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Supplementary Table 1. AD T cell literature.  
A list of publications focused on AD adaptive immunity with key findings, methodologies and sample sizes for 
each study. 
 
Supplementary Table 2. Cohort characteristics.  
Sample size, sex characteristics, average age, ethnicity, education and cognitive score data are provided for 
study cohorts. 
 
Supplementary Table 3. Markers used for immune profiling by mass cytometry. 
Markers used in mass cytometry experiments included 21 cell surface antibodies and DNA interchelators. 
 
Supplementary Table 4. CITRUS model features.  
P-values a derived from comparing MCI/AD (n=23) vs. healthy (n=23) subjects; unpaired two-sided t-test.  
 
Supplementary Table 5. Significance of diagnosis on classical immune variables reveals alterations in 
CD8+ T cells.  
Dependent variables are listed, with corresponding p-values, marginal means, standard error and 95% 
confidence interval values for each group (n=57 healthy, n= 23 MCI/AD; unpaired two-sided t-test with 
Bonferroni correction). 
 
Supplementary Table 6. Characteristics of subjects used for post-mortem immunohistochemistry 
analysis.  
Age, sex, post-mortem inerval and pathology notes for each subject used for histology in cohort 3. 
 
Supplementary Table 7. TCR sequences from plate-seq experiments. 
T cell receptor sequences of each subject from plate-seq. 
 
Supplementary Table 8. Differentially expressed genes of several of the most highly expanded clones that 
have been previously associated with AD. 
Published studies related to differentially expressed genes of top AD T cell clones.  
 
Supplementary Table 9. GLIPH results from clustering AD CSF plate-seq TCRs. 
GLIPH algorithm results from plate-seq experiments.  
 
Supplementary Table 10. List of 80 MHC-I peptides included in the pool used in antigen presentation 
experiments. 
Amino acid lenths, species and antigens of the 80 MHC-I peptides used in antigen screening experiments.  
 
Supplementary Table 11. List of candidate peptides, sequence, antigen name and their HLA restriction 
for 15 candidate peptides used in antigen presentation experiments. 
Amino acid lenths, species, antigens and HLA specificity of peptides used in TCR stimulation experiments.  
 
Supplementary Table 12. Group characteristics for all study subjects. 
Group sizes, average age, sex, ethnicity, education, cognitive scores, APOE genotypes and biomarker levels of 
all study subjects. 

 


