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Supplementary table 1. Cox regression analysis for PR positive breast cancer TCGA cohort

95.0% ClI for Exp(B)

B SE Wald df Sig. Exp(B) Lower Upper
FAMBSH-ASL | 435 | 0.22 3.93 1 0.047 1.545 1.005 2.376
expression
Other 6.699 2 0.035
PR (Positive) 0.432 | 0.221 3.832 1 0.05 1.541 0.999 2.375
PR (Negative) | 0.981 | 0.477 4.23 1 0.04 2.666 1.047 6.787

Supplementary table 2. Cox regression analysis for ER positive breast cancer TCGA cohort

95.0% ClI for Exp(B)

B SE Wald df Sig. Exp(B) Lower Upper
FAM83HAS1
median 0.411 0.218 3.569 1 0.059 1.508 0.985 231
expression
Other 9.649 2 0.008
ER (Positive) 0.299 0.239 1.571 1 0.21 1.349 0.845 2.154
ER (Negative) | 1.305 0.433 9.089 1 0.003 3.689 1.579 8.618
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Supplementary table 3. Tumor and normal sample sizes used in the TCGA analyses

Cancer type Sample size

T N
ACC e 128
BLCA 404 28
BRCA 1085 291
CESC 306 13
CHOL 36 9
COAD 275 349
DLBC 47 337
ESCA 181 286
GBM 163 207
HNSC 519 44
KICH 66 53
KIRC 523 100
KIRP 286 60
LAML 173 70
LGG 518 207
LIHC 369 160
LUAD 483 347
LUSC 486 338
MESO 87 NA
ov 426 88
PAAD 179 171
PCPG 182 3
PRAD 492 152
READ 92 318
SARC 262 2
SKCM 461 558
STAD 408 211
TGCT 137 165
THCA 512 337
THYM 118 339
UCEC 174 91
ucs 57 78

UvMm 79 NA
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Supplementary figure 1. Survival curve for TCGA BRCA PR negative patients
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Supplementary figure 2. Survival curve for TCGA BRCA ER negative patients
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Supplementary figure 3. Survival curve for TCGA SKCM patients
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Supplementary figure 4. FAM83H-ASL is located both in the nucleus and cytoplasm in MCF7
cells
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Supplementary figure 4. FAM83H-ASL1 is not involved in invasion in ER/PR positive MCF7

cells
B
125 - sh-RANDOM sh-RANDOM sh-FAM83HAST
sh-FAM83HASH ,v BT i TN
100 ot R I R
i i \ | ,..;‘“. :i '
oL L EE RIS
24 h 48 h

~
Ul
24 h

Ul
o
I

Cells number

N
Ul

|
48 h




