Supplementary Table 4. Amino acid sequence of the functional mutation-reactive T cell receptors isolated from the
peripheral blood CD8'PD-1" subset of NCI-3998

Patient ID Reactivity TRArank/ | TRAV /TRAJ TCR alpha chain TRBV/TRBJ TCR beta chain
TRB rank V-J amino acid sequence V-D-J amino acid sequence
(T cell (CDR3 highlighted) (CDR3 highlighted)
population
of origin)
NCI-3998 | MAGEAG6g;65« A1/B1 TRAV21*01/ METLLGLLILWLQLQWVSSK TRBV7-3*01/ | MGTRLLCWAALCLLGADHTGAGVS
—specific TCR | (TMG1- TRAJ21*01F | QEVTQIPAALSVPEGENLVLN | TRBJ1-2*01 | QTPSNKVTEKGKYVELRCDPISGHTA
enriched) CSFTDSAIYNLQWFRQDPGK LYWYRQSLGQGPEFLIYFQGTGAAD
GLTSLLLIQSSQREQTSGRLNA DSGLPNDRFFAVRPEGSVSTLKIQRTE
SLDKSSGRSTLYIAASQPGDSA RGDSAVYLCASSSQGGYGYTFGSGTR
TYLCAVDNFNKFYFGSGTKLN LTVV
VKP
MAGEAG6g65¢ A2/B2 TRAV39*01/ MKKLLAMILWLQLDRLSGELK | TRBV7-6*01/ | MGTSLLCWVVLGFLGTDHTGAGVS
—specific TCR | (TMG1- TRAJ58*01 VEQNPLFLSMQEGKNYTIYCN | TRBJ1-2*01 | QSPRYKVTKRGQDVALRCDPISGHVS
enriched) YSTTSDRLYWYRQDPGKSLES LYWYRQALGQGPEFLTYFNYEAQQD
LFVLLSNGAVKQEGRLMASLD KSGLPNDRFSAERPEGSISTLTIQRTE
TKARLSTLHITAAVHDLSATYF QRDSAMYRCASSFDRGYGYTFGSGT
CAGSGSRLTFGEGTQLTVNP RLTVV
PDS5Av1000k;H1 A1/B2 TRAV38- MTRVSLLWAVVVSTCLESGM | TRBV27*01/ MGPQLLGYVVLCLLGAGPLEAQVTQ
007y (TMG3- 1*01/ AQTVTQSQPEMSVQEAETVT | TRBJ2-2*01 NPRYLITVTGKKLTVTCSQNMNHEY
—specificTCR | enriched) | TRAI53*01 | LSCTYDTSENNYYLFWYKQPP MSWYRQDPGLGLRQIVYSMNVEVT
SRQMILVIRQEAYKQQNATE DKGDVPEGYKVSRKEKRNFPLILESPS
NRFSVNFQKAAKSFSLKISDS PNQTSLYFCASSLSGGLLRTGELFFGE
QLGDTAMYFCAFTELNSGGS GSRLTVL
NYKLTFGKGTLLTVNP
MED13p16915 A1/B1 TRAV12- MISLRVLLVILWLQLSWVWS TRBV9*01/ MGFRLLCCVAFCLLGAGPVDSGVTQ
—specific TCR | (TMG5- 1*01/ QRKEVEQDPGPFNVPEGATV | TRBJ2-1*01 | TPKHLITATGQRVTLRCSPRSGDLSVY
enriched) | TRAJ27*01 | AFNCTYSNSASQSFFWYRQD WYQQSLDQGLQFLIQYYNGEERAKG
CRKEPKLLMSVYSSGNEDGRF NILERFSAQQFPDLHSELNLSSLELGD
TAQLNRASQYISLLIRDSKLSD SALYFCASSGRVTGGFYNEQFFGPGT
SATYLCVVNTNAGKSTFGDGT RLTVL
TLTVKP
MED13p16915 A2/B2 TRAV12- MKSLRVLLVILWLQLSWVWS TRBV27*01/ MGPQLLGYVVLCLLGAGPLEAQVTQ
—specific TCR | (TMG5- 2*%01/ QQKEVEQNSGPLSVPEGAIAS | TRBJ2-7*01 | NPRYLITVTGKKLTVTCSQNMNHEY
enriched) | TRAJ29%*01 | LNCTYSDRGSQSFFWYRQYS MSWYRQDPGLGLRQIYYSMNVEVT
GKSPELIMFIYSNGDKEDGRF DKGDVPEGYKVSRKEKRNFPLILESPS
TAQLNKASQYVSLLIRDSQPS PNQTSLYFCASSFGGAYEQYFGPGTR
DSATYLCASSGGNTPLVFGKG LTVT
TRLSVIA

The amino acid sequences of the TRAV-TRAJ or the TRBV-TRBD-TRBJ rearrangements, encoding for the hypervariable region of the TRA and TRB

genes, used to construct each TCR are shown. The amino acid sequence of the complementarity determining region 3 (CDR3) important for peptide
recognition is highlighted in grey.
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