Supplementary Table 5: Validation of isoforms through Multiple alignment of identified and
validated 33 novel full-length transcripts isoforms with RefSeq (NCBI Reference Sequence
Database.
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SCAMP3
Sequence | Header AA Seq
Present | il HQ samplec9816d|c20030/f5p0/1447
Absent il HQ samplec9816d|c29753/f2p0/1106 >VIRT38385
NCBI NM 005698 NP_005689.2

NM 052837 NP_443069.1

>il_HQ_samplec9816d|c20030/f5p0/1447
isoform=c20030;full_length coverage=5;non_full length coverage=0;isoform_length=1447

agagaagcggggcgaactgaggcgagtgaagtggactetgagggcetacegetaccgCCACTGCTGCGGCAGGGGCGTGGAGGGCAGAGGGCCGCGGA
GGCCGCAGTTGCAAACATGGCTCAGAGCAGAGACGGCGGAAACCCGTTCGCCGAGCCCAGCGAGCTTGACAACCCCTT
TCAGGACCCAGCTGTGATCCAGCACCGACCCAGCCGGCAGTATGCCACGCTTGACGTCTACAACCCTTTTGAGACCCGG
GAGCCACCACCAGCCTATGAGCCTCCAGCCCCTGCCCCATTGCCTCCACCCTCAGCTCCCTCCTTGCAGCCCTCGAGAAA
GCTCAGCCCCACAGAACCTAAGAACTATGGCTCATACAGCACTCAGGCCTCAGCTGCAGCAGCCACAGCTGAGCTGCTG
AAGAAACAGGAGGAGCTCAACCGGAAGGCAGAGGAGTTGGACCGAAGGGAGCGAGAGCTGCAGCATGCTGCCCTGGG
AGGCACAGCTACTCGACAGAACAATTGGCCCCCTCTACCTTCTTTTTGTCCAGTTCAGCCCTGCTTTTTCCAGGACATCT
CCATGGAGATCCCCCAAGAATTTCAGAAGACTGTATCCACCATGTACTACCTCTGGATGTGCAGCACGCTGGCTCTTCTC
CTGAACTTCCTCGCCTGCCTGGCCAGCTTCTGTGTGGAAACCAACAATGGCGCAGGCTTTGGGCTTTCTATCCTCTGGGT
CCTCCTTTTCACTCCCTGCTCCTTTGTCTGCTGGTACCGCCCCATGTATAAGGCTTTCCGGAGTGACAGTTCATTCAATTT
CTTCGTTTTCTTCTTCATTTTCTTCGTCCAGGATGTGCTCTTTGTCCTCCAGGCCATTGGTATCCCAGGTTGGGGATTCAG
TGGCTGGATCTCTGCTCTGGTGGTGCCGAAGGGCAACACAGCAGTATCCGTGCTCATGCTGCTGGTCGCCCTGCTCTTCA
CTGGCATTGCTGTGCTAGGAATTGTCATGCTGAAACGGATCCACTCCTTATACCGCCGCACAGGTGCCAGCTTTCAGAA
GGCCCAGCAAGAATTTGCTGCTGGTGTCTTCTCCAACCCTGCGGTGCGAACCGCAGCTGCCAATGCAGCCGCTGGGGCT
GCTGAAAATGCCTTCCGGGCCCCGTGACCCCTGACTGGGATGCCCTGGCCCTGCTACTTGAGGGAGCTGACTTAGCTCC
CGTCCCTAAGGTCTCTGGGACTTGGAGAGACATCACTAACTGATGGCTCCTCCGTAGTGCTCCCAATCCTATGGCCATG
ACTGCTGAACCTGACAGGCGTGTGGGGAGTTCACTGTGACCTAGTCCCCCCATCAGGCCACACTGCTGCCACCTCTCAC
ACGCCCCAACCCAGCTTCCCTCTGCTGTGCCACGGCTGTTGCTTCGGTTatttaaataaaaagaaagtggaactggaact

>VIRT31885
MAQSRDGGNPFAEPSELDNPFQDPAVIQHRPSRQYATLDVYNPFETREPPPAYEPPAPAP
LPPPSAPSLQPSRKLSPTEPKNYGSYSTQASAAAATAELLKKQEELNRKAEELDRREREL
QHAALGGTATRQNNWPPLPSFCPVQPCFFQDISMEIPQEFQKTVSTMYYLWMCSTLALLL|
INFLACLASFCVETNNGAGFGLSILWVLLFTPCSFVCWYRPMYKAFRSDSSFNFFVFFFIF
FVQDVLFVLQAIGIPGWGFSGWISALVVPKGNTAVSVLMLLVALLFTGIAVLGIVMLKR]
HSLYRRTGASFQKAQQEFAAGVESNPAVRTAAANAAAGAAENAFRAP|




>il_HQ_samplec9816d|c29753/f2p0/1106
isoform=c29753;full_length coverage=2;non_full length coverage=0;isoform_length=1106

acagagaagcggggcgaactgaggcegagtgaagtggactctgagggctaccgetaccgccaCTGCTGCGGCAGGGGCGTGGAGGGCAGAGGGCCGCGGA
GGCCGCAGTTGCAAACATGGCTCAGAGCAGAGACGGCGGAAACCCGTTCGCCGAGCCCAGCGAGCTTGACAACCCCTT
TCAGCCACCACCAGCCTATGAGCCTCCAGCCCCTGCCCCATTGCCTCCACCCTCAGCTCCCTCCTTGCAGCCCTCGAGAA
AGCTCAGCCCCACAGAACCTAAGAACTATGGCTCATACAGCACTCAGGCCTCAGCTGCAGCAGCCACAGCTGAGCTGCT
GAAGAAACAGGAGGAGCTCAACCGGAAGGCGGAGGAGTTGGACCGAAGGGAGCGAGAGCTGCAGCATGCTGCCCTGG
GAGGCACAGCTACTCGACAGAACAATTGGCCCCCTCTACCTTCTTTTTGTCCAGTTCAGCCCTGCTTTTTCCAGGACATC
TCCATGGAGATCCCCCAAGAATTTCAGAAGACTGTATCCACCATGTACTACCTCTGGATGTTGGCTGGATCTCTGCTCTG
GTGGTGCCGAAGGGCAACACAGCAGTATCCGTGCTCATGCTGCTGGTCGCCCTGCTCTTCACTGGCATTGCTGTGCTAG
GAATTGTCATGCTGAAACGGATCCACTCCTTATACCGCCGCACAGGTGCCAGCTTTCAGAAGGCCCAGCAAGAATTTGC
TGCTGGTGTCTTCTCCAACCCTGCGGTGCGAACCGCAGCTGCCAATGCAGCCGCTGGGGCTGCTGAAAATGCCTTCCGG
GCCCCGTGACCCCTGACTGGGATGCCCTGGCCCTGCTACTTGAGGGAGCTGACTTAGCTCCCGTCCCTAAGGTCTCTGG
GACTTGGAGAGACATCACTAACTGATGGCTCCTCCGTAGTGCTCCCAATCCTATGGCCATGACTGCTGAACCTGACAGG
CGTGTGGGGAGTTCACTGTGACCTAGTCCCCCCATCAGGCCACACTGCTGCCACCTCTCACACGCCCCAACCCAGCTTCC
CTCTGCTGTCACGGCTGTTGcttcggttatttaaataaaaagaaagtggaactggaac

>VIRT38385

MAQSRDGGNPFAEPSELDNPFQPPPAYEPPAPAPLPPPSAPSLQPSRKLSPTEPKNYGSY]
STQASAAAATAELLKKQEELNRKAEELDRRERELQHAALGGTATRQNNWPPLPSFCPVQP
CFFQDISMEIPQEFQKTVSTMYYLWMLAGSLLWWCRRATQQYPCSCCWSPCSSLALLC

>NM_005698.3 Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript variant 1, mRNA
TGGGTTAGAGGTATCACGTGGGGGCACTTTCGTCTTAGCTTTTGGACAAGACGCAGGCGCAACCCACGGC
TGCTGCGGGGATCCTTGTGGCCCTTCCGGTCGGTGGAACCAATCCGTGCACAGAGAAGCGGGGCGAACTG
AGGCGAGTGAAGTGGACTCTGAGGGCTACCGCTACCGCCACTGCTGCGGCAGGGGCGTGGAGGGCAGAGG
GCCGCGGAGGCCGCAGTTGCAAACATGGCTCAGAGCAGAGACGGCGGAAACCCGTTCGCCGAGCCCAGCG
AGCTTGACAACCCCTTTCAGGACCCAGCTGTGATCCAGCACCGACCCAGCCGGCAGTATGCCACGCTTGA)
CGTCTACAACCCTTTTGAGACCCGGGAGCCACCACCAGCCTATGAGCCTCCAGCCCCTGCCCCATTGCCT]
CCACCCTCAGCTCCCTCCTTGCAGCCCTCGAGAAAGCTCAGCCCCACAGAACCTAAGAACTATGGCTCAT
ACAGCACTCAGGCCTCAGCTGCAGCAGCCACAGCTGAGCTGCTGAAGAAACAGGAGGAGCTCAACCGGAA
GGCAGAGGAGTTGGACCGAAGGGAGCGAGAGCTGCAGCATGCTGCCCTGGGGGGCACAGCTACTCGACAG
AACAATTGGCCCCCTCTACCTTCTTTTTGTCCAGTTCAGCCCTGCTTTTTCCAGGACATCTCCATGGAGA
TCCCCCAAGAATTTCAGAAGACTGTATCCACCATGTACTACCTCTGGATGTGCAGCACGCTGGCTCTTCT]
CCTGAACTTCCTCGCCTGCCTGGCCAGCTTCTGTGTGGAAACCAACAATGGCGCAGGCTTTGGGCTTTCT]
ATCCTCTGGGTCCTCCTTTTCACTCCCTGCTCCTTTGTCTGCTGGTACCGCCCCATGTATAAGGCTTTCC
GGAGTGACAGTTCATTCAATTTCTTCGTTTTCTTCTTCATTTTCTTCGTCCAGGATGTGCTCTTTGTCCT
CCAGGCCATTGGTATCCCAGGTTGGGGATTCAGTGGCTGGATCTCTGCTCTGGTGGTGCCGAAGGGCAAC
ACAGCAGTATCCGTGCTCATGCTGCTGGTCGCCCTGCTCTTCACTGGCATTGCTGTGCTAGGAATTGTCA
TGCTGAAACGGATCCACTCCTTATACCGCCGCACAGGTGCCAGCTTTCAGAAGGCCCAGCAAGAATTTGC
TGCTGGTGTCTTCTCCAACCCTGCGGTGCGAACCGCAGCTGCCAATGCAGCCGCTGGGGCTGCTGAAAAT]
GCCTTCCGGGCCCCGTGACCCCTGACTGGGATGCCCTGGCCCTGCTACTTGAGGGAGCTGACTTAGCTCC
CGTCCCTAAGGTCTCTGGGACTTGGAGAGACATCACTAACTGATGGCTCCTCCGTAGTGCTCCCAATCCT]
ATGGCCATGACTGCTGAACCTGACAGGCGTGTGGGGAGTTCACTGTGACCTAGTCCCCCCATCAGGCCAC
ACTGCTGCCACCTCTCACACGCCCCAACCCAGCTTCCCTCTGCTGTGCCACGGCTGTTGCTTCGGTTATT
TAAATAAAAAGAAAGTGGAACTGGAACTGACAAAAAAAAAAAAAAAAAAAAAAAA

>NP_005689.2 secretory carrier-associated membrane protein 3 isoform 1 [Homo sapiens]
MAQSRDGGNPFAEPSELDNPFQDPAVIQHRPSRQYATLDVYNPFETREPPPAYEPPAPAPLPPPSAPSLQ
PSRKLSPTEPKNYGSYSTQASAAAATAELLKKQEELNRKAEELDRRERELQHAALGGTATRQNNWPPLPS
FCPVQPCFFQDISMEIPQEFQKTVSTMYYLWMCSTLALLLNFLACLASFCVETNNGAGFGLSILWVLLFT
PCSFVCWYRPMYKAFRSDSSFNFFVFFFIFFVQDVLFVLQAIGIPGWGFSGWISALVVPKGNTAVSVLML
LVALLFTGIAVLGIVMLKRIHSLYRRTGASFQKAQQEFAAGVFSNPAVRTAAANAAAGAAENAFRAP|

>NM_052837.2 Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript variant 2, nRNA
TGGGTTAGAGGTATCACGTGGGGGCACTTTCGTCTTAGCTTTTGGACAAGACGCAGGCGCAACCCACGGC
TGCTGCGGGGATCCTTGTGGCCCTTCCGGTCGGTGGAACCAATCCGTGCACAGAGAAGCGGGGCGAACTG
AGGCGAGTGAAGTGGACTCTGAGGGCTACCGCTACCGCCACTGCTGCGGCAGGGGCGTGGAGGGCAGAGG
GCCGCGGAGGCCGCAGTTGCAAACATGGCTCAGAGCAGAGACGGCGGAAACCCGTTCGCCGAGCCCAGCG
IAGCTTGACAACCCCTTTCAGCCACCACCAGCCTATGAGCCTCCAGCCCCTGCCCCATTGCCTCCACCCTC




AGCTCCCTCCTTGCAGCCCTCGAGAAAGCTCAGCCCCACAGAACCTAAGAACTATGGCTCATACAGCACT
CAGGCCTCAGCTGCAGCAGCCACAGCTGAGCTGCTGAAGAAACAGGAGGAGCTCAACCGGAAGGCAGAGG
AGTTGGACCGAAGGGAGCGAGAGCTGCAGCATGCTGCCCTGGGGGGCACAGCTACTCGACAGAACAATTG
GCCCCCTCTACCTTCTTTTTGTCCAGTTCAGCCCTGCTTTTTCCAGGACATCTCCATGGAGATCCCCCAA]
GAATTTCAGAAGACTGTATCCACCATGTACTACCTCTGGATGTGCAGCACGCTGGCTCTTCTCCTGAACT
TCCTCGCCTGCCTGGCCAGCTTCTGTGTGGAAACCAACAATGGCGCAGGCTTTGGGCTTTCTATCCTCTG
GGTCCTCCTTTTCACTCCCTGCTCCTTTGTCTGCTGGTACCGCCCCATGTATAAGGCTTTCCGGAGTGAC
AGTTCATTCAATTTCTTCGTTTTCTTCTTCATTTTCTTCGTCCAGGATGTGCTCTTTGTCCTCCAGGCCA
TTGGTATCCCAGGTTGGGGATTCAGTGGCTGGATCTCTGCTCTGGTGGTGCCGAAGGGCAACACAGCAGT]
ATCCGTGCTCATGCTGCTGGTCGCCCTGCTCTTCACTGGCATTGCTGTGCTAGGAATTGTCATGCTGAAA|
CGGATCCACTCCTTATACCGCCGCACAGGTGCCAGCTTTCAGAAGGCCCAGCAAGAATTTGCTGCTGGTG
TCTTCTCCAACCCTGCGGTGCGAACCGCAGCTGCCAATGCAGCCGCTGGGGCTGCTGAAAATGCCTTCCG
GGCCCCGTGACCCCTGACTGGGATGCCCTGGCCCTGCTACTTGAGGGAGCTGACTTAGCTCCCGTCCCTA|
AGGTCTCTGGGACTTGGAGAGACATCACTAACTGATGGCTCCTCCGTAGTGCTCCCAATCCTATGGCCAT]
GACTGCTGAACCTGACAGGCGTGTGGGGAGTTCACTGTGACCTAGTCCCCCCATCAGGCCACACTGCTG(]
CACCTCTCACACGCCCCAACCCAGCTTCCCTCTGCTGTGCCACGGCTGTTGCTTCGGTTATTTAAATAAA
AAGAAAGTGGAACTGGAACTGACAAAAAAAAAAAAAAAAAAAAAAAA]

>NP 443069.1 secretory carrier-associated membrane protein 3 isoform 2 [Homo sapiens]
MAQSRDGGNPFAEPSELDNPFQPPPAYEPPAPAPLPPPSAPSLQPSRKLSPTEPKNYGSYSTQASAAAAT
AELLKKQEELNRKAEELDRRERELQHAALGGTATRQNNWPPLPSFCPVQPCFFQDISMEIPQEFQKTVST]
MYYLWMCSTLALLLNFLACLASFCVETNNGAGFGLSILWVLLFTPCSFVCWYRPMYKAFRSDSSFNFFVH
FFIFFVQDVLFVLQAIGIPGWGFSGWISALVVPKGNTAVSVLMLLVALLFTGIAVLGIVMLKRIHSLYRR
TGASFQKAQQEFAAGVFSNPAVRTAAANAAAGAAENAFRAP]

i1 HQ samplec9816d|c29753/£f2p0/1106
NM 052837.2
iliHQi,amplec9?16d|c20030/f5p0/1447
NM 005698.3
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RAB24

Sequence Header AA Seq

Present il HQ samplec9816d|c63433/f11p0/1318 >VIRT1094
il HQ samplec9816d|c43648/f2p0/1435 VIRT275 1

Absent i0 HQ samplec9816d|c43092/f2p19/798 VIRTS5954

NCBI NM 001031677 NP _001026847.1
NM 130781 NP 570137.2
NR_109789 Protein not available in

