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Smo_EFJ32905 VSSSI RTFLRRDRSEVAGLLRI FFHDCF- - GCDASVLLMGLNGKESEQQAVPNLTLRPKSLQAI TDI KARLEKACPGTVSCADI I ALATRDAVNEAGGPWFPLPTGRKDSKSFASVQETLNNLPPPSFNASELLESFQSKGLNATDLVAL   150
Inferred_ancestor_Node_24 VSSSI RTFLRRDRSEVAGLLRI FFHDCFVQGCDASVLLMGLNGKESEQQAVPNLTLRPKSLQAI TDI KARLEKACPGTVSCADI I ALATRDAVNEAGGPWFPLPTGRKDSKSFASVQETLNNLPPPSFNASELLESFQSKGLNATDLVAL   150
Smo_EFJ15769 VSSSI RTFLRRDRSEVAGLLRI I FHDCFVQGCDASVLLVGLNGKESEQQAVPNLTLRPKSLQAI TDI KARLEKACPGTVSCADI I ALATRDAVNLAGGPWFPLPTGRKDSKSFASVQETLNNLPPPSFNASELLESFQSKGLNATDLVAL   150
Inferred_ancestor_Node_14 VRSSI RKFFRRDRSVAAGLLRI FFHDCFVQGCDASVLLTGLNGKASEQPAVPNLTLRPKSLQAI NDI KARVEKACPGTVSCADI I ALATRDAVNVAGGPWFPVPTGRKDSKTFASVQATLNNLPPPSFNASELLASFQSKGLNATDLVAL   150
Ath_AT1G71695.1 I RKELKKVFKRDI GLAAAI LRI HFHDCFVQGCEASVLLAGSASGPGEQSSI PNLTLRQQAFVVI NNLRALVQKKCGQVVSCSDI LALAARDSVVLSGGPDYAVPLGRRDSLAFASQETTLNNLPPPFFNASQLI ADFANRNLNI TDLVAL   150
Inferred_ancestor_Node_23 I RKDLKKVFKRDI GLAAALLRI HFHDCFVQGCDASVLLAGSASGPGEQSAI PNLTLRQQAFVVI NDLRALVQKKCGQVVSCADI LALAARDSVVLSGGPDYAVPLGRRDSLAFASQETTLNNLPPPFFNASQLI AYFANRNLNI TDLVAL   150
Inferred_ancestor_Node_15 I RKHLKKVFRRDI GLAAALLRI HFHDCFVQGCDASVLLAGSASGPGEQSAI PNLTLRQQAFVVI NDI RALVQKKCGQVVSCADI I ALATRDSVVLSGGPDYAVPLGRRDSLAFASQEATLNNLPPPFFNASQLI AYFANRNLNTTDLVAL   150
Vvi_VIT_18s0072g00160.t01 I RRHLKKVFKKDI GNAAGLLRLHFHDCFVQGCDASVLLDGSASGPGEQEAPPNLSLRAAAFQI I DELRELVDEECGTVVSCADI VAI AARDSVHLSGGPDYDVPLGRRDGLNFASRDATVANLPSPNTNASTLI EFLATKNLDATDLVAL   150
Bdi_KQJ85452 VKYHVGEAFRRDVGI APALVRI LFHDCFPQGCDASVLLNGTGS- - - ELLEVPNQTLRPTALKLI DDI RAAVHRFCGPVVSCADI TALATRDALVAAGGPTYEI PLGRRDGLAPAS- KALVGTLPAPFFDVPTLI KSFKDRNLTTADLVSL   150
Inferred_ancestor_Node_16 VKYHVGEAFRRDVGI APALVRI LFHDCFPQGCDASVLLNGTGSGPGELLEVPNQTLRPTALKLI DDI RAAVHRFCGPVVSCADI TALATRDSLVAAGGPTYEVPLGRRDGLAPASTKALVGTLPAPFFDVPTLI KSFKDRNLTTADLVSL   150
Tae_TraesCS2A02G574400.1 VAFHVGEAFKNDSGVAPALI RI LFHDCFPQGCDGSVLI EGPGT- - - EQDEI PNKTLRRVALDLI DRI RMRVHSACSRTVSCADI TVLATRESLVLAGGPRFEVALGRRDSFFPAS- PVQVGLLPAPFHPVDKLI KSFGDRGLNVTDLVAL   150
Tur_TRIUR3_03591-P1 VAFHVGEAFKNDSGVAPALI RI LFHDCFPQGCDGSVLI EGPGT- - - EQDEI PNKTLRRVALDLI DRI RMRVHSACSRTVSCADI TVLATRESLVLAGGPRFEVALGRRDSFFPAS- PVQVGLLPAPFHPVDKLI KSFGDRGLDVADLVSL   150
Inferred_ancestor_Node_22 VAFHVGEAFKNDSGVAPALI RI LFHDCFPQGCDGSVLI EGPGTGPGEQDEI PNKTLRRVALDLI DRI RMRVHSACSRTVSCADI TVLATRESLVLAGGPRFEVALGRRDSFFPASTPVQVGLLPAPFHPVDKLI KSFGDRGLDVADLVSL   150
Tae_TraesCS2B02G613900.1.cds1 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNELPNQTLRPVALDLI ERI RAAVHRACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPAT- KDQVGLLPAPFFNVSTLVSSFGDRGLDVADLVSL   150
Tdi_TRIDC2BG088710.2 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNELPNQTLRPVALDLI ERI RAAVHRACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPAT- KDQVGLLPAPFFNVSTLVSSFGDRGLDVADLVSL   150
Inferred_ancestor_Node_21 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGSGPGELNELPNQTLRPVALDLI ERI RAAVHRACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPATTKDQVGLLPAPFFNVSTLVSSFGDRGLDVADLVSL   150
Tae_TraesCS2A02G573900.1.cds1 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVSLGRRDALAPAS- SALVGLLPAPFFDVPTLI SSFSNRSLDVADLVSL   150
Tdi_TRIDC2AG080470.2 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVSLGRRDALAPAS- SALVGLLPAPFFDVPTLI SSFSNRSLDVADLVSL   150
Inferred_ancestor_Node_20 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGSGPGELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVSLGRRDALAPASTSALVGLLPAPFFDVPTLI SSFSNRSLDVADLVSL   150
Inferred_ancestor_Node_19 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGSGPGELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPASTSALVGLLPAPFFDVPTLI SSFGNRSLDVADLVSL   150
Ata_AET2Gv21275100.1 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVKAGGPRFDVALGRRDGLAPAS- SALVGLLPAPFFDVPTLI SSFGNRSLDVADLVSL   150
