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Figure S6| In vitro acetyl-esterase activity of C-
terminal OafA and OafB assessed by hydrolysis of
pNitrophenyl acetate (pNPA). Solid line = Active
protein, dashed line = Heat treated protein. Error bars
= SEM, N=3. Some error bars are obscured by point
markers. ‘C-Long’ constructs comprise the SGNH
domain with full SGNH, ‘C-Short’ constructs
comprise the SGNH domain with fewer SGNH,,
residues to expose the SGNH domain active site. See
Figure 1 for details of the C-terminal OafA and OafB
constructs.