NCBI




>il_HQ_samplec9816d|c63433/f11p0/1318
isoform=c63433;full_length coverage=11;non_full length coverage=0;isoform_ length=1318

gtccegegggagtegeggegetgegggtaggagecgggttgegggagaccecaggttcggtteggaTTCCCAGCCAGAACGGAGCTTAAGCCGGGCAGGCG
AGCGAATGACGGAGTAGCGAGCTGCACGGCGGCGTGCTGCGCTGTTGAGGACGCTGTCCCGCGCGCTCCCAGGCCGCC
CCGAGGCTTGGGGTCTTCGAAGGATAATCGGCGCCCGGGGCCGAACAGCGGGGGCACACGGGGCGCTGCCGAAGTGCA
AGGCCACGGCCAGAGCTCGAGCCCGACGCGCTGTCTGGAGTCGTAGGTTGGCGCCGTTTGGGGTCGGGGTCTGAGGCTT
GGGCGCTGCCTGGGCCGAGCGGAGATCGGGGTTTGCCTCCCGTCCCCGCTCAGGACCCTGACGTGGCTGAAGCGGCCCC
GGGAGCATGAGCGGGCAGCGCGTGGACGTCAAGGTGGTGATGCTGGGCAAGGAGTACGTGGGCAAGACTAGCCTGGT
GGAGCGCTACGTGCACGACCGCTTTCTGGTGGGGCCTTATCAGAACACCATCGGGGCCGCCTTCGTGGCCAAGGTGATG
TCGGTCGGAGACCGGACTGTGACATTAGGTATTTGGGACACAGCAGGCTCTGAGCGCTATGAGGCCATGAGTAGAATCT
ACTATCGGGGTGCCAAGGCTGCCATCGTCTGCTATGACCTCACAGACAGCAGCAGCTTTGAGCGAGCAAAGTTCTGGGT
GAAGGAACTGCGCAGCCTAGAGGAGGGCTGCCAAATCTACTTATGTGGCACCAAGAGTGACCTGCTGGAAGAAGACCG
GAGGCGTCGACGTGTGGACTTCCACGACGTCCAGGACTATGCAGACAATATCAAAGCTCAGCTCTTTGAAACATCCAGC
AAGACAGGCCAGAGTGTGGACGAGCTCTTCCAGAAAGTGGCAGAGGATTACGTCAGTGTGGCTGCCTTCCAGGTGATG
ACAGAGGACAAGGGCGTGGATCTGGGCCAGAAGCCAAACCCCTACTTCTACAGCTGTTGTCATCACTGAGTCAGCACTC
ACCTGGCCTGGGGGAATTAAAGGAATTCCCCGTAAGGGCTGGACCCAGCTCCTTTCTGGGCTTGGGTAGTCAAATGTCT
GAGCTACCCCAGGTCCTCATGTCAGCAGAGTGGCGCCTGCCTGTGCTGGCCCATGGAACGGAGACAGCATTGGGCTGAC
TGTGGGCATGAGGAGGGATAAGGCTGATTTGGACCCCAGGCTTCTGCCCTGGACAGCACTTGTGTCTGCAGATTATTTA
AGTGGCTTTTGatctgtaaataaaatcagtgcactgtg

>VIRT1094

MSGQRVDVKVVMLGKEYVGKTSLVERYVHDRFLVGPYQNTIGAAFVAKVMSVGDRTVTLG]
[WDTAGSERYEAMSRIYYRGAKAAIVCYDLTDSSSFERAKFWVKELRSLEEGCQIYLCGT]
KSDLLEEDRRRRRVDFHDVQDYADNIKAQLFETSSKTGQSVDELFQKVAEDYVSVAAFQV|
MTEDKGVDLGQKPNPYFYSCCHH

>il_HQ_samplec9816d|c43648/f2p0/1435
isoform=c43648;full_length coverage=2;non_full length coverage=0;isoform_length=1435

geggegetgegggtaggageegggttgegggagaccecaggttecggttgggattcccagccaGAACGGAGCTTAAGCCGGGCAGGCGAGCGAATGACGGA
GTAGCGAGCTGCACGGCGGCGTGCTGCGCTGTTGAGGACGCTGTCCCGCGCGCTCCCAGGCCGCCCCGAGGCTTGGGGT
CTTCGAAGGATAATCGGCGCCCGGGGCCGAACAGCGGGGGCACACGGGGCGCTGCCGAAGTGCAAGGCCACGGCCAG
AGCTCGAGCCCGACGCGCTGTCTGGAGTCGTAGGACCCTGACGTGGCTGAAGCGGCCCCGGGAGCATGAGCGGGCAGC
GCGTGGACGTCAAGGTGGTGATGCTGGGCAAGGAGTACGTGGGCAAGACTAGCCTGGTGGAGCGCTACGTGCACGACC
GCTTTCTGGTGGGGCCTTATCAGAACACCATCGGGGCCGCCTTCGTGGCCAAGGTGATGTCGGTCGGAGACCGGACTGT
GACATTAGGTATTTGGGACACAGCAGGCTCTGAGCGCTATGAGGCCATGAGTAGAATCTACTATCGGGGTGCCAAGGCT
GCCATCGTCTGCTATGACCTCACAGACAGCAGCAGCTTTGAGCGAGCAAAGTTCTGGGTGAAGGAACTGCGCAGCCTA
GAGGAGGGCTGCCAAATCTACTTATGTGGCACCAAGAGTGACCTGCTGGAAGAAGACCGGAGGCGTCGACGTGTGGAC
TTCCACGACGTCCAGGACTATGCAGACAGTAGCTGCTCCTCAGCCCTTTGGGGGGTGGGGGTGTGTGGCTGTCTGGGTG
GATCAAAGAAAATAGGGACTGCCTTGGCTGCCAGGGCAAGGTGCTCTAGGAGGTCTTCCTGGCCTCCTTGAACTGTGGG
GTCCAGGAGACTCCCTGAACTGCTAGCCCTCCCTTTTGTCTGTTTATCTAATTCTCAGGTATGAGGCTTTAGTCACTTCTC
TTTACAGATATCAAAGCTCAGCTCTTTGAAACATCCAGCAAGACAGGCCAGAGTGTGGACGAGCTCTTCCAGAAAGTGG
CAGAGGATTACGTCAGTGTGGCTGCCTTCCAGGTGATGACAGAGGACAAGGGCGTGGATCTGGGCCAGAAGCCAAACC
CCTACTTCTACAGCTGTTGTCATCACTGAGTCAGCACTCACCTGGCCTGGGGGAATTAAAGGAATTCCCCGTAAGGGCT
GGACCCAGCTCCTTTCTGGGCTTGGGTAGTCAAATGTCTGAGCTACCCCAGGTCCTCATGTCAGCAGAGTGGCGCCTGC
CTGTGCTGGCCCATGGAACGGAGACAGCATTGGGCTGACTGTGGGCATGAGGAGGGATAAGGCTGATTTGGACCCCAG
GCTTCTGCCCTGGACAGCACTTGTGTCTGCAGATTATTTAAgtggcttttgatctgtaaataaaatcagtgcactgt

>VIRT2751
MSGQRVDVKVVMLGKEYVGKTSLVERYVHDRFLVGPYQNTIGAAFVAKVMSVGDRTVTLG]
[WDTAGSERYEAMSRIYYRGAKAAIVCYDLTDSSSFERAKFWVKELRSLEEGCQIYLCGT]
KSDLLEEDRRRRRVDFHDVQDYADSSCSSALWGVGVCGCLGGSKKIGTALAARARCSRRS

>i0_HQ_samplec9816d|c43092/f2p19/798
isoform=c43092;full_length coverage=2;non_full length coverage=19;isoform_length=798



ggagtegeggegetgeggACCATCGGGGCCGCCTTCGTGGCCAAGGTGATGTCGGTCGGAGACCGGACTGTGACATTAGGTATTT
GGGACACAGCAGGCTCTGAGCGCTATGAGGCCATGAGTAGAATCTACTATCGGGGTGCCAAGGCTGCCATCGTCTGCTA
TGACCTCACAGACAGCAGCAGCTTTGAGCGAGCAAAGTTCTGGGTGAAGGAACTGCGCAGCCTAGAGGAGGGCTGCCA
AATCTACTTATGTGGCACCAAGAGTGACCTGCTGGAAGAAGACCGGAGGCGTCGACGTGTGGACTTCCACGACGTCCA
GGACTATGCAGACAATATCAAAGCTCAGCTCTTTGAAACATCCAGCAAGACAGGCCAGAGTGTGGACGAGCTCTTCCA
GAAAGTGGCAGAGGATTACGTCAGTGTGGCTGCCTTCCAGGTGATGACAGAGGACAAGGGCGTGGATCTGGGCCAGAA
GCCAAACCCCTACTTCTACAGCTGTTGTCATCACTGAGTCAGCACTCACCTGGCCTGGGGGAATTAAAGGAATTCCCCG
TAAGGGCTGGACCCAGCTCCTTTCTGGGCTTGGGTAGTCAAATGTCTGAGCTACCCCAGGTCCTCATGTCAGCAGAGTG
GCGCCTGCCTGTGCTGGCCCATGGAACGGAGACAGCATTGGGCTGACTGTGGGCATGAGGAGGGATAAGGCTGATTTG
GACCCCAGGCTTCTGCCCTGGACAGCACTTGTGTCTGCAGATTATTTAAGTGGCTTTTGATCTGTAAATAAAATCAGTGC
ACTGTG

MSVGDRTVTLGIWDTAGSERYEAMSRIYYRGAKAAIVCYDLTDSSSFERAKFWVKELRSL
EEGCQIYLCGTKSDLLEEDRRRRRVDFHDVQDYADNIKAQLFETSSKTGQSVDELFQKVA
EDYVSVAAFQVMTEDKGVDLGQKPNPYFYSCCHH]
>NM_001031677.3 Homo sapiens RAB24, member RAS oncogene family (RAB24), transcript variant 1, mRNA
GACCTTGCGGCCCCGCCCCCTCGCCCTCTAGCCCCCTCCCGCGGGAGTCGCGGCGCTGCGGGTAGGAGCC
GGGTTGCGGGAGACCCCAGGTTCGGTTGGGATTCCCAGCCAGAACGGAGCTTAAGCCGGGCAGGCGAGCG
AATGACGGAGTAGCGAGCTGCACGGCGGCGTGCTGCGCTGTTGAGGACGCTGTCCCGCGCGCTCCCAGGC
CGCCCCGAGGCTTGGGGTCTTCGAAGGATAATCGGCGCCCGGGGCCGAACAGCGGGGGCACACGGGGCGC
TGCCGAAGTGCAAGGCCACGGCCAGAGCTCGAGCCCGACGCGCTGTCTGGAGTCGTAGGTTGGCGCCGTT]
TGGGGTCGGGGTCTGAGGCTTGGGCGCTGCCTGGGCCGAGCGGAGATCGGGGTTTGCCTCCCGTCCCCGC
TCAGGACCCTGACGTGGCTGAAGCGGCCCCGGGAGCATGAGCGGGCAGCGCGTGGACGTCAAGGTGGTGA)
TGCTGGGCAAGGAGTACGTGGGCAAGACTAGCCTGGTGGAGCGCTACGTGCACGACCGCTTTCTGGTGGG
GCCTTATCAGAACACCATCGGGGCCGCCTTCGTGGCCAAGGTGATGTCGGTCGGAGACCGGACTGTGACA
TTAGGTATTTGGGACACAGCAGGCTCTGAGCGCTATGAGGCCATGAGTAGAATCTACTATCGGGGTGCCA
AGGCTGCCATCGTCTGCTATGACCTCACAGACAGCAGCAGCTTTGAGCGAGCAAAGTTCTGGGTGAAGGA]
ACTGCGCAGCCTAGAGGAGGGCTGCCAAATCTACTTATGTGGCACCAAGAGTGACCTGCTGGAAGAAGAC
CGGAGGCGTCGACGTGTGGACTTCCACGACGTCCAGGACTATGCAGACAATATCAAAGCTCAGCTCTTTG
AAACATCCAGCAAGACAGGCCAGAGTGTGGACGAGCTCTTCCAGAAAGTGGCAGAGGATTACGTCAGTGT
GGCTGCCTTCCAGGTGATGACAGAGGACAAGGGCGTGGATCTGGGCCAGAAGCCAAACCCCTACTTCTAC
AGCTGTTGTCATCACTGAGTCAGCACTCACCTGGCCTGGGGGAATTAAAGGAATTCCCCGTAAGGGCTGG
ACCCAGCTCCTTTCTGGGCTTGGGTAGTCAAATGTCTGAGCTACCCCAGGTCCTCATGTCAGCAGAGTGG
CGCCTGCCTGTGCTGGCCCATGGAACGGAGACAGCATTGGGCTGACTGTGGGCATGAGGAGGGATAAGGC
TGATTTGGACCCCAGGCTTCTGCCCTGGACAGCACTTGTGTCTGCAGATTATTTAAGTGGCTTTTGATCT]
GTAAATAAAATCAGTGCACTGTGCATCACACCCAGCCCCTTTCCCTGCTGTGTGGATTAGGTGTCAAGAC
ACCTAGTTCTTCCTGGGGCCACCCGGCTGGCCTCACTGCTTATATTAAGGCTCCTCCCAACTCTCATTTT]
CCTTTGGAAAACAAGACTTTTTTCCCCATGGTTACCGCTGAGATACTGGGGCTGTAGTAGTATAAAAGCT]
CACAGTTCCTTCTGAGTGCTGAAAAGAGTGCATGAGTTGCTTCGAAATAAAAGGGTCAAGCATTCCTACC
TGAGACAGGTTAAAAAAAAAAA
>NP_001026847.1 ras-related protein Rab-24 [Homo sapiens]
MSGQRVDVKVVMLGKEYVGKTSLVERYVHDRFLVGPYQNTIGAAFVAKVMSVGDRTVTLGIWDTAGSERY]
[EAMSRIYYRGAKAAIVCYDLTDSSSFERAKFWVKELRSLEEGCQIYLCGTKSDLLEEDRRRRRVDFHDVQ
DY ADNIKAQLFETSSKTGQSVDELFQKVAEDYVSVAAFQVMTEDKGVDLGQKPNPYFYSCCHH]

>NM 130781.3 Homo sapiens RAB24, member RAS oncogene family (RAB24), transcript variant 2, mRNA|

GACCTTGCGGCCCCGCCCCCTCGCCCTCTAGCCCCCTCCCGCGGGAGTCGCGGCGCTGCGGGTAGGAGCC
GGGTTGCGGGAGACCCCAGGTTCGGTTGGGATTCCCAGCCAGAACGGAGCTTAAGCCGGGCAGGCGAGCG
AATGACGGAGTAGCGAGCTGCACGGCGGCGTGCTGCGCTGTTGAGGACGCTGTCCCGCGCGCTCCCAGGC
CGCCCCGAGGCTTGGGGTCTTCGAAGGATAATCGGCGCCCGGGGCCGAACAGCGGGGGCACACGGGGCG(C
TGCCGAAGTGCAAGGCCACGGCCAGAGCTCGAGCCCGACGCGCTGTCTGGAGTCGTAGGACCCTGACGT(]
GCTGAAGCGGCCCCGGGAGCATGAGCGGGCAGCGCGTGGACGTCAAGGTGGTGATGCTGGGCAAGGAGTA]
CGTGGGCAAGACTAGCCTGGTGGAGCGCTACGTGCACGACCGCTTTCTGGTGGGGCCTTATCAGAACACC
ATCGGGGCCGCCTTCGTGGCCAAGGTGATGTCGGTCGGAGACCGGACTGTGACATTAGGTATTTGGGACA]
CAGCAGGCTCTGAGCGCTATGAGGCCATGAGTAGAATCTACTATCGGGGTGCCAAGGCTGCCATCGTCTG
CTATGACCTCACAGACAGCAGCAGCTTTGAGCGAGCAAAGTTCTGGGTGAAGGAACTGCGCAGCCTAGAG
GAGGGCTGCCAAATCTACTTATGTGGCACCAAGAGTGACCTGCTGGAAGAAGACCGGAGGCGTCGACGTG
TGGACTTCCACGACGTCCAGGACTATGCAGACAATATCAAAGCTCAGCTCTTTGAAACATCCAGCAAGAC
AGGCCAGAGTGTGGACGAGCTCTTCCAGAAAGTGGCAGAGGATTACGTCAGTGTGGCTGCCTTCCAGGT(
ATGACAGAGGACAAGGGCGTGGATCTGGGCCAGAAGCCAAACCCCTACTTCTACAGCTGTTGTCATCACT]
GAGTCAGCACTCACCTGGCCTGGGGGAATTAAAGGAATTCCCCGTAAGGGCTGGACCCAGCTCCTTTCTG]
GGCTTGGGTAGTCAAATGTCTGAGCTACCCCAGGTCCTCATGTCAGCAGAGTGGCGCCTGCCTGTGCTGG]
CCCATGGAACGGAGACAGCATTGGGCTGACTGTGGGCATGAGGAGGGATAAGGCTGATTTGGACCCCAGG




CTTCTGCCCTGGACAGCACTTGTGTCTGCAGATTATTTAAGTGGCTTTTGATCTGTAAATAAAATCAGTG
CACTGTGCATCACACCCAGCCCCTTTCCCTGCTGTGTGGATTAGGTGTCAAGACACCTAGTTCTTCCTGG
GGCCACCCGGCTGGCCTCACTGCTTATATTAAGGCTCCTCCCAACTCTCATTTTCCTTTGGAAAACAAGA]
CTTTTTTCCCCATGGTTACCGCTGAGATACTGGGGCTGTAGTAGTATAAAAGCTCACAGTTCCTTCTGAG
TGCTGAAAAGAGTGCATGAGTTGCTTCGAAATAAAAGGGTCAAGCATTCCTACCTGAGACAGGTTAAAAA