Inferred_ancestor_Node_18 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGSGPGELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPASTTALVGLLPAPFFDVPTLI SSFGDRSLDVADLVSL   150
Inferred_ancestor_Node_17 VEFHVGEAFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGSGPGELNEVPNQTLRPVALDLI DRI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFEVALGRRDALAPASTTALVGLLPAPFFDVPTLI SSFGDRSLDVADLVSL   150
Ppa_Pp3c19_20780V3.3 I RDSI YRMYEKKGNI ATSFI RFGFHDFFN- GADASFFLLSAPGKTSEKDSHSMVGMRNE- - KYVNNI KAEVEKVCPGVVSCADI LAVGSAAAVQVLGGPYI HVKTGRKDTR- - NSMKSSADTI PRPQDGVTKVLTFYKNI GI NPREAVAL   150
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Smo_EFJ32905 SGAHTVGKAHCPTFSGRLRP- - SLDPDLDI NFAQKLAATCREGDDDFATSNSTDLDSSTPNRFDNAYYRNLLGKKGLLTSDQQLFVDNRTSSLVEAFARS   250
Inferred_ancestor_Node_24 SGAHTVGKAHCPTFSGRLRPVFSLDPDLDI NFAQKLAATCREGDDDFATSNSTDLDSSTPNRFDNAYYRNLLGKKGLLTSDQQLFVDNRTSSLVEAFARS   250
Smo_EFJ15769 SGAHTVGKAHCPTFSGRLRP- - SLDPDLDI NFAQKLAATCREGDDDFATSNSTDLDSSTPNRFDNAYYRNLLRKKGLLTSDQQLFVDNRTSSLVEAFACS   250
Inferred_ancestor_Node_14 SGAHTI GKAHCPTFTGRLRPVFSLDPNMDI NFAQTLEATCPEGDADFATSNSTDLDSPTPNRFDNKYYRNLLGKQGLLTSDQELFVDNRTRSLVEAFARN   250
Ath_AT1G71695.1 SGGHTI GI AHCPSFTDRLYP- - NQDPTMNQFFANSLKRTCPT- - ANSS- - NTQVNDI RSPDVFDNKYYVDLMNRQGLFTSDQDLFVDKRTRGI VESFAI D   250
Inferred_ancestor_Node_23 SGGHTI GI AHCPSFTDRLYPVFNQDPTMDQFFANSLKRTCPTGDANSSGSNTQVNDI RTPDVFDNKYYVDLMNRQGLFTSDQDLFVDKRTRGI VESFAI D   250
Inferred_ancestor_Node_15 SGAHTI GI AHCPSFTDRLYPVFTQDPTMDQVFANSLKRTCPTGDADSSGSNTQVNDI RTPDVFDNKYYVDLMDRQGLFTSDQDLFVDKRTRGI VESFALN   250
Vvi_VIT_18s0072g00160.t01 SGGHTI GLGHCSSFTSRLYP- - TQDPTMEEKFANDLKEI CPASDTNAT- - - - TVLDI RTPNHFDNKYYVDLVHRQGLFTSDQDLYSYEKTRGI VKSFAED   250
Bdi_KQJ85452 SGAHTI GHSHCPSFNDRFPP- - SADPTI DPDFSKKLQAKCAA- - DVPSGTVTQVNDVRTPDVFDNKYYFDLI ARQGLFKSDQGLI DHADTKRMATRFALN   250
Inferred_ancestor_Node_16 SGAHTI GHAHCPSFNDRFPPVFSADPTI DPDFAKKLQAKCAAGDDVPSGTVTQVNDVRTPDVFDNKYYFDLI ARQGLFKSDQGLI DHADTKRMATRFALN   250
Tae_TraesCS2A02G574400.1 SGAHTFGVAHCPAFDDRFKNGFDTNPAI DPKFATGLRNKCAK- - DTPEGTLKQNLDVRTPDVFDNKYYFDLI ARQGLFKSDQGLFDHPTTKRMATRFSLN   250
Tur_TRIUR3_03591-P1 SGAHTFGVAHCPAFDDRFKNGFDTNPAI DPKFATGLRNKCAK- - DTPEGTLKQNLDVRTPDI FDNKYYFDLI ARQGLFKSDQGLFDHPTTKRMATRFSLN   250
Inferred_ancestor_Node_22 SGAHTFGVAHCPAFDDRFKNGFDTNPAI DPKFATGLRNKCAKGDDTPEGTLKQNLDVRTPDVFDNKYYFDLI ARQGLFKSDQGLFDHPTTKRMATRFSLN   250
Tae_TraesCS2B02G613900.1.cds1 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DGKFATSLRNKCAG- - DNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Tdi_TRIDC2BG088710.2 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DGKFATSLRNKCAG- - DNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_21 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DGKFATSLRNKCAGGDDNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Tae_TraesCS2A02G573900.1.cds1 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAG- - DNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Tdi_TRIDC2AG080470.2 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAG- - DNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_20 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGGDDNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_19 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGGDDNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Ata_AET2Gv21275100.1 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAG- - DNPAGTLTQNLDVRTPDVFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_18 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGGDDNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_17 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGGDDNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Ppa_Pp3c19_20780V3.3 MGAHTI GRAHCTSFI ERI FP- - KVDPKMDPVFAEKLKRRCPAKPTSVHFTYFRNDEP- SPMAFDNNYFKNLVTKQGLMGI DSALYWDGRTQKYVI EFSQN   250
                      . . . . . . . 160. . . . . . . 170. . . . . . . 180. . . . . . . 190. . . . . . . 200. . . . . . . 210. . . . . . . 220. . . . . . . 230. . . . . . . 240. . . . . . . 250

