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Supplementary Table 1. List of primers and probes used for SNP assay, one-step RT-PCR, and 
influenza Matrix gene-based viral load quantification. 
 

Oligo name Oligo sequence (5’ to 3’) Final concentration 

   
SNP_For GGATATGCAGCCGACCTGAA 950 nM 
SNP_Rev CCAGGTGGTTGAACTCTTTACCTACT 950 nM 

SNP_probe_A388 [VIC] - CAGAATGCCATTGAC - [MGB/NFQ]* 250 nM 
SNP_probe_V388 [FAM] - CAGAATGTCATTGACG - [MGB/NFQ] 250 nM 

   
   

Initial 1-step RT-PCR_For AACACCAGCCTCCCATTTC 500 nM 
Initial 1-step RT-PCR_Rev CAGTTCGGCATTGTAAGTCCA 500 nM 

   
   

Flu_cDNA AGCRAAAGCAGG 0.05 nM 
Total_cDNA Oligo(dT)20 1.25 nM 

   
   

InfA_Matrix_Forward GACCRATCCTGTCACCTCTGAC 750 nM 
InfA_Matrix_Reverse AGGGCATTYTGGACAAAKCGTCTA 750 nM 
InfA_Matrix_Probe [FAM]-TGCAGTCCTCGCTCACTGGGCACG-[BHQ1] 250 nM 

   
   

GAPDH_Forward   
GAPDH_Reverse catalog no. 4352932E (ThermoFisher, USA)  
GAPDH_Probe   

   
 
* [MGB/NFQ] - minor groove binder and nonfluorescent quencher 