>NP_570137.2 ras-related protein Rab-24 [Homo sapiens]
MSGQRVDVKVVMLGKEYVGKTSLVERYVHDRFLVGPYQNTIGAAFVAKVMSVGDRTVTLGIWDTAGSERY]
[EAMSRIYYRGAKAAIVCYDLTDSSSFERAKFWVKELRSLEEGCQIYLCGTKSDLLEEDRRRRRVDFHDVQ|
DY ADNIKAQLFETSSKTGQSVDELFQKVAEDYVSVAAFQVMTEDKGVDLGQKPNPYFYSCCHH;
>NR_109789.1 Homo sapiens RAB24, member RAS oncogene family (RAB24), transcript variant 3, non-coding RNA|
GACCTTGCGGCCCCGCCCCCTCGCCCTCTAGCCCCCTCCCGCGGGAGTCGCGGCGCTGCGGGTAGGAGCC
GGGTTGCGGGAGACCCCAGGTTCGGTTGGGATTCCCAGCCAGAACGGAGCTTAAGCCGGGCAGGCGAGCG]
AATGACGGAGTAGCGAGCTGCACGGCGGCGTGCTGCGCTGTTGAGGACGCTGTCCCGCGCGCTCCCAGGC
CGCCCCGAGGCTTGGGGTCTTCGAAGGATAATCGGCGCCCGGGGCCGAACAGCGGGGGCACACGGGGCGC
TGCCGAAGTGCAAGGCCACGGCCAGAGCTCGAGCCCGACGCGCTGTCTGGAGTCGTAGGACCCTGACGTG
GCTGAAGCGGCCCCGGGAGCATGAGCGGGCAGCGCGTGGACGTCAAGGTGGTGATGCTGGGCAAGGAGTA]
CGTGGGCAAGACTAGCCTGGTGGAGCGCTACGTGCACGACCGCTTTCTGGTGGGGCCTTATCAGAACACC
ATCGGGGCCGCCTTCGTGGCCAAGGTGATGTCGGTCGGAGACCGGACTGTGACATTAGGTATTTGGGACA|
CAGCAGGCTCTGAGCGCTATGAGGCCATGAGTAGAATCTACTATCGGGGTGCCAAGGCTGCCATCGTCTG]
CTATGACCTCACAGACAGCAGCAGCTTTGAGCGAGCAAAGTTCTGGGTGAAGGAACTGCGCAGCCTAGAG
GAGGGCTGCCAAATCTACTTATGTGGCACCAAGAGTGACCTGCTGGAAGAAGACCGGAGGCGTCGACGTG
TGGACTTCCACGACGTCCAGGACTATGCAGACAGTAGCTGCTCCTCAGCCCTTTGGGGGGTGGGGGTGTG]
TGGCTGTCTGGGTGGATCAAAGAAAATAGGGACTGCCTTGGCTGCCAGGGCAAGGTGCTCTAGGAGGTCT]
TCCTGGCCTCCTTGAACTGTGGGGTCCAGGAGACTCCCTGAACTGCTAGCCCTCCCTTTTGTCTGTTTAT]
CTAATTCTCAGGTATGAGGCTTTAGTCACTTCTCTTTACAGATATCAAAGCTCAGCTCTTTGAAACATCC
AGCAAGACAGGCCAGAGTGTGGACGAGCTCTTCCAGAAAGTGGCAGAGGATTACGTCAGTGTGGCTGCCT]
TCCAGGTGATGACAGAGGACAAGGGCGTGGATCTGGGCCAGAAGCCAAACCCCTACTTCTACAGCTGTTG
TCATCACTGAGTCAGCACTCACCTGGCCTGGGGGAATTAAAGGAATTCCCCGTAAGGGCTGGACCCAGCT]
CCTTTCTGGGCTTGGGTAGTCAAATGTCTGAGCTACCCCAGGTCCTCATGTCAGCAGAGTGGCGCCTGCC
TGTGCTGGCCCATGGAACGGAGACAGCATTGGGCTGACTGTGGGCATGAGGAGGGATAAGGCTGATTTGG
ACCCCAGGCTTCTGCCCTGGACAGCACTTGTGTCTGCAGATTATTTAAGTGGCTTTTGATCTGTAAATAA
AATCAGTGCACTGTGCATCACACCCAGCCCCTTTCCCTGCTGTGTGGATTAGGTGTCAAGACACCTAGTT]
CTTCCTGGGGCCACCCGGCTGGCCTCACTGCTTATATTAAGGCTCCTCCCAACTCTCATTTTCCTTTGGA
AAACAAGACTTTTTTCCCCATGGTTACCGCTGAGATACTGGGGCTGTAGTAGTATAAAAGCTCACAGTTC
CTTCTGAGTGCTGAAAAGAGTGCATGAGTTGCTTCGAAATAAAAGGGTCAAGCATTCCTACCTGAGACAG]
GTTAAAAAAAAAAA]

ec9816d|c43648/£2p0/1435
9816d|c43092/£2p19/798

16d|c63433/£11p0/1318

ec9816d|c436

ec9816d|c430¢

1
0

N NN




10 HQ samplec9816d|c43092/£2p19/798
NM 130781.3

ATCGGCGCCCGGGGCCGAACAGCGGGGGCACACGGGGCGCTGCCGAAGTGCAAGGCCACG

il HQ samplec9816d|c63433/£11p0/1318
INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435

ATCGGCGCCCGGGGCCGAACAGCGGGGGCACACGGGGCGCTGCCGAAGTGCAAGGCCACG
ATCGGCGCCCGGGGCCGAACAGCGGGGGCACACGGGGCGCTGCCGAAGTGCAAGGCCACG

GCCAGAGCTCGAGCCCGACGCGCTGTCTGGAGTCGTAG

INR 109789.1
i0 HQ samplec9816d|c43092/£2pl19/798

GCCAGAGCTCGAGCCCGACGCGCTGTCTGGAGTCGTAG

NM 130781.3
il HQ samplec9816d|c63433/£11p0/1318
INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435
INR 109789.1
i0 HQ samplec9816d[c43092/£2p19/798

GCCAGAGCTCGAGCCCGACGCGCTGTCTGGAGTCGTAG
GCCAGAGCTCGAGCCCGACGCGCTGTCTGGAGTCGTAGGTTGGCGCCGTTTGGGGTCGGG
GCCAGAGCTCGAGCCCGACGCGCTGTCTGGAGTCGTAGGTTGGCGCCGTTTGGGGTCGGG

NM 130781.3
il HQ samplec9816d|c63433/£f11p0/1318

GTCTGAGGCTTGGGCGCTGCCTGGGCCGAGCGGAGATCGGGGTTTGCCTCCCGTCCCCGC

INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435
NR 109789.1

GTCTGAGGCTTGGGCGCTGCCTGGGCCGAGCGGAGATCGGGGTTTGCCTCCCGTCCCCGC

—-—-—-—-GACCCTGACGTGGCTGAAGCGGCCCCGGGAGCATGAGCGGGCAGCGCGTGGACGTC
—--—-—GACCCTGACGTGGCTGAAGCGGCCCCGGGAGCATGAGCGGGCAGCGCGTGGACGTC

10 HQ samplec9816d|c43092/£2p19/798
NM 130781.3
il HQ samplec9816d|c63433/f11p0/1318

—-—-—-—-GACCCTGACGTGGCTGAAGCGGCCCCGGGAGCATGAGCGGGCAGCGCGTGGACGTC
TCAGGACCCTGACGTGGCTGAAGCGGCCCCGGGAGCATGAGCGGGCAGCGCGTGGACGTC

INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435
NR 109789.1

TCAGGACCCTGACGTGGCTGAAGCGGCCCCGGGAGCATGAGCGGGCAGCGCGTGGACGTC

AAGGTGGTGATGCTGGGCAAGGAGTACGTGGGCAAGACTAGCCTGGTGGAGCGCTACGTG
AAGGTGGTGATGCTGGGCAAGGAGTACGTGGGCAAGACTAGCCTGGTGGAGCGCTACGTG

10 HQ samplec9816d|c43092/£2p19/798
NM 130781.3

AAGGTGGTGATGCTGGGCAAGGAGTACGTGGGCAAGACTAGCCTGGTGGAGCGCTACGTG

il HQ samplec9816d|c63433/£f11p0/1318
INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435

AAGGTGGTGATGCTGGGCAAGGAGTACGTGGGCAAGACTAGCCTGGTGGAGCGCTACGTG
AAGGTGGTGATGCTGGGCAAGGAGTACGTGGGCAAGACTAGCCTGGTGGAGCGCTACGTG

CACGACCGCTTTCTGGTGGGGCCTTATCAGAAC

INR 109789.1
10 HQ samplec9816d|c43092/£2p19/798

M 130781.3

CACGACCGCTTTCTGGTGGGGCCTTATCAGAACACCATCGGGGCCGCCTTCGTGGCCAAG
ggagtcgcggecgctgcggACCATCGGGGCCGCCTTCGTGGCCAAG
CACGACCGCTTTCTGGTGGGGCCTTATCAGAACACCATCGGGGCCGCCTTCGTGGCCAAG

11 HQ samplec9816d|c63433/£f11p0/1318
NM 001031677.3

CACGACCGCTTTCTGGTGGGGCCTTATCAGAACACCATCGGGGCCGCCTTCGTGGCCAAG
CACGACCGCTTTCTGGTGGGGCCTTATCAGAACACCATCGGGGCCGCCTTCGTGGCCAAG

il HQ samplec9816d|c43648/£2p0/1435

* * * *  x Kk Kk Kk Kk hhhhhhhhhhhkhkhk kXA kAKAKK K

GACACAGCAGGCTCTGAG

INR 109789.1
i0 HQ samplec9816d|c43092/£2p19/798

GTGATGTCGGTCGGAGACCGGACTGTGACATTAGGTATTTGGGACACAGCAGGCTCTGAG
GTGATGTCGGTCGGAGACCGGACTGTGACATTAGGTATTTGGGACACAGCAGGCTCTGAG

NM 130781.3
il HQ samplec9816d|c63433/£11p0/1318
NM 001031677.3

GTGATGTCGGTCGGAGACCGGACTGTGACATTAGGTATTTGGGACACAGCAGGCTCTGAG
GTGATGTCGGTCGGAGACCGGACTGTGACATTAGGTATTTGGGACACAGCAGGCTCTGAG
GTGATGTCGGTCGGAGACCGGACTGTGACATTAGGTATTTGGGACACAGCAGGCTCTGAG

il HQ samplec9816d|c43648/£2p0/1435
INR 109789.1
10 HQ samplec9816d|c43092/£f2p19/798

KAk kk Kk k ok hkhkhk ok hh kA AR A AR AR AR A A A A Ak hh ko hkhhh kA A AAAKRAAKAKKK KKK, K, Kk k%

CGCTATGAGGCCATGAGTAGAATCTACTATCGGGGTGCCAAGGCTGCCATCGTCTGCTAT
CGCTATGAGGCCATGAGTAGAATCTACTATCGGGGTGCCAAGGCTGCCATCGTCTGCTAT
CGCTATGAGGCCATGAGTAGAATCTACTATCGGGGTGCCAAGGCTGCCATCGTCTGCTAT

NM 130781.3
il HQ samplec9816d|c63433/f11p0/1318

CGCTATGAGGCCATGAGTAGAATCTACTATCGGGGTGCCAAGGCTGCCATCGTCTGCTAT
CGCTATGAGGCCATGAGTAGAATCTACTATCGGGGTGCCAAGGCTGCCATCGTCTGCTAT

INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435
NR 109789.1

CGCTATGAGGCCATGAGTAGAATCTACTATCGGGGTGCCAAGGCTGCCATCGTCTGCTAT

E R TR R o S S S L

G
GACCTCACAGACAGCAGCAGCTTTGAGCGAGCAAAGTTCTGGGTGAAGGAACTGCGCAGC

10 HQ samplec9816d|c43092/£2p19/798
NM 130781.3
il HQ samplec9816d|c63433/f11p0/1318

GACCTCACAGACAGCAGCAGCTTTGAGCGAGCAAAGTTCTGGGTGAAGGAACTGCGCAGC
GACCTCACAGACAGCAGCAGCTTTGAGCGAGCAAAGTTCTGGGTGAAGGAACTGCGCAGC
GACCTCACAGACAGCAGCAGCTTTGAGCGAGCAAAGTTCTGGGTGAAGGAACTGCGCAGC

INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435
NR 109789.1

GACCTCACAGACAGCAGCAGCTTTGAGCGAGCAAAGTTCTGGGTGAAGGAACTGCGCAGC

E R R R R o S S L

GGCT \AATCTACTTATG \AGAG' TGC AGAAGAC
CTAGAGGAGGGCTGCCAAATCTACTTATGTGGCACCAAGAGTGACCTGCTGGAAGAAGAC

10 HQ samplec9816d|c43092/£2p19/798
NM 130781.3

CTAGAGGAGGGCTGCCAAATCTACTTATGTGGCACCAAGAGTGACCTGCTGGAAGAAGAC
CTAGAGGAGGGCTGCCAAATCTACTTATGTGGCACCAAGAGTGACCTGCTGGAAGAAGAC

il HQ samplec9816d|c63433/£11p0/1318
INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435

CTAGAGGAGGGCTGCCAAATCTACTTATGTGGCACCAAGAGTGACCTGCTGGAAGAAGAC
CTAGAGGAGGGCTGCCAAATCTACTTATGTGGCACCAAGAGTGACCTGCTGGAAGAAGAC

E R R R o S S S L

GTC T T T

INR 109789.1
10 HQ samplec9816d|c43092/£2p19/798
NM 130781.3

CGGAGGCGTCGACGTGTGGACTTCCACGACGTCCAGGACTATGCAGACAGTAGCTGCTCC
CGGAGGCGTCGACGTGTGGACTTCCACGACGTCCAGGACTATGCAGACA
CGGAGGCGTCGACGTGTGGACTTCCACGACGTCCAGGACTATGCAGACA




il HQ samplec9816d|c63433/£11p0/1318
INM 001031677.3

CGGAGGCGTCGACGTGTGGACTTCCACGACGTCCAGGACTATGCAGACA
CGGAGGCGTCGACGTGTGGACTTCCACGACGTCCAGGACTATGCAGACA

il HQ samplec9816d|c43648/£2p0/1435
INR 109789.1
i0 HQ samplec9816d[c43092/£2p19/798

Kk kkkhhkhkhhkhkhkhkhkhk kA kKA KKK A KA KA KAk hhhhkhhhhkhhkhkhk kX kKX KX

GGTGTGTGGCTGTCTGGGTGGATC TAGGGACT
TCAGCCCTTTGGGGGGTGGGGGTGTGTGGCTGTCTGGGTGGATCAAAGAAAATAGGGACT

NM 130781.3
il HQ samplec9816d|c63433/f11p0/1318

INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435
NR 109789.1

TTG T 'GCTCTA TCTTCCT TTGA TGC
GCCTTGGCTGCCAGGGCAAGGTGCTCTAGGAGGTCTTCCTGGCCTCCTTGAACTGTGGGG

10 HQ samplec9816d|c43092/£2p19/798
NM 130781.3
il HQ samplec9816d|c63433/£f11p0/1318

INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435
NR 109789.1

ACTCCCTGAACTGCTAC '"TTTGTCTGTTTATCTAATTC GTA
TCCAGGAGACTCCCTGAACTGCTAGCCCTCCCTTTTGTCTGTTTATCTAATTCTCAGGTA

107HQ75amplec9816d|c43092/f2p19/798
NM 130781.3

il HQ samplec9816d|c63433/£11p0/1318
INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435

TTTAGTCACTTCTCTTTAC TATC!? GCTCTTTC

INR 109789.1
10 HQ samplec9816d|c43092/£2p19/798
NM 130781.3

TGAGGCTTTAGTCACTTCTCTTTACAGATATCAAAGCTCAGCTCTTTGAAACATCCAGCA
ATATCAAAGCTCAGCTCTTTGAAACATCCAGCA
ATATCAAAGCTCAGCTCTTTGAAACATCCAGCA

117HQ75amplec9816d|c63433/f11p0/1318
INM 001031677.3

ATATCAAAGCTCAGCTCTTTGAAACATCCAGCA
ATATCAAAGCTCAGCTCTTTGAAACATCCAGCA

il HQ samplec9816d|c43648/£2p0/1435

KA KKK KKK Rk hkhhhhkhkhhhhkhhkhk kXA KAK KK

TGTG

INR 109789.1
10 HQ samplec9816d[c43092/£2p19/798

AGACAGGCCAGAGTGTGGACGAGCTCTTCCAGAAAGTGGCAGAGGATTACGTCAGTGTGG
AGACAGGCCAGAGTGTGGACGAGCTCTTCCAGAAAGTGGCAGAGGATTACGTCAGTGTGG

NM 130781.3
il HQ samplec9816d|c63433/£11p0/1318
NM 001031677.3

AGACAGGCCAGAGTGTGGACGAGCTCTTCCAGAAAGTGGCAGAGGATTACGTCAGTGTGG
AGACAGGCCAGAGTGTGGACGAGCTCTTCCAGAAAGTGGCAGAGGATTACGTCAGTGTGG
AGACAGGCCAGAGTGTGGACGAGCTCTTCCAGAAAGTGGCAGAGGATTACGTCAGTGTGG

il HQ samplec9816d|c43648/£2p0/1435
INR 109789.1
i0 HQ samplec9816d|c43092/£2p19/798

KAk k Kk Kk hk ok h ok hkkhh kA A A A AR AR AR A A A A Ak hhhhkhkhhkh kA kA A AKANAKKAK KKK K K & %

GGACAAGGGCGTGGATCTGGGCCAGAAGCCAAACCCCT
CTGCCTTCCAGGTGATGACAGAGGACAAGGGCGTGGATCTGGGCCAGAAGCCAAACCCCT
CTGCCTTCCAGGTGATGACAGAGGACAAGGGCGTGGATCTGGGCCAGAAGCCAAACCCCT

NM 130781.3
il HQ samplec9816d|c63433/f11p0/1318

CTGCCTTCCAGGTGATGACAGAGGACAAGGGCGTGGATCTGGGCCAGAAGCCAAACCCCT
CTGCCTTCCAGGTGATGACAGAGGACAAGGGCGTGGATCTGGGCCAGAAGCCAAACCCCT

INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435
INR 109789.1

CTGCCTTCCAGGTGATGACAGAGGACAAGGGCGTGGATCTGGGCCAGAAGCCAAACCCCT

E R R R R o S L

ACTTCTACAGCTGTTGTCATCACTGAG CTCACCTGGCCTGGGGGAATTAAAGGA
ACTTCTACAGCTGTTGTCATCACTGAGTCAGCACTCACCTGGCCTGGGGGAATTAAAGGA

10 HQ samplec9816d|c43092/£2p19/798
NM 130781.3
il HQ samplec9816d|c63433/f11p0/1318

ACTTCTACAGCTGTTGTCATCACTGAGTCAGCACTCACCTGGCCTGGGGGAATTAAAGGA
ACTTCTACAGCTGTTGTCATCACTGAGTCAGCACTCACCTGGCCTGGGGGAATTAAAGGA
ACTTCTACAGCTGTTGTCATCACTGAGTCAGCACTCACCTGGCCTGGGGGAATTAAAGGA

INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435
NR 109789.1

ACTTCTACAGCTGTTGTCATCACTGAGTCAGCACTCACCTGGCCTGGGGGAATTAAAGGA

E R R o S L e

ATTC GTAAGGGCTGGACC GCTCCTTTCTGGGCTTGGGTAGTCAAATGTCTGAGCT
ATTCCCCGTAAGGGCTGGACCCAGCTCCTTTCTGGGCTTGGGTAGTCAAATGTCTGAGCT

107HQ75amplec9816d|c43092/f2p19/798
NM 130781.3

ATTCCCCGTAAGGGCTGGACCCAGCTCCTTTCTGGGCTTGGGTAGTCAAATGTCTGAGCT
ATTCCCCGTAAGGGCTGGACCCAGCTCCTTTCTGGGCTTGGGTAGTCAAATGTCTGAGCT

il HQ samplec9816d|c63433/£11p0/1318
INM 001031677.3

il HQ samplec9816d|c43648/£2p0/1435

ATTCCCCGTAAGGGCTGGACCCAGCTCCTTTCTGGGCTTGGGTAGTCAAATGTCTGAGCT
ATTCCCCGTAAGGGCTGGACCCAGCTCCTTTCTGGGCTTGGGTAGTCAAATGTCTGAGCT

E R R R R o S o o L

ACCCCAGGTCCTCATGTCAGCAGAGTGGCGCCTGCCTGTGCTGGCCCATGGAACGGAGAC

INR 109789.1
10 HQ samplec9816d|c43092/£2p19/798
NM 130781.3

ACCCCAGGTCCTCATGTCAGCAGAGTGGCGCCTGCCTGTGCTGGCCCATGGAACGGAGAC
ACCCCAGGTCCTCATGTCAGCAGAGTGGCGCCTGCCTGTGCTGGCCCATGGAACGGAGALC
ACCCCAGGTCCTCATGTCAGCAGAGTGGCGCCTGCCTGTGCTGGCCCATGGAACGGAGAC

117HQ75amplec9816d|c63433/f11p0/1318
NM 001031677.3

ACCCCAGGTCCTCATGTCAGCAGAGTGGCGCCTGCCTGTGCTGGCCCATGGAACGGAGAC
ACCCCAGGTCCTCATGTCAGCAGAGTGGCGCCTGCCTGTGCTGGCCCATGGAACGGAGAC

il HQ samplec9816d|c43648/£2p0/1435

KAk kk Kk hk ok hhkhk ok kk kA A A A A A A A AR KA A A Ak h Ak hkhkhhhk kA Ak AAAANAKKK KKK, K K & %

AGCATTGGGCTGACTGTGGGCATGAGGAGGGATAAGG ATTTGGACCCCAGGCTTC

INR 109789.1
i0 HQ samplec9816d|c43092/£2p19/798

AGCATTGGGCTGACTGTGGGCATGAGGAGGGATAAGGCTGATTTGGACCCCAGGCTTCTG
AGCATTGGGCTGACTGTGGGCATGAGGAGGGATAAGGCTGATTTGGACCCCAGGCTTCTG

NM 130781.3

il HQ samplec9816d|c63433/£11p0/1318
INM 001031677.3

AGCATTGGGCTGACTGTGGGCATGAGGAGGGATAAGGCTGATTTGGACCCCAGGCTTCTG
AGCATTGGGCTGACTGTGGGCATGAGGAGGGATAAGGCTGATTTGGACCCCAGGCTTCTG
AGCATTGGGCTGACTGTGGGCATGAGGAGGGATAAGGCTGATTTGGACCCCAGGCTTCTG




KAk kkkhkhkhhk ok kkhhk kA A kAR KA A KR A A A KA Ak Ak hkhkhhkhkhkhhhk kA Ak AAKAAKKKA KKK K %

3092/£2p19/798
433/f11p0/1318

VIRT2751
[VIRT1094

IVCYDLTDSSSFERAKEY L QIYLCGT

R R R o o e

DELFQ
DELFQ
SVDELFQ

MTEDKG

ARPC1A

Sequence | Header AA Seq




Present | >VIRT50347/gmlVIRT61659
il_HQ_samplec9816d|c18442/f2p0/1395

(3-5") (5-3")
Absent ) VIRT64494 VIRT65386
il1_HQ_samplec9816d|c21346/f2p0/1056 (3=57) (5-37)
NCBI NM_001190996 NP_001177925.1

NM_006409 NP_006400.2

>i1_HQ_samplec9816d|c18442/f2p0/1395
isoform=c18442;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1395

aacagggatcgtactcagattgccctcagtcccaataatcacgaagtgeacatctataagaagaaCGGGAGCCAGTGGGTGAAAGCTCATGA
ACTCAAGGAGCACAACGGACACATCACAGGTATTGACTGGGCTCCCAAGAGCGACCGCATTGTCACTTGTGGGGCAGA
CCGCAATGCCTATGTCTGGAGTCAGAAAGATGGTGTTTGGAAGCCAACCCTGGTGATCCTGAGAATTAATCGCGCAGCT
ACTTTTGTGAAGTGGTCCCCCCTAGAGAACAAATTTGCTGTGGGAAGTGGAGCACGACTCATTTCTGTTTGTTACTTTGA
GTCTGAAAATGACTGGTGGGTGAGCAAGCACATTAAAAAGCCGATTCGCTCCACAGTCCTCAGCTTGGATTGGCATCCC
AACAACGTTTTGCTGGCAGCAGGATCATGTGACTTCAAATGCAGAGTGTTTTCTGCCTACATTAAAGAAGTGGATGAAA
AGCCAGCCAGCACGCCCTGGGGCAGCAAGATGCCTTTTGGGCAGCTGATGTCAGAGTTTGGTGGCAGTGGCACTGGTG
GCTGGGTCCACGGGGTAAGCTTCTCTGCCAGTGGGAGCCGCCTGGCCTGGGTCAGCCACGACAGCACCGTGTCTGTTG
CTGATGCCTCAAAAAGTGTGCAGGTCTCGACTCTGAAGACAGAGTTCCTGCCGCTCCTAAGTGTGTCATTTGTCTCAGA
GAACAGCGTCGTGGCTGCTGGCCATGACTGCTGCCCAATGCTCTTTAACTACGATGACCGCGGCTGCCTGACCTTCGTC
TCCAAGTTAGATATTCCAAAACAGAGCATCCAACGCAACATGTCTGCCATGGAACGCTTCCGCAACATGGACAAGAGAG
CCACAACTGAGGACCGCAACACGGCCTTGGAGACGCTGCACCAGAATAGCATCACTCAAGTCTCTATTTATGAGGTGGA
CAAGCAAGATTGTCGCAAATTTTGCACTACTGGCATCGATGGAGCCATGACAATTTGGGATTTCAAGACCCTCGAGTCT
TCCATCCAGGGCCTCCGGATAATGTGAAGCTGAGTGAGCCTCCGCCATCCAGCATGACAAACTGTGGCCGACCGCAGCT
GTGCCGTGGCACGATGGCGAGGAAGCCAGCCCCAAGGAAACACTGAAAACACATATCACGCCAATGCCGTGTGGTTTT
GTTTGAATATAAAATTGGTGAAAGTGTTGGTTTTTTTAAGGCAGTAATTTTTTTGTTTGTTTTTTTGCGATTTCATTCCATT
CTTGACCAAAGCTTCTCTTTAAGTAGTTTATTATGGAAAATTGTCACACTAACTTAAAAGACAGGGTGAGGGAGATATG
TAAATtgtccactagaaaattaaataaaagaactgaatg

>VIRT50347 (3-5")
MAEAHSASHYPEALDGRLEGLEIPNCHGSIDASSAKFATILLVHLINRDLSDAILVQRLQ
GRVAVLSCGSLVHVAEAFHGRHVALDALEWNI

>VIRT61659 (5-37)

MPEGOLMSEFGGSGTGGWVHGVSESASGSRLAWVSHDSTVSVADASKSVQVSTLKTEFLP
LLSVSEFVSENSVVAAGHDCCPMLENYDDRGCLTEVSKLDIPKQSIQRNMSAMERERNMDK|
RATTEDRNTALETLHONSITQVSIYEVDKQODCRKEFCTTGIDGAMTIWDEFKTLESSIQGLR

>i1_HQ_samplec9816d|c21346/f2p0/1056
isoform=c21346;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1056

actggtgggtgagcaagcacattaaaaagecgattcgetccacagtcctcagc TTGGATTGGCATCCCAACAACGTTTTGCTGGCAGCAGG
ATCATGTGACTTCAAATGCAGAGTGTTTTCTGCCTACATTAAAGAAGTGGATGAAAAGCCAGCCAGCACGCCCTGGGGC
AGCAAGATGCCTTTTGGGCAGCTGATGTCAGAGTTTGGTGGCAGTGGCACTGGTGGCTGGGTCCACGGGGTAAGCTTC
TCTGCCAGTGGGAGCCGCCTGGCCTGGGTCAGCCACGACAGCACCGTGTCTGTTGCTGATGCCTCAAAAAGTGTGCAG
GTCTCGACTCTGAAGACAGAGTTCCTGCCGCTCCTAAGTGTGTCATTTGTCTCAGAGAACAGCGTCGTGGCTGCTGGCC
ATGACTGCTGCCCAATGCTCTTTAACTACGATGACCGCGGCTGCCTGACCTTCGTCTCCAAGTTAGATATTCCAAAACAG
AGCATCCAACGCAACATGTCTGCCATGGAACGCTTCCGCAACATGGACAAGAGAGCCACAACTGAGGACCGCAACACG



GCCTTGGAGACGCTGCACCAGAATAGCATCACTCAAGTCTCTATTTATGAGGTGGACAAGCAAGATTGTCGCAAATTTT
GCACTACTGGCATCGATGGAGCCATGACAATTTGGGATTTCAAGACCCTCGAGTCTTCCATCCAGGGCCTCCGGATAAT
GTGAAGCTGAGTGAGCCTCCGCCATCCAGCATGACAAACTGTGGCCGACCGCAGCTGTGCCGTGGCACGATGGCGAG
GAAGCCAGCCCCAAGGAAACACTGAAAACACATATCACGCCAATGCCGTGTGGTTTTGTTTGAATATAAAATTGGTGAA
AGTGTTGGTTTTTTTAAGGCAGTAATTTTTTTGTTTGTTTTTTTGCGATTTCATTCCATTCTTGACCAAAGCTTCTCTTTAAG
TAGTTTATTATGGAAAATTGTCACACTAACTTAAAAGACAGGGTGAGGGAGATATGTAAATTgtccactagaaaattaaataaa
agaactgaatgt

>VIRT64494 (3-5")
MAEAHSASHYPEALDGRLEGLEIPNCHGSIDASSAKFATILLVHLINRDLSDAILVQRLQ
GRVAVLSCGSLVHVAEAFHGRHVALDALEWNI

>VIRT65386 (5-3")
MPEGOLMSEFGGSGTGGWVHGVSESASGSRLAWVSHDSTVSVADASKSVQVSTLKTEFLP
LLSVSEFVSENSVVAAGHDCCPMLENYDDRGCLTEVSKLDIPKQSIQRNMSAMERERNMDK|
RATTEDRNTALETLHONSITQVSIYEVDKQODCRKEFCTTGIDGAMTIWDEKTLESSIQGLR
M

>NM 001190996.1 Homo sapiens actin related protein 2/3 complex subunit 1A (ARPClA), transcript]
variant 2, mRNA
IACTTCCGGGATCTGTCAGCCGCTCCCTCTGGGCTTCCGTCCTCCGCCCGCGCCCGACGGAGCCTGTTCGC]
GTCGACTGCCCAGAGTCCGCGAATCCTCCGC “"GAGCCCGTCCGGACTCCCCCGATCCCAGCTTTCTCT
CCTTTGAAAACACTAAGAATAATGTC GCATCAGTTTTTACTAGAGCCAATCACCTGTCATGCCTGGA
IACAGGGATCGTACTCATTGCCCTCAGTCCCAATAATCACGAAGTGCACATCTATAAGAAGAACGGGAGC(
AGTGGGTGAAAGCTCATGAACTCAAGGAGCACAACGGACACATCACAGGTATTGACTGGGCTCCCAAGAG
CGACCGCATTGTCACTTGTGGGGCAGACCGCAATGCCTATGTCTGGAGTCAGARAAGATGGTGTTTGGAAJ
CCAACCCTGGTGATCCTGAGAATTAATCGCGCAGCTACTTTTGTGAAGTGGTCCCCCCTAGAGAACAAAT
TTGCTGTGGGAAGTGGAGCACGACTCATTTCTGTTTGTTACTTTGAGTCTGAAAATGACTGGTGGGTGAG
CAAGCACATTAAAAAGCCGATTCGCTCCACAGTCCTCAGCTTGGATTGGCATCCCAACAACGTTTTGCTG
GCAGCAGGATCATGTGACTTCAAATGCAGAGTGTTTTCTGCCTACATTAAAGAAGTGGATGAAAAGCCAG
CCAGCACGCCCTGGGGCAGCAAGATGCCTTTTGGGCAGCTGATGTCAGAGTTTGGTGGCAGTGGCACTGY
TGGCTGGGTCCACGGGGTAAGCTTCTCTGCCAGTGGGAGCCGCCTGGCCTGGGTCAGCCACGACAGCACC
GTGTCTGTTGCTGATGCCTCAAAAAGTGTGCAGGTCTCGACTCTGAAGACAGAGTTCCTGCCGCTCCTAA
GTGTGTCATTTGTCTCAGAGAACAGCGTCGTGGCTGCTGGCCATGACTGCTGCCCAATGCTCTTTAACTA
CGATGACCGCGGCTGCCTGACCTTCGTCTCCAAGTTAGATATTCCAAAACAGAGCATCCAACGCAACATG
TCTGCCATGGAACGCT AACATGGACAAGAGAGCCACAACTGAGGACCGCAACACGGCCTTGGAGA
CGCTGCACCAGAATAGCATCACTCAAGTCTCTATTTATGAGGTGGACAAGCAAGATTGTCGCAAATTTTG
CACTACTGGCATCGATGGAGCCATGACAATTTGGGATTTCAAGACCCTCGAGTCTTCCATCCAGGGCCTC
CGGATAATGTGAAGCTGAGTGAGCCTCCGCC AGCATGACAAACTGTGGCCGACCGCAGCTGTGCCY
TGGCACGATGGCGAGGAAGCCAGCCCCAAGGAAACACTGAAAACACATATCACGCCAATGCCGTGTGGTT)
TTGTTTGAATATAAAATTGGTGAAAGTGTTGGTTTTTTTAAGGCAGTAATTTTTTTGTTTGTTTTTTTGC
GATTTCATTCCATTCTTGACCAAAGCTTCTCTTTAAGTAGTTTATTATGGAAAATTGTCACACTAACTTA
IAAAGACAGGGTGAGGGAGATATGTAAATTGTC TAGAAAATTAAATAAAAGAACTGAATGTGGAAAAA
AAAAAAAAAAAAAAAAAAAAA

>NP 001177925.1 actin-related protein 2/3 complex subunit 1A isoform 2 [Homo sapiens]
MPGTGIVLIALSPNNHEVHIYKKNGSQWVKAHELKEHNGHITGIDWAPKSDRIVTCGADRNAYVIWSQKDG]
VWKPTLVILRINRAATFVKWSPLENKFAVGSGARLISVCYFESENDWWVSKHIKKPIRSTVLSLDWHPNN]
VLLAAGSCDFKCRVFSAYIKEVDEKPASTPWGSKMPFGQLMSEFGGSGTGGWVHGVSFSASGSRLAWVSH,
DSTVSVADASKSVQVSTLKTEFLPLLSVSEFVSENSVVAAGHDCCPMLENYDDRGCLTEVSKLDIPKQSIQ
RNMSAMERFRNMDKRATTEDRNTALETLHONSITQVSIYEVDKQDCRKFCTTGIDGAMTIWDFKTLESST
OGLRI

>NM 006409.3 Homo sapiens actin related protein 2/3 complex subunit 1A (ARPClA), transcript variant]
1, mRNA

IACTTCCGGGATC CAGCCGC

GTCGACTGCCCAGAGTCCGCGAATCC GACTCCCCCGATCCCAGCTTTCTCT]
CCTTTGAAAACACTAAGAATAATGTC GTTTTTACTAGAGCCAATCACCTGTCATGCCTGGA
IACAGGGATCGTACTCAGATTGCCCTCAGTCCCAATAATCACGAAGTGCACATCTATAAGAAGAACGGGAG]
CCAGTG GAAAGCTCATGAACTCAAGGAGCACAACGGACACATCACAGGTATTGACTGGGCTCCCAAG]
IAGCGACCGCATTGTCACTTGTGGGGCAGACCGCAATGCCTATGTCTGGAGTCAGAAAGATGGTGTTTGGA
IAGCCAACCCTGGTGATCCTGAGAATTAATCGCGCAGCTACTTTTGTGAAGTGGTCCCCCCTAGAGAACAA
IATTTGCTGTGGGAAGTGGAGCACGACTCATTTCTGTTTGTTACTTTGAGTCTGAAAATGACTGGTGGGTG]
IAGCAAGCACATTAAAAAGCCGATTCGCTCCACAGTCCTCAGCTTGGATTGGCATCCCAACAACGTTTTGC
TGGCAGCAGGATCATGTGACTTCAAATGCAGAGTGTTTTCTGCCTACATTAAAGAAGTGGATGAAAAGCC
IAGCCAGCACGCCCTGGGGCAGCAAGAT TTTTGGGCAGCTGATGTCAGAGTTTGGTGGCAGTGGCACT
GGTGGCTGGGTCCACGGGGTAAGCTT “TGCCAGTGGGAGCCGCCTGGCCTGGGTCAGCCACGACAGCA
CCGTGTCTGTTGCTGATGCCTCAAAAAGTGTGCAGGTCTCGACTCTGAAGACAGAGTTCCTGCCGCTCCT)
AAGTGTGTCATTTGTCTCAGAGAACAGCGTCGTGGCTGCTGGCCATGACTGCTGCCCAATGCTCTTTAAC]
TACGATGACCGCGGCTGCCTGACCTTCGTCTCCAAGTTAGATATTCCAAAACAGAGCATCCAACGCAACA



