - - ARTNF E
CaERF63 KFRGVRQR-HWGSWVAE IRHL -LK- -RRVWLGTFETAEEAARAYDEAAVLMSGRN - - AKTNF P
CaERFI21 SYVGVRQR-PSGKWVAE IKDT -QK- - IRMWLGTYETAEEAARAYDQAAVLLRGST - -TRTNFS
Xa CaERF64 KYRGVRQR-HWGSWVSEIRHS -LK--TRIWLGTYETAEDAARAYDEAARLVCGPT - -ARTNFP
CaERF103 RYRGVRQR-HWGSWVSEIRHL -LK- -TRIWLGTFETAEDAARAYDEAARLMCGPR - - ARTNF A
CaERF100 RYRGVRQR-HWGSWVSEIRHL -LK--TRIWLGTFETAEDAARAYDEAARLMCGPR - - ARTNFP
CaERF62 KFVGVRQR-PSGRWVAEIKES -QK- -LRLWLGTFDRAEEAALAYDS AARLLRGRN - - AKTNFK
CaERF140 KFVGVRQR-SSGKWIAE IKDTHKK - - IRMWLGTFETAEEAARAYDQAACLLRGSN- -TRTNFV
CaERF1S  RYKGVRQR -KPGNWVAEVRVSTKD- - -P IWIGTENTAEVATFPYDESLIEMK - - - - - VVTNI
CaERF110 KYEGVRQR -KQGKWTAEVRLGTKD - - -RIWIGTFNTI EEASLAYDKTV NEMK GAY- - TMTNIL
CaERF9  KYRGVRQR - KWGRWAAE [ RDKNNT - - - RHWLGTFDTAEEAAVAYDEAATEIN- - - - - ALTNIL
CaERF16 KYRGVRQR - KWGRWVAE IRDKNNT - - -RHWLGTFDTAEEAAVAYDKAATEIN- - - - - ALTNIL
CaERF20 KYRGVRQR - KWGRWAAE IQDKNNT - - - RHWLGTFDTAEEAAVAYDEAATEIN- - - - - ALTNIL
CaERF14 KYRGVRQR - KWGRWVAE IRDKNNT - - -RHWLGTFDTAEEAGVAYDEVAIEIN- - - - - ALTNIL
CaERF19 KYKGVRQR - KWGRWAAE IRDKNST - - -RHWLGS FETAEDAAVAYDEAATEIN- - - - - ALTNIL
Xb CaERF12  KYKGVRQR-KWGRWAAE IRDKNNT - - - RHWLGTFDTAEKAVVAYDEAATEIN- - - - - GLTIFW
CaERF10 KYRGVRQR - KWGRWVAE IRDKNNT - - -RHLLGTFDTAEEAVVAYDEAATEKN - - - - - ALTNIL
CaERF18 KYRGVRQR -KWGRWVAE IRDKNNT - - -RHWLGTFDTAEEAVVASDEEAIEIT - - - - - ALTNIL
CaERF11 KYEGVRQR -KQGKWTAEVRVLTKD- - -RIWIGTFNTIEEASLAYDKTVNEMK - - - - - TMTNIL
CaERF13 KYEGVRQR - KPGKWVAEVRVLTKD- - -Q IWIGTFNTAEETSLAYDETVIEMN - - - - - AVTNIL
CaERF21 KYEGVRQR -KQGKWVPDVRVLTKD- - -RIWIGTFSTVEEATLAYDKT INEMK - - - - - AVTNIL
CaERF17 KYEGFRQR -KPGKWVAEVRVLTKD- - -RIWIGTFNTAEETSLAYDETVIEMK - - - - - AATNIL
CaERF46 RFKGVRKMPCG-SYIAEIKDSS - -QRRYVWLGTFNTAEEAALAYDTAARKKYG - -QRAKTNF P
CaERF42 KYRGVTLHKCG -RWEARMGQFL - -GKKYVYLGLFDTE IEAARAYDKAAIKCNG - - KEAVTNF E
CaERF73 KYRGVRKRSGG -RYQAE IWIG - - - - - YNKHLGMF DTAEEAALAYDAAAIRLRG - - VNAKTNF P
CaERF44 RYKGIRKRVRNIRYGAEITKPG- -ETRGIWLGTYDTEKEAAQAYDRVAKRLKS - - PGAVLNF P
X] CaERF79 HYRGVWKSPSG-RYTTEISIAE----KNKWLGTFNTADLAAMAYDAAI IKFHG - - VGGKTNFP
CaERF74 RYRGVRKRSWG -KYQADIWIG - - - - - TTKYLGMFNTAKEAALAYDAAAIKFRG - - AKAKTNF P
CaERF45 HYNGVRKLQGR -RYAAEIRDPC--KKKNVWLCTFDTREQAATAYDAAVRLFHG - - HKAVTNF L
CaERF124 DSLS IAPAAPSPSMMTTTKPPE - -SLCRMGSGTSSMI IDGENGVEAESRKLPS - - SKYKGVVP

Fig. S3. Multiple sequence alignment of the DREB and ERF protein subfamilies. The amino acid sequences of these proteins were aligned by Clustal W. The
red color indicated characteristic amino acid i the DREB and ERF subfamily, respectively. The blue color indicated the specific WLG motif. The gray color
indicated more than 90% of highly conserved residues in the two subfamilies.
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Fig. S6. The expression patterns of CaERF genes 1n different tissues . The heat map was directly constructed by using the RPKM value. The RPKM value
was mapped to the Capsicum annuum genome of version 1.5 performed by Kim et al (2014).



