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No statistical methods were used to predetermine sample size. Sample sizes were determined based on estimates from preliminary data and
on similar studies where whole C elegans germlines were imaged and used for quantifications. We quantified 3 germlines per genotype/
condition with each collected germline containing around 300 nuclei between leptotene and late pachytene, therefore each bar plot includes
data from around 900 nuclei per condition/genotype.

No data was excluded for analysis

All data were suitably replicable. All microscopy experiments were performed at least as two independent replicates per condition/genotype.
Between 5 to 20 germlines were observed in each replicate per condition/genotype.

For TEV and auxin treatment experiments individual worms were picked from plates containing large populations and randomly divided into
controls and worms used for TEV/auxin treatment.

Experiments were performed in a non-blinded manner, the same person that performed condition/genotype variations also imaged dissected
germlines.

rabbit anti-GFP-488-conjugated (Invitrogen, A21311); goat anti-GFP-FITC-conjugated (Abcam, ab6662); rat anti-mCherry
(Chromotek, 5F8); mouse anti-REC-8 (Novus Biologicals, 29470002); rabbit anti-COH-3/4 (Crawley et al. (2016). eLife 5, e10851);
chicken anti-SYP-1 (Silva et al. (2014) Dev Cell 31, 503-511); guinea pig anti-SYP-1 (MacQueen et al. (2002) Genes Dev 16,
2428-2442); rabbit anti-HTP-1/2 (Silva et al. (2014) Dev Cell 31, 503-511); guinea pig anti-HTP-3 (Goodyer et al. (2008) Dev Cell 14,
263-274); rabbit anti-HIM-3 (Zetka et al. (1999) Genes Dev 13, 2258-2270); rabbit anti-PLK-2 (Nishi et al. (2008) Development 135,
687-697); guinea pig anti-SUN-1 pS12 (Woglar et al. (2013) PLoS Genet 9, e1003335); rabbit anti-DSB-2 (Rosu et al. (2013) PLoS
Genet 9, e1003674); rabbit anti-RAD-51 (Novus Biologicals, 29480002), mouse anti-HA (Cell Signalling, 23675); rabbit anti-HIM-8
(Novus Biologicals, 41980002); goat anti-actin (Santa Cruz, SC1616); HRP-conjugated donkey anti-goat IgG (Sigma, AP180P); HRP-
conjugated goat anti-rabbit (Jackson Immunoresearch, AB_2307391).




