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Differentiation
NERNERSNENNNNNSRCNEERNEN Molecular subtype

= Missense_Mutation = In_Frame_Ins Molecular subtype Sex Age Location Differentiation

= Frame_Shift_Del Nonstop_Mutation = POLE = Male = 40-70 = Right = Moderate differentiation

b Nor_lsensg_Mutatlon . In_Frame_DeI ) = MSI-H = Female = <40 = Left = Poor differentiation

= Splice_Site = Translation_Start_Site = MSS = >70 NA = Moderate-poor differentiation

= Frame_Shift_Ins = Multi_Hit NA
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e Missense_Mutation
e Nonsense_Mutation
e Frame_Shift_Del
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