TGTCTGCCATGGAACGCTTC AACATGGACAAGAGAGCCACAACTGAGGACCGCAACACGGCCTTGGA
GACGCTGCACCAGAATAGCATCACTCAAGTCTCTATTTATGAGGTGGACAAGCAAGATTGTCGCAAATTT]

CGTGGCACGATGGCGAGGAAGCCAGCCCCAAGGAAACACTGAAAACACATATCACGCCAATGCCGTGTGG
TTTTGTTTGAATATAAAATTGGTGAAAGTGTTGGTTTTTTTAAGGCAGTAATTTTTTTGTTTGTTTTTTT
GCGATTTCATTCCATTCTTGACCAAAGCTTCTCTTTAAGTAGTTTATTATGGAAAATTGTCACACTAACT
TAAAAGACAGGGTGAGGGAGATATGTAAATTGTC “TAGAAAATTAAATAAAAGAACTGAATGTGGAAA
IAAAAAAAAAAAAA

>NP 006400.2 actin-related protein 2/3 complex subunit 1A isoform 1 [Homo sapiens]
MSLHQFLLEPITCHAWNRDRTQIALSPNNHEVHIYKKNGSQWVKAHELKEHNGHITGIDWAPKSDRIVTC
GADRNAYVWSQKDGVWKPTLVILRINRAATFVKWSPLENKFAVGSGARLISVCYFESENDWWVSKHIKKP
IRSTVLSLDWHPNNVLLAAGSCDFKCRVFEFSAYIKEVDEKPASTPWGSKMPFGQLMSEFGGSGTGGWVHG

SEFSASGSRLAWVSHDSTVSVADASKSVQVSTLKTEFLPLLSVSEFVSENSVVAAGHDCCPMLENYDDRGCL
TEVSKLDIPKQSIQRNMSAMERFRNMDKRATTEDRNTALETLHONSITQVSIYEVDKQDCRKFCTTGIDG
AMTIWDFKTLESSIQGLRI

INM 006409
il HQ sampl

ATCGTACTC--ATTG




il HQ samplec9816d|c21346/£2p0/1056
INM 001190996.1

gcTTGGATTGGCATCCCAACAACGTTTTGCTGGCAGCAGGATCATGTGACTTCAAATGCA
GCTTGGATTGGCATCCCAACAACGTTTTGCTGGCAGCAGGATCATGTGACTTCAAATGCA

il HQ samplec9816d|c18442/£2p0/1395
NM 006409.3
il HQ samplec9816d[c21346/£2p0/1056

KA kA A KRR AR ARk hhkhhhk ok hkhhk kA hk kA A KA A KA A AR AR KA Ak hkhhkhkhkhhkhkhkhkkkk* kK

G
GAGTGTTTTCTGCCTACATTAAAGAAGTGGATGAAAAGCCAGCCAGCACGCCCTGGGGCA
GAGTGTTTTCTGCCTACATTAAAGAAGTGGATGAAAAGCCAGCCAGCACGCCCTGGGGCA

111
658

511
720
171

INM 001190996.1

il HQ samplec98l6d|c18442/£2p0/1395
NM 006409.3

GAGTGTTTTCTGCCTACATTAAAGAAGTGGATGAAAAGCCAGCCAGCACGCCCTGGGGCA

E R R R R R R R

GCAAGATGCCTTTTGGGCAGCTGATGTCAGAGTTTGGTGGCAGTGGCACTGGTGGCTGGG

718

il HQ samplec9816d|c21346/£2p0/1056
INM 001190996.1

GCAAGATGCCTTTTGGGCAGCTGATGTCAGAGTTTGGTGGCAGTGGCACTGGTGGCTGGG
GCAAGATGCCTTTTGGGCAGCTGATGTCAGAGTTTGGTGGCAGTGGCACTGGTGGCTGGG

il HQ samplec9816d|c18442/£2p0/1395

KAk A A KR AR KRRk h ko hh ok hkhh kA k kA XK KA KA A AR KA KA Ak hkhhkhkhkhhkhkhkhkkkk* kK

NM 006409.3
il HQ samplec9816d[c21346/£2p0/1056

TCCACGGGGTAAGCTTCTCTGCCAGTGGGAGCCGCCTGGCCTGGGTCAGCCACGACAGCA
TCCACGGGGTAAGCTTCTCTGCCAGTGGGAGCCGCCTGGCCTGGGTCAGCCACGACAGCA

840
291

INM 001190996.1

il HQ samplec9816d|c18442/£2p0/1395
INM 006409.3

TCCACGGGGTAAGCTTCTCTGCCAGTGGGAGCCGCCTGGCCTGGGTCAGCCACGACAGCA

GGT( ACTC 5 \GT
CCGTGTCTGTTGCTGATGCCTCAAAAAGTGTGCAGGTCTCGACTCTGAAGACAGAGTTCC

838

il HQ samplec9816d|c21346/£2p0/1056
INM 001190996.1

il HQ samplec9816d|c18442/£2p0/1395

CCGTGTCTGTTGCTGATGCCTCAAAAAGTGTGCAGGTCTCGACTCTGAAGACAGAGTTCC
CCGTGTCTGTTGCTGATGCCTCAAAAAGTGTGCAGGTCTCGACTCTGAAGACAGAGTTCC

E R R R R R

TG T GTGTCATTTGTC" 5TC

NM 006409.3
il HQ samplec9816d|c21346/£2p0/1056
INM 001190996.1

TGCCGCTCCTAAGTGTGTCATTTGTCTCAGAGAACAGCGTCGTGGCTGCTGGCCATGACT
TGCCGCTCCTAAGTGTGTCATTTGTCTCAGAGAACAGCGTCGTGGCTGCTGGCCATGACT
TGCCGCTCCTAAGTGTGTCATTTGTCTCAGAGAACAGCGTCGTGGCTGCTGGCCATGACT

il HQ samplec9816d|c18442/£2p0/1395
NM 006409.3
il HQ samplec9816d[c21346/£2p0/1056

KA kA A KA KRR ARk khhkhhhk ok hkhkhhk kA k kA XK AN KA A AR A A KA Ak hkhhkhhkhhkhkhkhkkkkx kK

GCTGCCCAATGCTCTTTAACTACGATGACCGCGGCTGCCTGACCTTCGTCTCCAAGTTAG
GCTGCCCAATGCTCTTTAACTACGATGACCGCGGCTGCCTGACCTTCGTCTCCAAGTTAG

INM 001190996.1

il HQ samplec9816d|c18442/£2p0/1395

NM 006409.3

GCTGCCCAATGCTCTTTAACTACGATGACCGCGGCTGCCTGACCTTCGTCTCCAAGTTAG

E R R R R R R R

ATATTCCAAAACAGAGCATCCAACGCAACATGTCTGCCATGGAACGCTTCCGCAACATGG

il HQ samplec9816d|c21346/£2p0/1056
INM 001190996.1

ATATTCCAAAACAGAGCATCCAACGCAACATGTCTGCCATGGAACGCTTCCGCAACATGG
ATATTCCAAAACAGAGCATCCAACGCAACATGTCTGCCATGGAACGCTTCCGCAACATGG

il HQ samplec9816d|c18442/£2p0/1395

KA kA A KRR AR ARk khhkhhhk ok hkhkhk kA hk kA XA AN KA A AR AR KA Ak hkhhkhkhkhhkhkhkkkkk* kK

NM 006409.3
il HQ samplec9816d[c21346/£2p0/1056

INM 001190996.1

il HQ samplec9816d|c18442/£2p0/1395
INM 006409.3

TCAAGTCTCTATTTATGAGGTGGAC AGATTGTCGCAAATTTT CTG
TCACTCAAGTCTCTATTTATGAGGTGGACAAGCAAGATTGTCGCAAATTTTGCACTACTG

il HQ samplec9816d|c21346/£2p0/1056
INM 001190996.1

il HQ samplec9816d|c18442/£2p0/1395

TCACTCAAGTCTCTATTTATGAGGTGGACAAGCAAGATTGTCGCAAATTTTGCACTACTG
TCACTCAAGTCTCTATTTATGAGGTGGACAAGCAAGATTGTCGCAAATTTTGCACTACTG

E R R R R R

GCATCGATGGAGCCATGACAATTTGGGATTTCAAGACCCTCGAGTCTTCCATCCAGGGCC

NM 006409.3
il HQ samplec9816d|c21346/£2p0/1056
INM 001190996.1

GCATCGATGGAGCCATGACAATTTGGGATTTCAAGACCCTCGAGTCTTCCATCCAGGGCC
GCATCGATGGAGCCATGACAATTTGGGATTTCAAGACCCTCGAGTCTTCCATCCAGGGCC
GCATCGATGGAGCCATGACAATTTGGGATTTCAAGACCCTCGAGTCTTCCATCCAGGGCC

il HQ samplec9816d|c18442/£2p0/1395
NM 006409.3
il HQ samplec9816d[c21346/£2p0/1056

KA KA A KK AR AR Ak hh ok hh ok hkhkhkhk kA A kA A KA A KA KA KA A Ak hhkhhkhkhkhhkhkhkkkhkk** Kk

TCCGGATAATGTGAAGCTGAGTGAGCCTCCGCCATCCAGCATGACAAACTGTGGCCGACC
TCCGGATAATGTGAAGCTGAGTGAGCCTCCGCCATCCAGCATGACAAACTGTGGCCGACC
TCCGGATAATGTGAAGCTGAGTGAGCCTCCGCCATCCAGCATGACAAACTGTGGCCGACC

INM 001190996.1

il HQ samplec9816d|c18442/£2p0/1395
NM 006409.3

TCCGGATAATGTGAAGCTGAGTGAGCCTCCGCCATCCAGCATGACAAACTGTGGCCGACC

E R R R R R R

GCAGCTGTGCCGTGGCACGATGGCGAGGAAGCCAGCCCCAAGGAAACACTGAAAACACAT
GCAGCTGTGCCGTGGCACGATGGCGAGGAAGCCAGCCCCAAGGAAACACTGAAAACACAT

il HQ samplec9816d|c21346/£2p0/1056
INM 001190996.1

GCAGCTGTGCCGTGGCACGATGGCGAGGAAGCCAGCCCCAAGGAAACACTGAAAACACAT
GCAGCTGTGCCGTGGCACGATGGCGAGGAAGCCAGCCCCAAGGAAACACTGAAAACACAT

il HQ samplec9816d|c18442/£2p0/1395

KA kA A KK AR KRRk khhkhhhk ok hkhhk kA hk kAKX KA A KA A AR KA KA Ak khhkhhkhhkhkhkkkkkx kK

ATCACGCCAATGCCGTGTGGTTTTGTTTGAATATAAAATTGGTGAAAGTGTTGGTTTTTT

NM 006409.3
il HQ samplec9816d[c21346/£2p0/1056

ATCACGCCAATGCCGTGTGGTTTTGTTTGAATATAAAATTGGTGAAAGTGTTGGTTTTTT
ATCACGCCAATGCCGTGTGGTTTTGTTTGAATATAAAATTGGTGAAAGTGTTGGTTTTTT

INM 001190996.1

ATCACGCCAATGCCGTGTGGTTTTGTTTGAATATAAAATTGGTGAAAGTGTTGGTTTTTT

E R R R R R




\TTTTTTTGTTTG
TTTTTTGTTT

.1

(AHELKEHNGHITGIDW

TLKTEFLPLLSVS

ARPC1B



Sequenc | Header AA Seq
e

Present | VIRTO1963MAVIRTOSS4 MRV IRTE8946
il_HQ_samplec9816d|c43701/f2p0/1471

Absent ) >VIRT9905
il_HQ_samplec9816d|c14866/f2p0/1185 3

NCBI NM_005720 >NP_005711.1

>i1_HQ_samplec9816d|c43701/f2p0/1471
isoform=c43701;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1471

agagcceggtteggegegtegactgeccagagtCCGCGGCCGGGGCGCGGGAGGAGCCAAGCCGCCATGGCCTACCACAGCTTCCT
GGTGGAGCCCATCAGCTGCCACGCCTGGAACAAGGACCGCACCCAGATTGCCATCTGCCCCAACAACCATGAGGTGCA
TATCTATGAAAAGAGCGGTGCCAAATGGACCAAGGTGCACGAGCTCAAGGAGCACAACGGGCAGGTGACAGGCATCG
ACTGGGCCCCCGAGAGTAACCGTATTGTGACCTGCGGCACAGACCGCAACGCCTACGTGTGGACGCTGAAGGGCCGCA
CATGGAAGCCCACGCTGGTCATCCTGCGGATCAACCGGGCTGCCCGCTGCGTGCGCTGGGCCCCCAACGAGAACAAGT
TTGCTGTGGGCAGCGGCTCTCGTGTGATCTCCATCTGTTATTTCGAGCAGGAGAATGACTGGTGGGTTTGCAAGCACAT
CAAGAAGCCCATCCGCTCCACCGTCCTCAGCCTGGACTGGCACCCCAACAATGTGCTGCTGGCTGCCGGCTCCTGTGAC
TTCAAGTGTCGGATCTTTTCAGCCTACATCAAGGAGGTGGAGGAACGGCCGGCACCCACCCCGTGGGGCTCCAAGATG
CCCTTTGGGGAACTGATGTTCGAATCCAGCAGTAGCTGCGGCTGGGTACATGGCGTCTGTTTCTCAGCCAGCGGGAGC
CGCGTGGCCTGGGTAAGCCACGACAGCACCGTCTGCCTGGCTGATGCCGACAAGAAGATGGCCGTCGCGACTCTGGCC
TCTGAAACACTACCACTGCTGGCGCTGACCTTCATCACAGACAACAGCCTGGTGGCAGCGGGCCACGACTGCTTCCCGG
TGCTGTTCACCTATGACGCCGCCGCGGGGATGCTGAGCTTCGGCGGGCGGCTGGACGTTCCTAAGCAGAGCTCGCAGC
GTGGCTTGACGGCCCGCGAGCGCTTCCAGAACCTGGACAAGAAGGCGAGCTCCGAGGGTGGCACGGCTGCGGGCGCG
GGCCTAGACTCGCTGCACAAGAACAGCGTCAGCCAGATCTCGGTGCTCAGCGGCGGCAAGGCCAAGTGCTCGCAGTTC
TGCACCACTGGCATGGATGGCGGCATGAGTATCTGGGATGTGAAGAGCTTGGAGTCAGCCTTGAAGGACCTCAAGATC
AAATGACCTGTGAGGAATATGTTGCCTTCATCCTAGCTGCTGGGGAAGCGGGGAGAGGGGTCAGGGAGGCTAATGGT
TGCTTTGCTGAATGTTTCTGGGGTACCAATACGAGTTCCCATAGGGGCTGCTCCCTCAAAAAGGGAGGGGACAGATGG
GGAGCTTTTCTTACCTATTCAAGGAATACGTGCCTTTTTCTTAAATGCTTTCATTTATTGAAAAAAAAAAAAAATGCCCCC
AAAGCACTATGCTGGTcatgaactgcttcaaaatgtggaggtaataaaatgcaactg

>VIRT91963 (3-5")

MPPSMPVVONCEHLALPPLSTEIWLTLFLCSESRPAPAAVPPSELAFLSREWKRSRAVKP
RCELCLGTSSRPPKLSIPAAAS

>VIRT95841 (3-5")

MKVSASSGSVSEARVATATIFLSASARQTVLSWLTOQATRLPLAEKQTPCTOQPOLLLDSNIS

SPKGILEPHGVGAGRSSTSLM

>VIRT89465 (5-3")

MAYHSFLVEPISCHAWNKDRTQIAICPNNHEVHIYEKSGAKWTKVHELKEHNGQVTGIDW,

APESNRIVTCGTDRNAYVWTLKGRTWKPTLVILRINRAARCVRWAPNENKFAVGSGSRVI

(3-5") 1 (3-5") 5 (5-3")




SICYFEQENDWWVCKHIKKPIRSTVLSLDWHPNNVLLAAGSCDFKCRIFSAYIKEVEERP

APTPWGSKMPFGELMFESSSSCGWVHGVCESASGSRVAWVSHDSTVCLADADKKMAVATL

ASETLPLLALTFITDNSLVAAGHDCEFPVLFTYDAAAGMLSEFGGRLDVPKOSSQRGLTARE
REONLDKKASSEGGTAAGAGLDSLHRKNSVSQISVLSGGKAKCSQFCTTGMDGGMS IWDVK

SLESALKDLKIK

>i1_HQ_samplec9816d|c14866/f2p0/1185
isoform=c14866;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1185

aggaagtggctgctgctecggegeggageccagagecggtteggegegtegactgeccagagtccgeggCCGGGGCGCGGGAGGAGCCAAGC
CGCCATGGCCTACCACAGCTTCCTGGTGGAGCCCATCAGCTGCCACGCCTGGAACAAGGACCGCACCCAGATTGCCATC
TGCCCCAACAACCATGAGGTGCATATCTATGAAAAGAGCGGTGCCAAATGGACCAAGGTGCACGAGCTCAAGGAGCAC
AACGGGCAGGTGACAGGCATCGACTGGGCCCCCGAGAGTAACCGTATTGTGACCTGCGGCACAGACCGCAACGCCTAC
GTGTGGACGCTGAAGGGCCGCACATGGAAGCCCACGCTGGTCATCCTGCGGATCAACCGGGCTGCCCGCTGCGTGLGC
TGGGCCCCCAACGAGAACAAGTTTGCTGTGGGCAGCGGCTCTCGTGTGATCTCCATCTGTTATTTCGAGCAGGAGAATG
ACTGGTGGGTTTGCAAGCACATCAAGAAGCCCATCCGCTCCACCGTCCTCAGCCTGGACTGGCACCCCAACAATGTGCT
GCTGGCTGCCGGCTCCTGTGACTTCAAGTGTCGGATCTTTTCAGCCTACATCAAGGAGGTGGAGGAACGGCCGGCACC
CACCCCGTGGGGCTCCAAGATGCCCTTTGGGGAACTGATGTTCGAATCCAGCAGTAGCTGCGGCTGGGTACATGGCGT
CTGTTTCTCAGCCAGCGGGAGCCGCGTGGCCTGGGTAAGCCACGACAGCACCGTCTGCCTGGCTGATGCCGACAAGGC
CAAGTGCTCGCAGTTCTGCACCACTGGCATGGATGGCGGCATGAGTATCTGGGATGTGAAGAGCTTGGAGTCAGCCTT
GAAGGACCTCAAGATCAAATGACCTGTGAGGAATATGTTGCCTTCATCCTAGCTGCTGGGGAAGCGGGGAGAGGGGT
CAGGGAGGCTAATGGTTGCTTTGCTGAATGTTTCTGGGGTACCAATACGAGTTCCCATAGGGGCTGCTCCCTCAAAAAG
GGAGGGGACAGATGGGGAGCTTTTCTTACCTATTCAAGGAATACGTGCCTTTTTCTTAAATGCTTTCATTTATTGAAAAA
AAAAAAAAATGCCCCCAAAGCACTATGCTGGTCATGAACTGcettcaaaatgtggaggtaataaaatgcaactgt

