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Supplementary Data 1A. List of 255 CT genes from the CT-database. 

Supplementary Data 1B. List of 21  CT genes from the CT-database that have been excluded. 

Supplementary Data 2. List of 2121 CT genes from four combined database. 

Supplementary Data 3. List of genes with expression bias to the testis. 

Supplementary Data 4. List of up-regulation genes in HCC from TCGA. 

Supplementary Data 5. List of combined data of 59 putative CT genes in HCC. 

Supplementary Data 6. Methylation status of promoter region of 59 CT genes in HCC compared 

with normal tissue. 

 

Supplementary Table 1. Primers used in our analysis. 

Supplementary Figure 1. Analysis of demethylation on the regulation of BUB1B in HCC cell 

lines. 

A. The relative BUB1B mRNA expression levels in five HCC cell lines. 

B. qRT-PCR showed that AZA treatment significantly increased the expression of BUB1B mRNA 

levels in Huh7 and HCCLM3 cells (**p<0.01, ***p<0.001). 

 