Naive Empirical Bayes (NEB) analysis
Bayes Empirical Bayes (BEB) analysis 
Positively selected sites (*: P>95%; **: P>99%)
(amino acids refer to 1st sequence: EFJ32905)

            Pr(w>1)     post mean +- SE for w

    95 E      0.583         2.890 +- 2.403
   185 K      0.558         2.760 +- 2.335

a Positively selected sites and inferred ancestral sequences by M2a model of PAML
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Smo_EFJ15769 VSSSI RTFLRRDRSEVAGLLRI I FHDCFVQGCDASVLLVGLNGKESEQQAVPNLTLRPKSLQAI TDI KARLEKACPGTVSCADI I ALATRDAVNLAGGPWFPLPTGRKDSKSFASVQETLNNLPPPSFNASELLESFQSKGLNATDLVAL   150
Inferred_ancestor_Node_24 VSSSI RTFLRRDRSEVAGLLRI I FHDCFVQGCDASVLLVGLNGKESEQQAVPNLTLRPKSLQAI TDI KARLEKACPGTVSCADI I ALATRDAVNLAGGPWFPLPTGRKDSKSFASVQETLNNLPPPSFNASELLESFQSKGLNATDLVAL   150
Smo_EFJ32905 VSSSI RTFLRRDRSEVAGLLRI FFHDCF- - GCDASVLLMGLNGKESEQQAVPNLTLRPKSLQAI TDI KARLEKACPGTVSCADI I ALATRDAVNEAGGPWFPLPTGRKDSKSFASVQETLNNLPPPSFNASELLESFQSKGLNATDLVAL   150
Inferred_ancestor_Node_14 VRSSI RKFFRRDRSEAAALLRI I FHDCFVQGCDASVLLVGLTGKASEQQAVPNLTLRPKSLQAI NDI KARVEKACPGTVSCADI I ALATRDAVNLAGGPWFPVPTGRKDSKSFASVQATLNNLPPPSFNASELLESFQSKGLNATDLVAL   150
Ath_AT1G71695.1 I RKELKKVFKRDI GLAAAI LRI HFHDCFVQGCEASVLLAGSASGPGEQSSI PNLTLRQQAFVVI NNLRALVQKKCGQVVSCSDI LALAARDSVVLSGGPDYAVPLGRRDSLAFASQETTLNNLPPPFFNASQLI ADFANRNLNI TDLVAL   150
Inferred_ancestor_Node_23 I RKHLKKVFKRDI GLAAALLRI HFHDCFVQGCDASVLLAGSASGPGEQSAI PNLTLRPQAFVVI NDLRALVQKKCGQVVSCADI LALAARDSVVLSGGPDYAVPLGRRDSLAFASQEATVNNLPPPFFNASQLI AYFANRNLNI TDLVAL   150
Inferred_ancestor_Node_15 I RKHLKKVFKRDI GLAAALLRI HFHDCFVQGCDASVLLAGSASGPGEQSAI PNLTLRPQAFQVI NDI RALVQKKCGPVVSCADI I ALAARDSVVLSGGPDYAVPLGRRDSLAFASQEATVNNLPPPFFNASKLI AYFANRNLNTTDLVAL   150
Vvi_VIT_18s0072g00160.t01 I RRHLKKVFKKDI GNAAGLLRLHFHDCFVQGCDASVLLDGSASGPGEQEAPPNLSLRAAAFQI I DELRELVDEECGTVVSCADI VAI AARDSVHLSGGPDYDVPLGRRDGLNFASRDATVANLPSPNTNASTLI EFLATKNLDATDLVAL   150
Bdi_KQJ85452 VKYHVGEAFRRDVGI APALVRI LFHDCFPQGCDASVLLNGTGS- - - ELLEVPNQTLRPTALKLI DDI RAAVHRFCGPVVSCADI TALATRDALVAAGGPTYEI PLGRRDGLAPAS- KALVGTLPAPFFDVPTLI KSFKDRNLTTADLVSL   150
Inferred_ancestor_Node_16 VKYHVGEAFRRDVGI APALVRI LFHDCFPQGCDASVLLNGTGSGPGELLEVPNQTLRPTALKLI DDI RAAVHRFCGPVVSCADI TALATRDSLVAAGGPTYEI PLGRRDGLAPASRKALVGTLPAPFFDVPTLI KSFKDRNLTTADLVSL   150
Tae_TraesCS2A02G574400.1 VAFHVGEAFKNDSGVAPALI RI LFHDCFPQGCDGSVLI EGPGT- - - EQDEI PNKTLRRVALDLI DRI RMRVHSACSRTVSCADI TVLATRESLVLAGGPRFEVALGRRDSFFPAS- PVQVGLLPAPFHPVDKLI KSFGDRGLNVTDLVAL   150
Tur_TRIUR3_03591-P1 VAFHVGEAFKNDSGVAPALI RI LFHDCFPQGCDGSVLI EGPGT- - - EQDEI PNKTLRRVALDLI DRI RMRVHSACSRTVSCADI TVLATRESLVLAGGPRFEVALGRRDSFFPAS- PVQVGLLPAPFHPVDKLI KSFGDRGLDVADLVSL   150
Inferred_ancestor_Node_22 VAFHVGEAFKNDSGVAPALI RI LFHDCFPQGCDGSVLI EGPGTGPGEQDEI PNKTLRRVALDLI DRI RMRVHSACSRTVSCADI TVLATRESLVLAGGPRFEVALGRRDSFFPASRPVQVGLLPAPFHPVDKLI KSFGDRGLDVADLVSL   150
Tae_TraesCS2B02G613900.1.cds1 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNELPNQTLRPVALDLI ERI RAAVHRACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPAT- KDQVGLLPAPFFNVSTLVSSFGDRGLDVADLVSL   150
Tdi_TRIDC2BG088710.2 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNELPNQTLRPVALDLI ERI RAAVHRACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPAT- KDQVGLLPAPFFNVSTLVSSFGDRGLDVADLVSL   150
Inferred_ancestor_Node_21 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGSGPGELNELPNQTLRPVALDLI ERI RAAVHRACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPATRKDQVGLLPAPFFNVSTLVSSFGDRGLDVADLVSL   150
Tae_TraesCS2A02G573900.1.cds1 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVSLGRRDALAPAS- SALVGLLPAPFFDVPTLI SSFSNRSLDVADLVSL   150
Tdi_TRIDC2AG080470.2 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVSLGRRDALAPAS- SALVGLLPAPFFDVPTLI SSFSNRSLDVADLVSL   150
Inferred_ancestor_Node_20 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGSGPGELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVSLGRRDALAPASRSALVGLLPAPFFDVPTLI SSFSNRSLDVADLVSL   150
Inferred_ancestor_Node_19 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGSGPGELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPASRSALVGLLPAPFFDVPTLI SSFGNRSLDVADLVSL   150