>VIRTO99058

MAYHSFLVEPISCHAWNKDRTQIAICPNNHEVHIYEKSGAKWTKVHELKEHNGQVTGIDW,

APESNRIVTCGTDRNAYVWTLKGRTWKPTLVILRINRAARCVRWAPNENKFAVGSGSRVI
SICYFEQENDWWVCKHIKKPIRSTVLSLDWHPNNVLLAAGSCDFKCRIFSAYIKEVEERP

APTPWGSKMPFGELMFESSSSCGWVHGVCESASGSRVAWVSHDSTVCLADADKAKCSQFEC

TTGMDGGMSIWDVKSLESALKDLKIK]

>NM 005720.4 Homo sapiens actin related protein 2/3 complex subunit 1B (ARPC1B), mRNA
IAGAGCCGGTTCGGCGCGTCGACTGC AGTCCGCGGCCGGGGCGCGGGAGGAGCCAAGCCGCCATGGC]
CTACCACAGCTTCCTGGTGGAGCC > "CTGGAACAAGGACCGCACCCAGATTGCCATC
TGCCCCAACAACCATGAGGTGCATATCTATGAAAA GCCAAATGGACCAAGGTGCACGAGCTCA
IAGGAGCACAACGGGCAGGTGACAGGCATCGACT “GAGAGTAACCGTATTGTGACCTGCGGCAC
IAGACCGCAACGCCTACGTGTGGACGCTG ACATGGAAGCCCACGCTGGTCATCCTGCGGATC
GCTGCCCGCTGCGTGCGCTGGGCH( CGAGAACAAGTTTGCTGTGGGCAGCGGCTCTCGTG
CCATCTGTTATTTCGAGCAGGAGAATGACTGGTGGGTTTGCAAGCACATCAAGAAGCCCATCCG]
CTCCACCGTCCTCAGCCTGGACTGGCACCCCAACAATGTGCTGCTGGCTGCCGGCTCCTGTGACTTCAAG

TGTCGGATCTTTTCAGCCTACATCA.

TGCCCTTTGGGGAACTGATGTTCGA.

CAGCGGGAGCCGCGTGGCCTGGGTA.

GCCGTCGCGACTCTGGCCTCTGAAA

-

e

s

.

.

e

C
€]
CAG
GGC
CAAGGAGGTGGAGGAACGGCCGGCACCCACCCCGTGGGGCTCCAAGA
ATCCAGCAGTAGCTGCGGCTGGGTACATGGCGTCTGTTTCTCAGC]
AGCCACGACAGCACCGTCTGCCTGGCTGATGCCGACAAGAAGATG
CACTACCACT GCGCTGACCTTCATCACAGACAACAGCCTG(H
TGGCAGCGGGCCACGACTGCTTCCCG
CGGGCGGCTGGACGTTCCTAAGCAGA
€]
C
A
T
A

GT GTTCACCTATGACGCCGCCGCGGGGATGCTGAGCTTCGG

GC CAGCGTGGCTTGACGGCCCGCGAGCGCTTCCAGAACCTG
GACAAGAAGGCGAGCTCCGAGG CACGGCTGCGGGCGCGGGCCTAGACTCGCTGCACAAGAACAGCH
TCAGCCAGATCTCGGTGCTCAG €

A

GT

CG GCAAGGCCAAGTGCTCGCAGTTCTGCACCACTGGCATGGATGG
CGGCATGAGTATCTGGGATGTGAA

AG

AA

a
GCTTGGAGTCAGCCTTGAAGGACCTCAAGATCAAATGACCTGT(J
GCTGGGGAAGCGGGGAGAGGGGTCAGGGAGGCTAATGGTTGCTT)
CGAGTTCCCATAGGGGCTGCTCCCTCAAAAAGGGAGGGGACAGA

€
T
€
€
€
€
€

AGGAATATGTTGCCTTCATCCT

TGCTGAATGTTTCTGGGGTACCAAT



TGGGGAGCTTTTCTTACCTATTCAAGGAATACGTGCCTTTTTCTTAAATGCTTTCATTTATTGAAAAAAA
AAAAAAATGCCCCCAAAGCACTATGCTGGTCATGAACTGCTTCAAAATGTGGAGGTAATAAAATGCAACT)
GTGTAAAAAAAAAAAAAAAAAAAAAAGTAATTATGGACAT(]

>NP 005711.1 actin-related protein 2/3 complex subunit 1B [Homo sapiens]
MAYHSFLVEPISCHAWNKDRTQIATCPNNHEVHIYEKSGAKWTKVHELKEHNGQVTGIDWAPESNRIVTC
GTDRNAYVWTLKGRTWKPTLVILRINRAARCVRWAPNENKFAVGSGSRVISICYFEQENDWWVCKHIKKP
IRSTVLSLDWHPNNVLLAAGSCDFKCRIFSAYIKEVEERPAPTPWGSKMPFGELMFESSSSCGWVHGVCE]
SASGSRVAWVSHDSTVCLADADKKMAVATLASETLPLLALTFITDNSLVAAGHDCFPVLFTYDAAAGMLS

FGGRLDVPKQSSQRGLTARERFONLDKKASSEGGTAAGAGLDSLHKNSVSQISVLSGGKAKCSQFCTTG
DGGMSIWDVKSLESALKDLKIK]

CA CCTACC

Kk kkhhhhKhkhkhKhKhokhkhkKkkk

4866/£2p0/1185
701/£2p0/1471

CGCTGGTCATCCTGCGGATCAACCGGGCTG
GGT T TCAACC T

71

16d|cl486 2p0/1185
6d|c43701/£2p0/1471

16d|cl486
701/£2p0/1471




GTTCC( \ C TCCCTC AG GC

KA KK KKK KKK ARk hhhkhkhhkhhhkhhhhkhkhk kA Ak k* X **

ATTCAAGGAAT TTTTTCTTAAATGCTTT

KA KKK KKK KRR Ak hhhkhhhkhhhhhhhkhk kA Ak k* KK *




[VIRT99058

SICYFEQENDWWVCKHIKKPIRSTVLSLDWHPNNVLLAAGSCDFKCRIFSAYIKEVEERP

WDR4

Sequence | Header AA Seq

Present

Absent | i1_HQ_samplec9816d|c20457/f2p0/1218

NCBI NM_033661 NP_387510.1
NM_001260476 NP_001247405.1

>i1_HQ_samplec9816d|c20457/f2p0/1218
isoform=c20457;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1218

CggacaggaagaggctctgggctggcacatgtgtatggeggtgaggegggegegegtacatgGCGGGGCTCTGTGGGACTGGCGTTGTGCGG
GCAGACGTTGGTGGTGCGGGGCGGCAGCCGATTCCTGGCCACCTCCATAGCAAGCAGTGATGATGACAGCCTCTTCAT
CTATGACTGCAGTGCTGCAGAAAAGAAGTCACAAGAAAATAAAGGGGAGGACGCGCCCTTGGACCAGGGGAGCGGT
GCGATTCTGGCGTCCACCTTCTCCAACTCTGGCAGCTATTTTGCTTTAACCGATGACAGTAAGCGTCTGATTCTTTTCCGT
ACAAAACCATGGCAATGTCTGAGTGTCAGGTTTGTGAGCCGTATCTCCGTGGTGCCAACTCAGCCCGGGCTGCTTCTGT
CCTCCTCTGGGGATGGCACCCTGAGGCTCTGGGAGTACAGGAGCGGCCGCCAGCTGCACTGCTGTCACCTGGCCAGTC
TGCAGGAGCTGGTGGACCCCCAGGCCCCCCAGAAGTTTGCCGCGTCCAGCATTGCATTCTGGTGCCAGGAGAACTGCG
TGGCGCTCCTGTGCGACGGCACTTCTGTGGTCTACATCTTCCAGCTGGACGCCCGCAGACAGCAGTTGGTGTACAGGCA
GCAGCTGGCGTTCCAGCACCAAGTGTGGGACGTGGCTTTCGAGGAGACCCAGGGGCTGTGGGTGCTCCAGGACTGCC
AGGAAGCCCCCCTGGTGCTCTACAGGCCTGTGGGCGACCAGTGGCAGTCTGTTCCTGAGAGCACCGTGTTAAAGAAAG
TCTCTGGTGTTCTTCGTGGGAACTGGGCCATGCTGGAAGGCTCTGCCGGCGCAGACGCCAGCTTCAGCAGTCTCTACAA
GGCCACGTTCGACAACGTGACCTCCTACCTGAAGAAGAAAAGGAGAGACTGCAGCAGCAGCTAGAGAAGAAGCAGCG
GCGCCAGAGTCCCCCGCCTGGGCCCGACGGGCATGCCAAGAAGATGAGACCGGGGGAGGCGACGCTAAGTTGCTGAT
CGTGGCGGTCTGTTTCTGTCGACTGTGGACCACTTATGTGCGATCCGTGGACCACTTGCGTGCGATCTGTCGGCCGACG
ATGAGCTTGTTCGGATGTAGCTCCATCGTAAGTCGAGGAGCATCTGTGATTTGTCCTCTGCTTATGGGATATGTTTTTccg
ctactgagtctgtgtagtaaattttgtgact

>VIRT138907



MCMAVRRGGTWRGSVGLALCGQTLVVRGGSREFLATSIASSDDDSLEIYDCSAAEKKSQEN

KGEDAPLDOQGSGAILASTEFSNSGSYFALTDDSKRLILFRTKPWOCLSVREVSRISVVPTQ

PGLLLSSSGDGTLRLWEYRSGROLHCCHLASLOELVDPOQAPOQKFAASSIAFWCQOQENCVAL

LCDGTSVVYIFQLDARRQOLVYROOLAFQHQVWDVAFEETQGLWVLODCQEAPLVLYRP

GDOWOSVPESTVLKKVSGVLRGNWAMLEGSAGADASEFSSLYKATEDNVTSYLKKKRRDCS

>NM 033661.4 Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA
CGGCGTCTGCGCCTGGCGTCACCGACCGGTGCGGACAGGAAGAGGCTCTGGGCTGGCACATGTGTATGGC
GGTGAGGCGGGCGGGTACATGGCGGGCTCTGTGGGACTGGCGTTGTGCGGGCAGACGTTGGTGGTGCGGY
GCGGCAGCCGATTCCTGGCCACCTCCATAGCAAGCAGTGATGATGACAGCCTCTTCATCTATGACTGCAJ
TGCTGCAGAAAAGAA! CAAGAAAATAAAGGGGAGGACGCGCCCTTGGACCAGGGGAGCGGTGCGATT)
CTGGCGTCCACCTTCT AGTCTGGCAGCTATTTTGCTTTAACCGATGACAGTAAGCGTCTGATTCTTT
TCCGTACAAAACCATGGCAATGTCTGAGTGTCAGGACCGTGGCAAGGAGGTGTACAGCCCTGACTTTCAT)
IAGCCTCGGAGGAGAAGGTCTTGGTGGCCGACAAGTCTGGAGACGTCTACTCCTTTTCGGTGCTGGAGCCA
CACGGGTGTGGCCGTCTAGAGCTGGGGCACCTGTCTATGCTGTTAGATGTGGCTGTGAGTCCTGATGACC
GCTTCATCCTCACTGCCGACCGGGACGAGAAGATCCGAGTCAGCTGGGCCGCGGCGCCCCATAGCATCGA
GTCCTTCTGCTTGGGGCACACAGAGTTTGTGA GTATCTCCGTGGTGCCAACTCAGCCCGGGCTGCTT
TGGGAGTACAGGAGCGGCCGCCAGCTGCACTGCTGTC
GG C CAGAAGTTTGCCGCGTCCAGGATTGCATT
GC TGCGACGGCACTCCTGTGGTCTACATCTTCCAGCTGGAC
GCCCGCAGACAGCAGTTGGTGTACAGGCAGCAGCTGGCGTT GCACCAAGTGTGGGACGTGGCTTTCG]
IAGGAGACCCAGGGGCTGTGGGTGCTCCAGGACTGCCAGGAAGCCCCCCTGGTGCTCTACAGGCCTGTGGG
CGACCAGTGGCAGTCTGTTCCTGAGAGCACCGTGTTAAAGAAAGTCTCTGGTGTTCTTCGTGGGAACTGY
GCCATGCTGGAAGGCTCTGCCGGCGCAGACGCCAGCTTCAGCAGTCTCTACAAGGCCACGTTCGACAACH
TGACCTCCTACCTGAAGAAGAAAGAGGAGAGACTGCAGCAGCAGCTAGAGAAGAAGCAGCGGCGCCGGAJ
TCCCCCGCCTGGGCCCGACGGGCATGCCAAGAAGATGAGACCGGGGGAGGCGACGCTAAGTTGCTGATCH
TGGCGGTCTGTTTCTGTCGACTGTGGACCACTTATGTGCGATCCGTGGACCACTTGCGTGCGATCTGTCY
GCCGACGATGAGCTTGTTCGGATGTA CATCGTAAGTCGAGGAGCATCTGTGATTTGTCCTCTGCTT]
ATGGGATATGTTTTTCCGCTACTGAGTCTGTGTAGTAAATTTTTGACTAGGAACATGGTGAGATTTAAAA
AAAAAAAAAAAAAA

IACCTGGCCAGTCTGCAGGAGCTGGTG
CTGGTGCCAGGAGAACTGCGTGGC

>NP_ 387510.1 tRNA (guanine-N(7)-)-methyltransferase non-catalytic subunit WDR4 isoform 1 [Homo

MAGSVGLALCGQTLVVRGGSRFLATSIASSDDDSLEFIYDCSAAEKKSQENKGEDAPLDQGSGAILASTES
KSGSYFALTDDSKRLILFRTKPWQCLSVRTVARRCTALTFIASEEKVLVADKSGDVYSFSVLEPHGCGRL
ELGHLSMLLDVAVSPDDRFILTADRDEKIRVSWAAAPHSIESFCLGHTEFVSRISVVPTQPGLLLSSSGD
GTLRLWEYRSGRQLHCCHLASLQELVDPQAPQKFAASRIAFWCQENCVALLCDGTPVVYIFQLDARRQQL
VYRQOLAFQHQVWDVAFEETQGLWVLQODCQEAPLVLYRPVGDQWQSVPESTVLKKVSGVLRGNWAMLEGS
AGADASFSSLYKATFDNVTSYLKKKEERLOQQQLEKKQRRRSPPPGPDGHAKKMRPGEATLSC]

>NM 001260476.1 Homo sapiens WD repeat domain 4 (WDR4), transcript variant 5, mRNA
ATCTCTCGGCGTCTGCGCCTGGCGTCACCGACCGGTGCGGACAGGAAGAGGCTCTGGGCTGGCACATGTG
TATGGCGTGATGATGACAGC CTTCATCTATGACTGCAGTGCTGCAGAAAAGAAGTCACAAGAAAATAA
AGGGGAGGACGCGCCCTTGGACCAGGGGAGCGGTGCGATTCTGGCGTCCACCTTCTCCAAGTCTGGCAGC
TATTTTGCTTTAACCGATGACAGACCGTGGCAAGGAGGTGTACAGCCCTGACTTTCATAGCCTCGGAGGA
GAAGGTCTTGGTGGCCGACAAGTCTGGAGACGTCTACTCCTTTTCGGTGCTGGAGCCACACGGGTGTGGC]
CGTCTAGAGCTGGGGCACCTGTCTATGCTGTTAGATGTGGCTGTGAGTCCTGATGACCGCTTCATCCTCA
CTGCCGACCGGGACGAGAAGATCCGAGTCAGCTGGGCCGCGGCGCCCCATAGCATCGAGTCCTTCTGCTT)
GGGGCACACAGAGTTTGTGAGCCGTATCTCCGTGGTGCCAACTCAGCCCGGGCTGCTTCTGTCCTCCTCT)
GGGGACGGCACCCTGAGGCTCTGGGAGTACAGGAGCGGCCGCCAGCTGCACTGCTGTCACCTGGCCAGTC
TGCAGGAGCTGGTGGACCCCCAGGCCCCCCAGAAGTTTGCCGCGTCCAGGATTGCATTCTGGTGCCAGGA
GAACTGCGTGGCGCTCCTGTGCGACGGCACTCCTGTGGTCTACATCTTCCAGCTGGACGCCCGCAGACAJ
CAGTTGGTGTACAGGCAGCAGCTGGCGTTCCA CAAGTGTGGGACGTGGCTTTCGAGGAGACCCAGG
GGCTGTGGGTGCTCCAGGACTGCCAGGAAGCC CTGGTGCTCTACAGGCCTGTGGGCGACCAGTGGCA
GTCTGTTCCTGAGAGCACCGTGTTAAAGAAAG CTGGTGTTCTTCGTGGGAACTGGGCCATGCTGGAA
GGCTCTGCCGGCGCAGACGCCAGCTTCAGCAGTCTCTACAAGGCCACGTTCGACAACGTGACCTCCTACC
TGAAGAAGAAAGAGGAGAGACTGCAGCAGCAGCTAGAGAAGAAGCAGCGGCGCCGGAGTCCCCCGCCTGY
GCCCGACGGGCATGCCAAGAAGATGAGACCGGGGGAGGCGACGCTAAGTTGCTGATCGTGGCGGTCAGT(
GTGTCTCTCACCTCAAATTAGGAAAAGCTTTTTAACTTGTTCCCCTGCATCCTGGCATGTCCCTTCAAGA
AGGAAAAGGTGACATCAGTTGTGACCAGCTCAGAGGATGGGGCTGTCCCCTGGGCTCTAGAAAGAACATT]
CTGTGTCACCAGCACAGGCTCTTGCTGGGTGCC CCTTTCTGGTTGAAGGGAAGCCAGACCAGT]
GGAGTGGAAGCTCTTGAAGCACTTTCTTTTCATGTCGGAGGCTGCGTGTGAGCCGGTGGTGGCGGCAGCT)
© GTGTTTCTCCTGTTCTCATAC TTCGTG TGCATCTTCCTCTAGGAGCATCTGTGGGC]
TGACGTTTCTGGCATGGTGGATGTTTTCATGTTGTTCCGCCGTCTCAGCATCCAGGTGACGTGCTGTCCC
GCAGTAGCTG GCCACACAGGCTGTTGAAACTCA GAATGCTTGAGCCTGCCCCAGCCCCAGCCG
TAGCCCTTGTGCTCAGGAGCTGCTCCTGGAGAGTGGCTCCCTTGTGGGAAGTGAGAAACACGTTTCGGAG

