
Table S2. Primers used for specific gene amplification of fungal DNA. Sequencing primers are identical to those used in PCR. 

 

Primer name/Publication Primer Sequence PCR conditions 

ITS1F/ Gardes & Bruns (1993) 5’-CTT GGT CAT TTA GAG GAA GTA A-3’ (1) 95 °C for 2 min (2) 35 cycles of 45 s at 95°C, 45 s 
at 52 °C and 45 s at 72 °C (3) 72 °C for 10 min 

ITS4/White et al. (1990) 5’-TCC TCC GCT TAT TGA TAT GC-3’ 

LR0R/ Rehner & Samuels (1994) 5’-ACCCGCTGAACTTAAGC-3’ (1) 95 °C for 2 min (2) 35 cycles of 45 s at 95 °C, 45 s 
at 52 °C and 45 s at 72 °C (3) 72 °C for 10 min 

LR5/Vilgalys & Hester (1990)   5’-TCCTGAGGGAAACTTCG-3’ 

LR7/Vilgalys & Hester (1990)   5’-TACTACCACCAAGAT CT-3’ (1) 95 °C for 2 min (2) 35 cycles of 45 s at 95 °C, 50 s 
at 52 °C and 60 s at 72 °C (3) 72 °C for 10 min 

LR3R/ Moncalvo et al. (2000) 5’-GTCTTGAAACACGGA CC-3’ 

Mcm7-709/ Schmitt et al. (2009) 
 
 

5’-ACI MGI GTI TCV GAY GTH AAR CC-3’ (1) 95 °C for 2 min (2) 35 cycles of 45 s at 95 °C, 50–
60 s at 50–52 °C and 60 s at 72 °C (3) 72 °C for 10 
min 

Mcm7-1348/ Schmitt et al. (2009) 5’-GAY TTD GCI ACI CCI GGR TCW CCC AT-3’ 

NS1/ White et al. (1990) 5’- GTA GTC ATA TGC TTG TCT C-3’ (1) 95 °C for 2 min (2) 35 cycles of 45 s at 95 °C, 50–
60 s at 50–52 °C and 60 s at 72 °C (3) 72 °C for 10 
min 

NS4/ White et al. (1990) 5’-CTTCCGTCAATTCCTTTAAG-3’ 



RPB1-AFasc/Hofstetter et al. (2007) 5’-ADTGYCCYGGYCATTTYGGT-3’ 
 
 

(1) 95 °C for 2 min (2) 40 cycles of 50 s at 95 °C, 60 s 
at 52–55 °C and 60 s at 72 °C (3) 10 min at 72 °C. 

RPB1-6R2asc/ Hofstetter et al. (2007) 5’-ATGACCCATCATRGAYTCCT-3’ 

RPB1-DF2asc/ Hofstetter et al. (2007) 5’-CAYAAGGARTCYATGATGG-3’ 

RPB1G1R/ Hofstetter et al. (2007) 5’-ACNCCNACCATYTCNCCNGG-3’ 

fRPB2-5F/ Liu et al. (1999) 5’-GAYGAYMGWGATCAYTTYGG-3’ (1) 95 °C for 2 min (2) 40 cycles of 50 s at 95 °C, 60 s 
at 50–55 °C and 60 s at 72 °C (3) 10 min at 72 °C. 

fRPB2-7cR/ Liu et al. (1999) 5’-CCCATRGCTTGYTTRCCCAT-3’ 

TSR1453/ Schmitt et al. (2009) 5’-GAR TTC CCI GAY GAR ATY GAR CT-3’ (1) 95 °C for 2 min (2) 35–40 cycles of 45 s at 95 °C, 
50 s at 52 °C and 60 s at 72 °C (3) 10 at 72 °C. 

TSR2308/ Schmitt et al. (2009) 5’-CTT RAA RTA ICC RTG IGT ICC-3’ 
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