Ata_AET2Gv21275100.1 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVKAGGPRFDVALGRRDGLAPAS- SALVGLLPAPFFDVPTLI SSFGNRSLDVADLVSL   150
Inferred_ancestor_Node_18 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGSGPGELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPASRTALVGLLPAPFFDVPTLI SSFGDRSLDVADLVSL   150
Inferred_ancestor_Node_17 VEFHVGEAFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGSGPGELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPASRTALVGLLPAPFFDVPTLI SSFGDRSLDVADLVSL   150
Ppa_Pp3c19_20780V3.3 I RDSI YRMYEKKGNI ATSFI RFGFHDFFN- GADASFFLLSAPGKTSEKDSHSMVGMRNE- - KYVNNI KAEVEKVCPGVVSCADI LAVGSAAAVQVLGGPYI HVKTGRKDTR- - NSMKSSADTI PRPQDGVTKVLTFYKNI GI NPREAVAL   150
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Smo_EFJ15769 SGAHTVGKAHCPTFSGRLRP- - SLDPDLDI NFAQKLAATCREGDDDFATSNSTDLDSSTPNRFDNAYYRNLLRKKGLLTSDQQLFVDNRTSSLVEAFACS   250
Inferred_ancestor_Node_24 SGAHTVGKAHCPTFSGRLRPVFSLDPDLDI NFAQKLAATCREGDDDFATSNSTDLDSSTPNRFDNAYYRNLLRKKGLLTSDQQLFVDNRTSSLVEAFACS   250
Smo_EFJ32905 SGAHTVGKAHCPTFSGRLRP- - SLDPDLDI NFAQKLAATCREGDDDFATSNSTDLDSSTPNRFDNAYYRNLLGKKGLLTSDQQLFVDNRTSSLVEAFARS   250
Inferred_ancestor_Node_14 SGAHTI GKAHCPTFTGRLRPVFSLDPNMDI NFAQKLKATCPEGDADFATSNSTDLDSPTPNRFDNKYYRNLLRKQGLLTSDQELFVDNRTRSLVEAFACN   250
Ath_AT1G71695.1 SGGHTI GI AHCPSFTDRLYP- - NQDPTMNQFFANSLKRTCPT- - ANSS- - NTQVNDI RSPDVFDNKYYVDLMNRQGLFTSDQDLFVDKRTRGI VESFAI D   250
Inferred_ancestor_Node_23 SGGHTI GI AHCPSFTDRLYPVFTQDPTMDQFFANSLKRTCPAGDANSSGSNTQVNDI RTPDVFDNKYYVDLMNRQGLFTSDQDLFVDKRTRGI VESFAI D   250
Inferred_ancestor_Node_15 SGAHTI GI AHCPSFTDRLYPVFTQDPTMDQNFANSLKRTCPAGDADSSGSNTQVNDI RTPDVFDNKYYVDLMNRQGLFTSDQDLFVDKRTRGI VESFAI N   250
Vvi_VIT_18s0072g00160.t01 SGGHTI GLGHCSSFTSRLYP- - TQDPTMEEKFANDLKEI CPASDTNAT- - - - TVLDI RTPNHFDNKYYVDLVHRQGLFTSDQDLYSYEKTRGI VKSFAED   250
Bdi_KQJ85452 SGAHTI GHSHCPSFNDRFPP- - SADPTI DPDFSKKLQAKCAA- - DVPSGTVTQVNDVRTPDVFDNKYYFDLI ARQGLFKSDQGLI DHADTKRMATRFALN   250
Inferred_ancestor_Node_16 SGAHTI GHAHCPSFNDRFPPVFSADPTI DPDFAKKLQAKCAAGDDVPSGTVTQVNDVRTPDVFDNKYYFDLI ARQGLFKSDQGLI DHADTKRMATRFALN   250
Tae_TraesCS2A02G574400.1 SGAHTFGVAHCPAFDDRFKNGFDTNPAI DPKFATGLRNKCAK- - DTPEGTLKQNLDVRTPDVFDNKYYFDLI ARQGLFKSDQGLFDHPTTKRMATRFSLN   250
Tur_TRIUR3_03591-P1 SGAHTFGVAHCPAFDDRFKNGFDTNPAI DPKFATGLRNKCAK- - DTPEGTLKQNLDVRTPDI FDNKYYFDLI ARQGLFKSDQGLFDHPTTKRMATRFSLN   250
Inferred_ancestor_Node_22 SGAHTFGVAHCPAFDDRFKNGFDTNPAI DPKFATGLRNKCAKGDDTPEGTLKQNLDVRTPDVFDNKYYFDLI ARQGLFKSDQGLFDHPTTKRMATRFSLN   250
Tae_TraesCS2B02G613900.1.cds1 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DGKFATSLRNKCAG- - DNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Tdi_TRIDC2BG088710.2 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DGKFATSLRNKCAG- - DNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_21 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DGKFATSLRNKCAGGDDNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Tae_TraesCS2A02G573900.1.cds1 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAG- - DNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Tdi_TRIDC2AG080470.2 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAG- - DNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_20 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGGDDNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_19 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGGDDNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Ata_AET2Gv21275100.1 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAG- - DNPAGTLTQNLDVRTPDVFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_18 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGGDDNPAGTLTQNLDVRTPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_17 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGGDDNPAGTLTQNLDVRTPDVFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Ppa_Pp3c19_20780V3.3 MGAHTI GRAHCTSFI ERI FP- - KVDPKMDPVFAEKLKRRCPAKPTSVHFTYFRNDEP- SPMAFDNNYFKNLVTKQGLMGI DSALYWDGRTQKYVI EFSQN   250
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Naive Empirical Bayes (NEB) analysis
Bayes Empirical Bayes (BEB) analysis 
Positively selected sites (*: P>95%; **: P>99%)
(amino acids refer to 1st sequence: EFJ32905)

