
 
 

   

Fig. S1. Alignment of characterised AT3 acetyltransferases. Protein sequences are in the same order as Table S1 after Salmonella ser. Paratyphi A OafB WP_00400612. 

SGNH fused acetyltransferases are indicated by a grey box. Asterisk mark residues selected for mutation from this alignment. 
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