€]
C
T



TCGCAGGGAGCTCTGTCTGGCATCGGTGGCACAGATGGTGAACTTGTTTCAGGAAGTGTGAGCACGGGCC]

C
TGGCTGGCACCCGGTTTACAGGGAGGTGATTGAGGACGTCGTTATGATTTGATTTGACCTTGGCACACAC
TGCAGAGCCACAGGGATGTTGCTGAATTTCAATCACCGATCAGCAAGGATGAACCTTCTCAACTTCCTAG
GAATGTTTAGCAGCAACCTAATATACCAGGCAAAACTCAAAAAAAAAAAAAAAAAA

>NP 001247405.1 tRNA (guanine-N(7)-)-methyltransferase non-catalytic subunit WDR4 isoform 3 [Homo

MLLDVAVSPDDRFILTADRDEKIRVSWAAAPHSIESFCLGHTEFVSRISVVPTQPGLLLSSSGDGTLRLW]
EYRSGRQLHCCHLASLQELVDPQAPQKFAASRIAFWCQENCVALLCDGTPVVYIFQLDARRQQOLVYRQQL
AFQHQVWDVAFEETQGLWVLQDCQEAPLVLYRPVGDQWQSVPESTVLKKVSGVLRGNWAMLEGSAGADAS
FSSLYKATFDNVTSYLKKKEERLQQQLEKKQRRRSPPPGPDGHAKKMRPGEATLSC]

NM 001260476.1
il HQ samplec
M 033661 .4

NM 001260476. 1
i1 HQ e
NM 0336

NM 00126047
il HQ samp
NM 033661 .4
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CTCCTGGAGAGTGGCTCCCTTGTGGGAAGTGAGAAAC

TGTTTC

GGGCCTGGCTGGCACCCGGTTTACAGGGAGGTGATTGAGGACG
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SUMO3

Sequence | Header AA Seq
Present
Absent | i0_HQ_samplec9816d|c13953/f3p5/509
NCBI NM_006936 NP_008867.2
NM_001286416

>i0_HQ_samplec9816d|c13953/f3p5/509
isoform=c13953;full_length_coverage=3;non_full_length_coverage=5;isoform_length=509

AgttgcGGCGGGAGAGCGGCGGGGCCGAGAGCGTGACTCGCCCGCTCCGCGLCTGLTTCCCCLGLCGLLGLLTCCCLCG LG
CGCTCGGCGCAGCCATGTCCGAGGAGAAGCCCAAGGGCTTGTCAATGAGGCAGATCAGATTCAGGTTCGACGGGCAG
CCAATCAATGAAACTGACACTCCAGCACAGCTGGAGATGGAGGACGAGGACACCATCGACGTGTTCCAGCAGCAGACG
GGAGGTGTGCCGGAGAGCAGCCTGGCAGGGCACAGTTTCTAGAGGGCCCGTCCCCAGCCCGGGCCGTCCATCCTCGC
ATTGCTGTTGAATGGTGAGCACGTGACCATGCCGACCACAAAGGTGTCTGCGGAAACTCGAGGACATTCACCACGATG
ATTTTCCTCTCTTTGATGTACTTCAAGTGCAACTCAAAACTATATCTGCAGGGATGAATCTGTAACTTAAATTGGGCCAAT
CAGAATTGTTATCTTTGTTCAGGTAAAATGAGTTGCAAG

>VIRT175354

MSEEKPKGLSMROIRFREDGOQPINETDTPAQLEMEDEDTIDVEQOOTGGVPESSLAGHSE]

>VIRT176199

MKLTLOHSWRWRTRTPSTCSSSRREVCRRAAWQGTVSRGPVPSPGRPSSHCC

>NM 006936.2 Homo sapiens small ubiquitin-like modifier 3 (SUMO3), transcript variant 1, mRNA
IAGCCACGTGACCCCCGTGCCGGCCAACGGGTGCGCCGGGATTTGGGGGATARAGCGCGGCCCCGCGCACA

[chielefele] GGGAGAGCGGCGGGGCCGAGAGCGTG CCCGCTCCGCGCTGCTTCCCCCGCGCCGCCT]

CCCCGCGCCGCTCGCGCAGCCAT C
TCAACCTGAAGGTGGCCGGGCAG
CAAGCTGATGAAGGCCTACTGCG.
CAGCCAATCAATGAAACTGACAC CACAGCTGGAGATGGAGGACGAGGACACCATCGACGTGTTCC
AGCAGCAGACGGGAGGTGTGCCGG GCAGCCTGGCAGGGCACAGTTTCTAGAGGGCCCGTCCCCAGCC
CGGGCCGTCCATCCTCGCATTGCTGTTGAATGGTGAGCACGTGACCATGCCGACCACAAAGGTGTCTGCG
GAAACTCGAGGACATTCACCACGATGATTTTCCTCTCTTTGATGTACTTCAAGTGCAACTCAAAACTATA
TCTGCAGGGATGAATCTGTAACTTAAATTGGGCCAATCAGAATTGTTATCTTTGTTCAGGTAAAATGAGT
TGCAAGATATTGTGGGTACTTTTGTGTGCTCATTTGTGTTTTCCCCCCCTCCTACAACATTTTTTTAACC
CCAAAATTATAGCCTGAATGTTCGCTTTTAGTCTGGCCAGGGATCTGACTCCTGAGTTGGTTGCCTCTCC
CCTGCTCACTCCAGTCACATAGAGAATTGGTGTT CAGTGGGGATGCAGCTGTTGGACAGGTATTJ
GGGGCAAGGTTGGTAGGGAGGACAGACTGTCACTTGCTGTTACAGGCACAGGTGATTAAAATGCTAAATA
TTGCAAATTTAAGCTTTGTCAGTATATGGAAAAGTTGAAGGGAAAATACTGGAATGCTTCTTCAAAGGTT
IAAAAAATAACCGAGTCTTTTGGTAATTTG 'GTGLTLTLTGGCCCTCAAGCATGTAACCTCGGGG

ATACATAAAAAAGTAAGACTAAGTATTGCTGAATTTGCAGTTATGTTGTCGTGTATAAGAGCTACTTCCA
AGTGTGGTTACAAATGAACCCATGGAATGATGACTTCATGTTCTTCTCGTGGGTTTGTGCCGTGCTGCTT]
TCCAAATAGGTATTGAATTTATGCATTAGTCTGGTGATTTCAGTTCTGTGAAATATTTTGGGATCTATAC
CAATTAAACATTTTCATAGTTCTGCCTATTGTC TGAGGCTCCATTGCTGCTTGGTGGCCATTCT
CTGCCTTTTTACAGTCACCTGAACAATGACCCATCATCTCTTGCTTGCTTGAAATCTTGCTGAAATGTTC
TCATTTCCTGTTTGCTGTATGGGCTCGGGTGGGATGTTTGTTGGCTCTGTTGTGTTTATTCACCAATTTC
TACATTATTTGTTGTCCTTTACTACTGTAAACAGTAAATATAGTTTGGTATTCTGTCAAAAAAAAAAAAA
AAAAAAAAAAA



>NP 008867.2 small ubiquitin-related modifier 3 isoform 1 precursor [Homo sapiens]
MSEEKPKEGVKTENDHINLKVAGQDGSVVQFKIKRHTPLSKLMKAYCERQGLSMRQIRFRFDGQPINETD

TPAQLEMEDEDTIDVFQQQTGGVPESSLAGHSE]

>NM 001286416.1 Homo sapiens small ubiquitin-like modifier 3 (SUMO3), transcript variant 2, mRNA
AGCCACGTGACCCCCGTGCCGGCCAACGGGTGCGCCGGGATTTGGGGGATARAGCGCGGCCCCGC CA
GTTGCGGCGGGAGAGCGGCGGGGCCGAGAGCGTGACTCGCCCGCTCCGCGCTGCTTCCCCCGCGCCGCCT)
CCCCGCGCCGCTCGCGCAGCCATGTCCGAGGAGAAGCCCAAGGAGGGTGTGAAGACAGAGAATGACCACA
GAAGGTGGCCGGGCAGGACGGC “GTGGTGCAGTTCAAGATCAAGAGGCACACGCCGCTGAJ
ATGAAGGCCTACTGCGAGAGGCAGGTGCGGCACCTTGCTCC CGCAGAGCCTCCCCGTGTGC
GCACTGGTCCTGTGCGTTCCAGGCATCCCCAGAGCACGAGCGTCTCGGGGCTGGACCCAGATGCAGCTGC
CCGAGGGCTTGTCAATGAGGCAGATCAGATTCAGGTTCGACGGGCAGCCAATCAATGAAACTGACACTCC
IAGCACAGCTGGAGATGGAGGACGAGGACAC CGACGTGTTCCAGCAGCAGACGGGAGGTGTGCCGGAJ
IAGCAGCCTGGCAGGGCACAGTTTCTAGAGGGCCCG AGCCCGGGCCGTCCATCCTCGCATTGCTGT
TGAATGGTGAGCACGTGACCATGCCGACCACAAAGGTGTCTGCGGAAACTCGAGGACATTCACCACGATJ
ATTTTCCTCTCTTTGATGTACTTCAAGT ACTCAAAACTATATCTGCAGGGATGAATCTGTAACTTAA
IATTGGGCCAATCAGAATTGTTATCTTTGTTCAGGTAAAATGAGTTGCAAGATATTGTGGGTACTTTTGTG
TGCTCATTTGTGTTTTCCCCCCCTCCTACAACATTTTTTTAACCCCAAAATTATAGCCTGAATGTTCGCT
TTTAGTCTGGCCAGGGATCTGACTCCTGAGTTGGTTGCCTCTCCCCTGCTCACTCCAGTCACATAGAGAR
TTGGTGTTTCCCGCAGTGGGGATGCAGCTGTTGGACAGGTATTGGGGGCAAGGTTGGTAGGGAGGACAGA
CTGTCACTTGCTGTTACAGGCACAGGTGATTAAAATGCTAAATATTGCAAATTTAAGCTTTGTCAGTATA
TGGAAAAGTTGAAGGGAAAATACTGGAATGCTTCTTCAAAGGTTAAAAAATAACCGAGTCTTTTGGTAAT
TTGAC AAGCATGTAACCTCGGGGTCTGAGGCCCAGGACCCACCCCCCT(
TGCTCAGTACCTGGCGTTGGTA AGGCAAGGATTGGCACAACCAAA
IATTGGCCTTTTTCTCCCTCTTAATATTGAAGAAATTCCCACATTTCTCATTTGGTAATGGTGTTGTGGCC
TCAGATTTCTTCTAGTATTTGCTTCTGATGAATGATTATGGTCTATACATAAAAAAGTAAGACTAAGTAT
TGCTGAATTTGCAGTTATGTTGTCGTGTATAAGAGCTACTTCCAAGTGTGGTTACAAATGAACCCATGGA
IATGATGACTTCATGTTCTTCTCGTGGGTTTGTGCCGTGCTGCTTTCCAAATAGGTATTGAATTTATGCAT]
TAGTCTGGTGATTTCAGTTCTGTGAAATATTTTGGGATCTATACCAATTAAACATTTTCATAGTTCTGCC
TATTGTCCTTCCCTGAGGCTCCATTGCTGCTTGGTGGCCAT TGCCTTTTTA CACCTGAACAA
TGACCCATCATCTCTTGCTTGCTTGAAATCTTGCTGAAATGTTCTCATTTCCTGTTTGCTGTATGGGCTC
GGGTGGGATGTTTGTTGGCTCTGTTGTGTTTATTCACCAATTTGTACATTATTTGTTGTCCTTTACTACT
GTAAACAGTAAATATAGTTTGGTATTCTGTCAAAAAAAAAAAAAAAAAAAAAAAA

>NP 001273345.1 small ubiquitin-related modifier 3 isoform 2 [Homo sapiens]
MSEEKPKEGVKTENDHINLKVAGQODGSVVQFKIKRHTPLSKLMKAYCERQVRHLAPPQSLPVCALVLCVP
GIPRARASRGWTOMQLPEGLSMRQIRFREFDGQPINETDTPAQLEMEDEDTIDVEFQQOOTGGVPESSLAGHS
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10 HQ samplec9816d|cl3953/£3p5/509
NM 006¢

MSEEKPKE
MSEEKPKEGVK

\ 01
[VIRT176199

@

@

DGCR6L

Sequence | Header AA Seq

Present | il_HQ_samplec9816d|c64363/f2p0/1107 VIRT194119

Absent | i1_HQ_samplec9816d|c55690/2p0/1026 | NANUNICRERE| | JANES &~ |

NCBI NM_033257 NP_150282.2

>i1_HQ_samplec9816d]|c64363/f2p0/1107
isoform=c64363;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1107



GtcgcecgecgeeggeggcetagegggegtccgCGCCATGGAGCGCTACGCGGCCGCCTTGGAGGAGGTGGCGGACGGTGCCCGGL
AGCAGGAGCGACACTACCAGTTGCTGTCGGCGCTACAGAGCCTGGTGAAGGAGTTGCCCAGCTCTTTCCAGCAGCGCC
TGTCCTACACCACGCTCAGCGACCTGGCCCTGGCGCTTCTCGACGGCACCGTGTTCGAAATCGTGCAGGGGCTACTGGA
GATCCAGCACCTCACCGAAAAGAGCCTGTACAACCAGCGCCTGCGCCTACAGAACGAGCACCGAGTGCTCAGGCAGGC
GCTGCGGCAGAAGCACCAGGAAGCCCAGCAGGCCTGCCGGCCCCACAACCTGCCTGTGGTTCAGGCGGCTCAGCAGC
GAGAACTAGAGGCCGTGGAACACCGGATCCGTGAGGAGCAGCGGGCGATGGACCAGAAGATCATCCTGGAGCTGGA
CCGGAAGGTGGCTGACCAGCAGAGCACACTGGAGAAGGCGGGGGTGGCTGGCTTCTACGTGACCACCAACCCACAGG
AGCTGATGCTGCAGATGAACCTGCTGGAACTCATCCGAAAGCTGCAGCAGAGGGGCTGCCGGGCAGGGAATGCAGCC
CTGGGACTGGGAGGTCCCTGGCAGTCGCCTGCTGCCCAGTGTGACCAGAAAGGCAGCCCTGTCCCACCATAGCCACAG
GCAGCAGAAGTCTGGGCAGAGTTCATCTTCTTGACCTTTGGCCACTGCCTTCCCAGCTGCCCGCAGGGGGTTCCCCCTG
CTGAGGAGAGACCAGGTGGACCCCAGCTGCCTGTCACCCTTCATCTGGGACTTGCTGTCAAACCCTAGGATAGTCTCAT
AAAGGGGAGGCTGGGCCAGCCTGCTGCTGTCTGCTTCAGGACCAGGCAGAGAGTGAGGCTGGGGGTTCTCACACCTT
ACTCCACCGGGCACATCCCAACCTGCACTGGGGCCCACCCGAGCGCTTGTTCTGGTCTCAGCCGCTCCCTTGGCAGCTG
CAGCCCCCATGCAGAAGAGGCTCCCAGGCCCAAGCTCTGTGTGACCCAGAGAaataaagatgectcagtgtggecccacatgtggcett
t

oQ

>VIRT194119

MERYAAALEEVADGARQOQERHYQLLSALOSLVKELPSSFQORLSYTTLSDLALALLDGT
EIVOGLLEIQHLTEKSLYNQRLRLONEHRVLROALROKHQEAQQACRPHNLPVVQAAQQ

RELEAVEHRIREEQRAMDOKITLELDRKVADQOSTLEKAGVAGEYVTTNPQELMLOMNLI,

ELIRKLOQRGCRAGNAALGLGGPWQSPAAQCDQKGSPVPP

>i1_HQ_samplec9816d|c55690/f2p0/1026
isoform=c55690;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1026