            Pr(w>1)     post mean +- SE for w

    95 E      0.843         2.107 +- 1.258
   110 S      0.531         1.427 +- 1.021
   117 Q      0.665         1.798 +- 1.321
   135 E      0.608         1.538 +- 1.007
   185 K      0.867         2.131 +- 1.237
   212 R      0.704         1.842 +- 1.248

 9 TraesCS2A02G573900.1

 10 TRIDC2AG080470.2

 11 AET2Gv21275100.1

 7 TraesCS2B02G613900.1

 8 TRIDC2BG088710.2

 5 TraesCS2A02G574400.1

 6 TRIUR3 03591-P1

 12 KQJ85452

 3 AT1G71695.1

 4 VIT 18s0072g00160.t01

 1 EFJ32905

 2 EFJ15769

 13 Pp3c19 20780V3.3
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b Positively selected sites and inferred ancestral sequences by M8 model of PAML



c
(9) TraesCS2A02G573900.1
(10) TRIDC2AG080470.2
(11) AET2Gv21275100.1
(7) TraesCS2B02G613900.1
(8) TRIDC2BG088710.2

(5) TraesCS2A02G574400.1
(6) TRIUR3 03591-P1

(12) KQJ85452
(3) AT1G71695.1

(4) VIT 18s0072g00160.t01
(13) Pp3c19 20780V3.3

(1) EFJ32905
(2) EFJ15769
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Inferred ancestral sequences by MEGAX

                               :    :     . . .  .  . . . : : * :  *** *  * . : . * . : :  .       *     .    : *       :   : :   : .   *   . ***: ** . : . :   : :    ***   :   **: *     :        : *  *    .   : :       . :    :  * : *
Smo_EFJ15769 VSSSI RTFLRRDRSEVAGLLRI I FHDCFVQGCDASVLLVGLNGKESEQQAVPNLTLRPKSLQAI TDI KARLEKACPGTVSCADI I ALATRDAVNLAGGPWFPLPTGRKDSKSFASVQETLNNLPPPSFNASELLESFQSKGLNATDLVAL   150
Inferred_ancestor_Node_23 VSSSI RTFLRRDRSEVAGLLRI I FHDCFVQGCDASVLLVGLNGKESEQQAVPNLTLRPKSLQAI TDI KARLEKACPGTVSCADI I ALATRDAVNLAGGPWFPLPTGRKDSKSFASVQETLNNLPPPSFNASELLESFQSKGLNATDLVAL   150
Smo_EFJ32905 VSSSI RTFLRRDRSEVAGLLRI FFHDCF- - GCDASVLLMGLNGKESEQQAVPNLTLRPKSLQAI TDI KARLEKACPGTVSCADI I ALATRDAVNEAGGPWFPLPTGRKDSKSFASVQETLNNLPPPSFNASELLESFQSKGLNATDLVAL   150
Inferred_ancestor_Node_24 VRSSI RKVFRRDRSI AAGLLRI LFHDCFVQGCDASVLLVGSAGKPSEQQAVPNLTLRPKALQVI NDI KARVEKACPGVVSCADI I ALATRDAVNLAGGPYFPVPTGRKDSKSFASVKATLNNLPPPSFNASELLESFKNKGLNATDLVAL   150
Ath_AT1G71695.1 I RKELKKVFKRDI GLAAAI LRI HFHDCFVQGCEASVLLAGSASGPGEQSSI PNLTLRQQAFVVI NNLRALVQKKCGQVVSCSDI LALAARDSVVLSGGPDYAVPLGRRDSLAFASQETTLNNLPPPFFNASQLI ADFANRNLNI TDLVAL   150
Inferred_ancestor_Node_21 I RKHLKKVFKRDI GI AAALLRI HFHDCFVQGCDASVLLAGSASGPGEQEAI PNLTLRPQAFQVI NDLRALVQKECGQVVSCADI VALAARDSVVLSGGPDYDVPLGRRDSLAFASQEATVNNLPPPFFNASTLI ESFANRNLNATDLVAL   150
Inferred_ancestor_Node_22 I RSHI KKVFKRDI GI AAALLRI HFHDCFVQGCDASVLLAGSASGPGEQEAVPNLTLRPQALQVI NDI RALVQKACGPVVSCADI I ALATRDSVVLAGGPDYDVPLGRRDSLAFASQKATVNNLPPPFFNASTLI ESFKNRNLNATDLVAL   150
Vvi_VIT_18s0072g00160.t01 I RRHLKKVFKKDI GNAAGLLRLHFHDCFVQGCDASVLLDGSASGPGEQEAPPNLSLRAAAFQI I DELRELVDEECGTVVSCADI VAI AARDSVHLSGGPDYDVPLGRRDGLNFASRDATVANLPSPNTNASTLI EFLATKNLDATDLVAL   150
Bdi_KQJ85452 VKYHVGEAFRRDVGI APALVRI LFHDCFPQGCDASVLLNGTGS- - - ELLEVPNQTLRPTALKLI DDI RAAVHRFCGPVVSCADI TALATRDALVAAGGPTYEI PLGRRDGLAPAS- KALVGTLPAPFFDVPTLI KSFKDRNLTTADLVSL   150
Inferred_ancestor_Node_20 VKYHVGEAFRRDVGI APALVRI LFHDCFPQGCDASVLLNGTGS- - - ELNEVPNQTLRPTALKLI DDI RAAVHRACGPVVSCADI TALATRDALVAAGGPTYEVPLGRRDGLAPAS- KALVGTLPAPFFDVPTLI KSFKDRNLNTADLVSL   150
Tae_TraesCS2A02G574400.1 VAFHVGEAFKNDSGVAPALI RI LFHDCFPQGCDGSVLI EGPGT- - - EQDEI PNKTLRRVALDLI DRI RMRVHSACSRTVSCADI TVLATRESLVLAGGPRFEVALGRRDSFFPAS- PVQVGLLPAPFHPVDKLI KSFGDRGLNVTDLVAL   150
Inferred_ancestor_Node_18 VAFHVGEAFKNDSGVAPALI RI LFHDCFPQGCDGSVLI EGPGT- - - EQDEI PNKTLRRVALDLI DRI RMRVHSACSRTVSCADI TVLATRESLVLAGGPRFEVALGRRDSFFPAS- PVQVGLLPAPFHPVDKLI KSFGDRGLDVADLVSL   150
Tur_TRIUR3_03591-P1 VAFHVGEAFKNDSGVAPALI RI LFHDCFPQGCDGSVLI EGPGT- - - EQDEI PNKTLRRVALDLI DRI RMRVHSACSRTVSCADI TVLATRESLVLAGGPRFEVALGRRDSFFPAS- PVQVGLLPAPFHPVDKLI KSFGDRGLDVADLVSL   150
Tae_TraesCS2B02G613900.1.cds1 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNELPNQTLRPVALDLI ERI RAAVHRACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPAT- KDQVGLLPAPFFNVSTLVSSFGDRGLDVADLVSL   150
Inferred_ancestor_Node_16 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNELPNQTLRPVALDLI ERI RAAVHRACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPAT- KDQVGLLPAPFFNVSTLVSSFGDRGLDVADLVSL   150
Tdi_TRIDC2BG088710.2 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNELPNQTLRPVALDLI ERI RAAVHRACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPAT- KDQVGLLPAPFFNVSTLVSSFGDRGLDVADLVSL   150
Tae_TraesCS2A02G573900.1.cds1 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVSLGRRDALAPAS- SALVGLLPAPFFDVPTLI SSFSNRSLDVADLVSL   150
Tdi_TRIDC2AG080470.2 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVSLGRRDALAPAS- SALVGLLPAPFFDVPTLI SSFSNRSLDVADLVSL   150
Inferred_ancestor_Node_14 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVSLGRRDALAPAS- SALVGLLPAPFFDVPTLI SSFSNRSLDVADLVSL   150
Inferred_ancestor_Node_15 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPAS- SALVGLLPAPFFDVPTLI SSFGNRSLDVADLVSL   150
Ata_AET2Gv21275100.1 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVKAGGPRFDVALGRRDGLAPAS- SALVGLLPAPFFDVPTLI SSFGNRSLDVADLVSL   150
Inferred_ancestor_Node_17 VEFHVAETFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI ERI RAAVHSACGPTVSCADI TVLATRDSLVEAGGPRFDVALGRRDALAPAS- KAQVGLLPAPFFDVPTLI SSFGDRGLDVADLVSL   150
Inferred_ancestor_Node_19 VEFHVGEAFRRDVGVAPALI RI LFHDCFPQGCDASVLLKGAGS- - - ELNEVPNQTLRPVALDLI DRI RAAVHSACGPTVSCADI TVLATRDSLVLAGGPRFEVALGRRDALAPAS- KAQVGLLPAPFFDVPTLI KSFGDRGLDVADLVSL   150
Ppa_Pp3c19_20780V3.3 I RDSI YRMYEKKGNI ATSFI RFGFHDFFN- GADASFFLLSAPGKTSEKDSHSMVGMRNE- - KYVNNI KAEVEKVCPGVVSCADI LAVGSAAAVQVLGGPYI HVKTGRKDTR- - NSMKSSADTI PRPQDGVTKVLTFYKNI GI NPREAVAL   150
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                                * . **. * . **. : *   *:       : *  : :   * :   *    *          .    :     : *   *** *:  : *:  : : **:   * .  *      *    .   * :  .
Smo_EFJ15769 SGAHTVGKAHCPTFSGRLRP- - SLDPDLDI NFAQKLAATCREGDDDFATSNSTDLDSSTPNRFDNAYYRNLLRKKGLLTSDQQLFVDNRTSSLVEAFACS   250
Inferred_ancestor_Node_23 SGAHTVGKAHCPTFSGRLRP- - SLDPDLDI NFAQKLAATCREGDDDFATSNSTDLDSSTPNRFDNAYYRNLLRKKGLLTSDQQLFVDNRTSSLVEAFARS   250
Smo_EFJ32905 SGAHTVGKAHCPTFSGRLRP- - SLDPDLDI NFAQKLAATCREGDDDFATSNSTDLDSSTPNRFDNAYYRNLLGKKGLLTSDQQLFVDNRTSSLVEAFARS   250
Inferred_ancestor_Node_24 SGAHTI GKAHCPSFTDRLYP- - SLDPTMDPNFAQKLKATCPAGDN- SATSNSTDNDSSTPNVFDNKYYRNLVNKQGLLTSDQDLFVDNRTRRLVEAFARN   250
Ath_AT1G71695.1 SGGHTI GI AHCPSFTDRLYP- - NQDPTMNQFFANSLKRTCPTANSS- - NTQVNDI R- - SPDVFDNKYYVDLMNRQGLFTSDQDLFVDKRTRGI VESFAI D   250
Inferred_ancestor_Node_21 SGGHTI GI AHCPSFTDRLYP- - NQDPTMDQKFANSLKRTCPAANSS- - NTQVNDI R- - TPDVFDNKYYVDLMNRQGLFTSDQDLFVDKRTRGI VESFAI D   250
Inferred_ancestor_Node_22 SGAHTI GI AHCPSFTDRLYP- - NQDPTMDPNFANKLKATCPADNSSGTNTQVNDI R- - TPDVFDNKYYVDLI NRQGLFTSDQDLFVDKRTRGI VESFALN   250
Vvi_VIT_18s0072g00160.t01 SGGHTI GLGHCSSFTSRLYP- - TQDPTMEEKFANDLKEI CPASDTN- - ATTVLDI R- - TPNHFDNKYYVDLVHRQGLFTSDQDLYSYEKTRGI VKSFAED   250
Bdi_KQJ85452 SGAHTI GHSHCPSFNDRFPP- - SADPTI DPDFSKKLQAKCAADVPSGTVTQVNDVR- - TPDVFDNKYYFDLI ARQGLFKSDQGLI DHADTKRMATRFALN   250
Inferred_ancestor_Node_20 SGAHTI GVAHCPSFNDRFPP- - SADPTI DPKFAKKLQAKCAADNPSGTVTQVNDVR- - TPDVFDNKYYFDLI ARQGLFKSDQGLI DHADTKRMATRFALN   250
Tae_TraesCS2A02G574400.1 SGAHTFGVAHCPAFDDRFKNGFDTNPAI DPKFATGLRNKCAKDTPEGTLKQNLDVR- - TPDVFDNKYYFDLI ARQGLFKSDQGLFDHPTTKRMATRFSLN   250
Inferred_ancestor_Node_18 SGAHTFGVAHCPAFDDRFKNGFDTNPAI DPKFATGLRNKCAKDTPEGTLKQNLDVR- - TPDVFDNKYYFDLI ARQGLFKSDQGLFDHPTTKRMATRFSLN   250
Tur_TRIUR3_03591-P1 SGAHTFGVAHCPAFDDRFKNGFDTNPAI DPKFATGLRNKCAKDTPEGTLKQNLDVR- - TPDI FDNKYYFDLI ARQGLFKSDQGLFDHPTTKRMATRFSLN   250
Tae_TraesCS2B02G613900.1.cds1 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DGKFATSLRNKCAGDNPAGTLTQNLDVR- - TPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_16 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DGKFATSLRNKCAGDNPAGTLTQNLDVR- - TPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Tdi_TRIDC2BG088710.2 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DGKFATSLRNKCAGDNPAGTLTQNLDVR- - TPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Tae_TraesCS2A02G573900.1.cds1 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGDNPAGTLTQNLDVR- - TPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Tdi_TRIDC2AG080470.2 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGDNPAGTLTQNLDVR- - TPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_14 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGDNPAGTLTQNLDVR- - TPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_15 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGDNPAGTLTQNLDVR- - TPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Ata_AET2Gv21275100.1 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGDNPAGTLTQNLDVR- - TPDVFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_17 SGAHTFGVAHCPAFEDRFKPVFDTNPAI DSKFATSLRNKCAGDNPAGTLTQNLDVR- - TPDAFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Inferred_ancestor_Node_19 SGAHTFGVAHCPAFDDRFKPVFDTNPAI DPKFATSLRNKCAGDNPAGTLTQNLDVR- - TPDVFDNKYYFDLI ARQGLFKSDQGLI DHPTTKRMATRFSLN   250
Ppa_Pp3c19_20780V3.3 MGAHTI GRAHCTSFI ERI FP- - KVDPKMDPVFAEKLKRRCPAKPTSVHFTYFRNDEP- SPMAFDNNYFKNLVTKQGLMGI DSALYWDGRTQKYVI EFSQN   250
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