CgccgegetcgggatgtegtagetggggagetgtegecgegecgeggcetagegggcgtcgcgCCATGGAGCGCTACGCGGCCGCCTTGGAGG
AGGTGGCGGACGGTGCCCGGCAGCAGGAGCGACACTACCAGTTGCTGTCGGCGCTACAGAGCCTGGTGAAGGAGTTG
CCCAGCTCTTTCCAGCAGCGCCTGTCCTACACCACGCTCAGCGACCTGGCCCTGGCGCTTCTCGACGGCACCGTGTTCGA
AATCGTGCAGGGGCTACTGGAGATCCAGCACCTCACCGAAAAGAGCCTGTACAACCAGCGCCTGCGCCTACAGAACGA
GCACCGAGGCCGTGGAACACCGGATCCGTGAGGAGCAGCGGGCGATGGACCAGAAGATCATCCTGGAGCTGGACCG
GAAGGTGGCTGACCAGCAGAGCACACTGGAGAAGGCGGGGGTGGCTGGCTTCTACGTGACCACCAACCCACAGGAGC
TGATGCTGCAGATGAACCTGCTGGAACTCATCCGAAAGCTGCAGCAGAGGGGCTGCCGGGCAGGGAATGCAGCCCTG
GGACTGGGAGGTCCCTGGCAGTCGCCTGCTGCCCAGTGTGACCAGAAAGGCAGCCCTGTCCCACCATAGCCACAGGCA
GCAGAAGTCTGGGCAGAGTTCATCTTCTTGACCTTTGGCCACTGCCTTCCCAGCTGCCCGCAGGGGGTTCCCCCTGCTG
AGGAGAGACCAGGTGGACCCCAGCTGCCTGTCACCCTTCATCTGGGACTTGCTGTCAAACCCTAGGATAGTCTCATAAA
GGGGAGGCTGGGCCAGCCTGCTGCTGTCTGCTTCAGGACCAGGCAGAGAGTGAGGCTGGGGGTTCTCACACCTTACTC
CACCGGGCACATCCCAACCTGCACTGGGGCCCACCCGAGCGCTTGTTCTGGTCTCAGCCGCTCCCTTGGCAGCTGCAGC
CCCCATGCAGAAGAGGCTCCAGGCCCAAGCTCTGTGTGACccagagaaataaagatgectcagtgtggeccacatg

>VIRT195959

MERYAAALEEVADGARQOERHYQLLSALOQSLVKELPSSFQORLSYTTLSDLALALLDGT

FEIVOGLLEIQHLTEKSLYNQRLRLONEHRGRGTPDP



>VIRT671

MDOKIILELDRKVADQOQSTLEKAGVAGE OMNLLELIRKLOQRGCRAGNA

ALGLGGPWOQSPAAQCDQKGSPVPP

>NM 033257.3 Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCR6L), mRNA
GGGCGGAGCGCGCCGCGCGTGGGACAATCGTAAAAGGGGCGGGACGCGCCGCGCTCGGGATGTCGTGAAG
CTGGGGGAGCTCGTCGC GCCGGCGGCTAGCGGGCGTCCGCGCCATGGAGCGCTACGCGGCCGCCTT]
GGAGGAGGTGGCGGACGGTGCCCGGCAGCAGGAGCGACACTACCAGTTGCTGTCGGCGCTACAGAGCCTG
GTGAAGGAGTTGCCCAGCTCTTTCCAGCAGCGCCTGTCCTACACCACGCTCAGCGACCTGGCCCTGGCGC
TTCTCGACGGCACCGTGTTCGAAATCGTGCAGGGGCTACTGGAGATCCAGCACCTCACCGAAAAGAGCCT
GTACAACCAGCGCCTGCGCCTACAGAACGAGCACCGAGTGCTCAGGCAGGCGCTGCGGCAGAAGCACCACG
GAAGCCCAGCAGGCCTGC GGTTCAGGCGGCTCAGCAGCGAGAACTAGAGG
CCGTGGAACACCGGATCCGTGAGGAGCAGCGGGCGATGGACCAGAAGATCATCCTGGAGCTGGACCGGAA
GGTGGCTGACCAGCAGAGCACACTGGAGAAGGCGGGGGTGGCTGGCTTCTACGTGACCACCAACCCACACG
GAGCTGATGCTGCAGATGAACCTGCTGGAACTCATCCGAAAGCTGCAGCAGAGGGGCTGCCGGGCAGGGA
IATGCAGCCCTGGGACTGGGAGGTCCCTGGCAGTCGCCTGCTGCCCAGTGTGACCAGAAAGGCAGCCCTGT]
CCCACCATAGCCACAGGCAGCAGAAGTCTGGGCAGAGTTCATCTTCTTGACCTTTGGCCACTGCCTTCCC
IAGCTGCCCGCAGGGGGTTCCCCCTGCTGAGGAGAGACCAGGTGGACCCCAGCTGCCTGTCACCCTTCATC
TGGGACTTGCTGTCAAAC AGGATAGTCTCATAAAGGGGAGGCTGGGCCAGCCTGCTGCTGTCTGCTT
CAGGACCAGGC GAGTGAGGCTGGGGGTTCTCACACCTTACTCCACCGGGCACATCCCAACCTGCACT
GGGGCCCACCCGAGCGCTTGTTCTGGTCTCAGCCGCTCCCTTGGCAGCTGCAGCCCCCATGCAGAAGAGG
CTCCCAGGCCCAAGCTCTGTGTGACCCAGAGAAATAAAGATGCCTCAGTGTGGCCCAAATGTGGCTTGTC
TGATAGCTGCAGGTTCTGCCATAAC

>NP 150282.2 protein DGCR6L [Homo sapiens]

MERYAAALEEVADGARQQERHYQLLSALQSLVKELPSSFQORLSYTTLSDLALALLDGTVFEIVQGLLET
OHLTEKSLYNQRLRLONEHRVLRQALRQKHQEAQQACRPHNLPVVQAAQQRELEAVEHRIREEQRAMDOQK]
ITLELDRKVADQQOSTLEKAGVAGEFYVTTNPOQELMLOMNLLELIRKLOQRGCRAGNAALGLGGPWQSPAAQ

5690/£2p
/£2p0/1107




816d|ct
8l6d|c : c ¢ uelele

GGTGGC

led]ct
8léed|c / C C ) \ ( ( C TGCAGATGA
TGCAGATGAACCTGCTGGAA

8led|

AGGTTCTGCCATA!?

LLEIQHLTEKSLYNQRLR VLR RQKHQEAQQACRPHNLPVVQAAQQ




[VIRT194119 DK DRKVADQQSTLEK YVTTNPQELMLOMNLL
[VIRT671 K ) DOOSTLEK /TTNPQELMLOMNLL

[VIRT195959
[VIRT194119

Sequence | Header AA Seq
Present
Absent | i0_HQ_samplec9816d|c43184/f2p1/954
NCBI NM_145859 NP_665858.1
NM_145860 NP_665859.1
N M_OO72 17 NP_009148.2

>i0_HQ_samplec9816d|c43184/f2p1/954
isoform=c43184;full_length_coverage=2;non_full_length_coverage=1;isoform_length=954

ggagtgaattgatccgggagtttgaagagggctgcaaggtgggaagtgaagtcagtgectcagttgctGGCTGAAAAAGAAAATCCAGGTCTCA
CACAAGACATCATTATGAAAATTTTAGAGAAAAAAAGCGTGGAAGTTAACTTCACGGAGTCCCTTCTTCGTATGGCAGC
TGATGATGTAGAAGAGTATATGATTGAACGACCAGAGCCAGAATTCCAAGACCTAAACGAAAAGGCACGAGCACTTAA
ACAAATTCTCAGTAAGATCCCAGATGAGATCAATGACAGAGTGAGGTTTCTGCAGACAATCAAGGATATAGCTAGTGC
AATAAAAGAACTTCTTGATACAGTGAATAATGTCTTCAAGAAATATCAATACCAGAACCGCAGGGCACTTGAACACCAA
AAGAAAGAATTTGTAAAGTACTCCAAAAGTTTCAGTGATACTCTGAAAACGTATTTTAAAGATGGCAAGGCAATAAATG
TGTTCGTAAGTGCCAACCGACTAATTCATCAAACCAACTTAATACTTCAGACCTCAAAACTGTGGCCTGAAAGTTGTATA
TGTTAAGAGATGTACTTCTCAGTGGCAGTATTGAACTGCCTTTATCTGTAAATTTTAAAGTTTGACTGTATAAATTATCAG
TCCCTCCTGAAGGGATCTAATCCAGGATGTTGAATGGGATTATTGCCATCTTACACCATATTTTTGTAAAATGTAGCTTA
ATCATAATCTCACACTGAAGATTTTGCATCACTTTTGCTATTATCATTCTTTTAAGAATTATAAGCCAAAAGAATTTACGC
CTTAATGTGTCATTATATAACATTCCTTAAAAGAATTGTAAATATTGGTGTTTGTTTCTGACATTTTAACTTGAAAGCGAT
ATGCTGCAAGATAATGTATTTAACAATATTTGGTGGCAAATATTCAATAAATAGTTTACATCTG

>VIRT111671

MKILEKKSVEVNETESLLRMAADDVEEYMIERPEPEFODLNEKARALKQILSKIPDEIND
RVREFLOTIKDIASAIKELLDTVNNVEFKKYQYONRRALEHQKKEFVKYSKSESDTLKTYFK

DGKAINVEVSANRLIHOTNLILOTSKLWPESCIC

>NM 145859.1 Homo sapiens programmed cell death 10 (PDCD10), transcript variant 2, mRNA
GATCCGGGAGTTGAAGAGGGCTGCAAGGTGGGAAGTGAAGTCAGTGCCTCAGTTGCTGCTTTCTCCTCTA
AATCTTGGTCTCTTGTTTGGAAGTGACTAACAGCATTTTGGCATGAGAAAGCCCTAAAAAGATCAGTGT(]
TTTTTTGTGTCCAATTCTTTTATCACCAAAAAAGAGAAGAAATATTGCAGTGAATGAAGATTCCTCTGCA
TTTTAGCACTGCTTTTTCAACTGTAGTTGGCTTTTGAATGAGGATGACAATGGAAGAGATGAAGAATGAA
GCTGAGACCACATCCATGGTTTCTATGCCCCTC CAGTCATGTATCCTGTGTTTAATGAGCTAGAAC]
GAGTAAATCTGTCTGCAGCCCAGACACTGAGAGCCGCTTTCATCAAGGCTGAAAAAGAAAATCCAGGTCT
CACACAAGACATCATTATGAAAATTTTAGAGAAAAAAAGCGTGGAAGTTAACTTCACGGAGTCCCTTCTT
CGTATGGCAGCTGATGATGTAGAAGAGTATATGATTGAACGACCAGAGCCAGAATTCCAAGACCTAAACG

IAAAAGGCACGAGCACTTAAACAAATTCTCAGTAAGATCCCAGATGAGATCAATGACAGAGTGAGGTTTCT]
GCAGACAATCAAGGATATAGCTAGTGCAATAAAAGAACTTCTTGATACAGTGAATAATGTCTTCAAGAAA
TATCAATACCAGAACCGCAGGGCACTTGAACACCAAAAGAAAGAATTTGTAAAGTACTCCAAAAGTTTCA
GTGATACTCTGAAAACGTATTTTAAAGATGGCAAGGCAATAAATGTGTTCGTAAGTGCCAACCGACTAAT
TCATCAAACCAACTTAATACTTCAGACCTTCAAAACTGTGGCCTGAAAGTTGTATATGTTAAGAGATGTA
CTTCTCAGTGGCAGTATTGAACTGCCTTTATCTGTAAATTTTAAAGTTTGACTGTATAAATTATCAGTCC
CTCCTGAAGGGATCTAATCCAGGATGTTGAATGGGATTATTGCCATCTTACACCATATTTTTGTAAAATC



TAGCTTAATCATAATCTCACACTGAAGATTTTGCATCACTTTTGCTATTATCATTCTTTTAAGAATTATA
AGCCAAAAGAATTTACGCCTTAATGTGTCATTATATAACATTCCTTAAAAGAATTGTAAATATTGGTGTT]
TGTTTCTGACATTTTAACTTGAAAGCGATATGCTGCAAGATAATGTATTTAACAATATTTGGTGGCAAAT
ATTCAATAAATAGTTTACATCTGTTAAAAAAAAAAAAAAAAAAAAAAAAAAAA

>NP_665858.1 programmed cell death protein 10 [Homo sapiens]

MRMTMEEMKNEAETTSMVSMPLYAVMY PVENELERVNLSAAQTLRAAFIKAEKENPGLTODIIMKILEKK]
SVEVNFTESLLRMAADDVEEYMIERPEPEFQDLNEKARALKQILSKIPDEINDRVRFLOTIKDIASAIKE]
LLDTVNNVFKKYQYQONRRALEHQKKEFVKYSKSFSDTLKTYFKDGKAINVEVSANRLIHQTNLILQTEKT

>NM 145860.1 Homo sapiens programmed cell death 10 (PDCD10), transcript variant 3, mRNA
TGCAAGGTGGGAAGTGAAGTCAGTGCCTCAGTTGCTGATCAGTGTGTTTTTTGTGTCCAATTCTTTTATC
IACCAAAAAAGAGAAGAAATATTGCAGTGAATGAAGATTCCTCTGCATTTTAGCACTGCTTTTTCAACTGT]
IAGTTGGCTTTTGAATGAGGATGACAATGGAAGAGATGAAGAATGAAGCTGAGACCACATCCATGGTTTCT]
IATGCCCCTCTATGCAGTCATGTATCCTGTGTTTAATGAGCTAGAACGAGTAAATCTGTCTGCAGCCCAGA
CACTGAGAGCCGCTTTCATCAAGGCTGAAAAAGAAAATCCAGGTCTCACACAAGACATCATTATGAAAAT
TTTAGAGAAAAAAAGCGTGGAAGTTAACTTCACGGAGTCCCTTCTTCGTATGGCAGCTGATGATGTAGAA
GAGTATATGATTGAACGACCAGAGCCAGAATTCCAAGACCTAAACGAAAAGGCACGAGCACTTAAACAAA
TTCTCAGTAAGATCCCAGATGAGATCAATGACAGA GGTTTCTGCAGACAATCAAGGATATAGCTAG]
TGCAATAAAAGAACTTCTTGATACAGTGAATAATGTCTTCAAGAAATATCAATACCAGAACCGCAGGGCA
CTTGAACACCAAAAGAAAGAATTTGTAAAGTACT( TACTCTGAAAACGTATTTTA
IAAGATGGCAAGGCAATAAATGTGTTCGTAAGTGCCAACCG. TCAAACCAACTTAATACTTCA
GACCTTCAAAACTGTGGCCTGAAAGTTGTATATGTTAAGAGATGTACTTCTCAGTGGCAGTATTGAACTG
CCTTTATCTGTAAATTTTAAAGTTTGACTGTATAAATTATCAGTCCCTCCTGAAGGGATCTAATCCAGGA
TGTTGAATGGGATTATTGCCATCTTACACCATATTTTTGTAAAATGTAGCTTAATCATAATCTCACACTG
IAAGATTTTGCATCACTTTTGCTATTATCATTCTTTTAAGAATTATAAGCCAAAAGAATTTACGCCTTAAT)
GTGTCATTATATAACATTCCTTAAAAGAATTGTAAATATTGGTGTTTGTTTCTGACATTTTAACTTGAAA
GCGATATGCTGCAAGATAATGTATTTAACAATATTTGGTGGCAAATATTCAATAAATAGTTTACATCTGT
TAAAAAAAAAAAAAAAAAAAAN

>NP_665859.1 programmed cell death protein 10 [Homo sapiens]
MRMTMEEMKNEAETTSMVSMPLYAVMY PVENELERVNLSAAQTLRAAFIKAEKENPGLTQODIIMKILEKK]
SVEVNFTESLLRMAADDVEEYMIERPEPEFQDLNEKARALKQILSKIPDEINDRVRFLOTIKDIASAIKE]
LLDTVNNVFKKYQYQONRRALEHQKKEFVKYSKSFSDTLKTYFKDGKAINVEVSANRLIHQTNLILQTEKT

>NM 007217.3 Homo sapiens programmed cell death 10 (PDCD10), transcript variant 1, mRNA
GGTAAGGTGTAGCTGTTCTGTCCCAGTCCCCGTAGCTCTGCACCGAGCAGAAGAGGTCTAGGGTCACGCA
GGGGCCATGGCTGAGGCACTTGGGCTTGGTTCTGGCAGGCGGAGCGGACGGGGCTGAGAGCGGGGCCCTA
CGGGCGGAAGAGGAGCACTGGAAGAAGGAAGAGACAAATGTTGGGGTCTACGGATTCAGTTCCAGTTTAA
TGATGTGGCCCTCTAAGGAGATAATTTTGCCTTAAACAGAAAGACTTGACCCTCTTAGGTGTCATACCTA
IAGATCAGTGTGTTTTTTGTGTCCAATTCTTTTATCACCAAAAAAGAGAAGAAATATTGCAGTGAATGAAG]
ATTCCTCTGCATTTTAGC GCTTTTTCAACTGTAGTTGGCTTTTGAATGAGGATGACAATGGAAGAGA
TGAAGAATGAAGCTGAG CA TGGTTTCTATGCCCCTCTATGCAGTC TATCCTGTGTTTAA
TGAGCTAGAACGAGTAAATCTGTCTGCAGCCCAG “TGAGAGCCGCTTTCATCAAGGCTGAAAAAGAA
IAATCCAGGTCTCACACAAGACATCATTATGAAAATTTTAGAGAAAAAAAGCGTGGAAGTTAACTTCACGG]
AGTCCCTTCTTCGTATGGCAGCTGATGATGTAGAAGAGTATATGATTGAACGACCAGAGCCAGAATTCCA
IAGACCTAAACGAAAAGGCACGAGCACTTAAACAAATTCTCAGTAAGATCCCAGATGAGATCAATGACAGA
GTGAGGTTTCTGCAGACAATCAAGGATATAGCTAGTGCAATAAAAGAACTTCTTGATACAGTGAATAATG
TCAAGAAATATCAATACCAGAACCGCAGGGCACTTGAACACCAAAAGAAAGAATTTGTAAAGTACTC
CAAAAGTTTCAGTGATACTCTGAAAACGTATTTTAAAGATGGCAAGGCAATAAATGTGTTCGTAAGTGCC
IAACCGACTAATTCATCAAACCAACTTAATACTTCAGACCTTCAAAACTGTGGCCTGAAAGTTGTATATGT]
TAAGAGATGTACTTCTCAGTGGCAGTATTGAACT TTATCTGTAAATTTTAAAGTTTGACTGTATAA
ATTATCAGTCCCTCCTGAAGGGATCTAATCCAGGATGTTGAATGGGATTATTGCCATCTTAC ATT
TTTGTAAAATGTAGCTTAATCATAATCTC CTGAAGATTTTGCATCACTTTTGCTATTATCATTCTTT
TAAGAATTATAAGCCAAAAGAATTTACGCCTTAATGTGTCATTATATAACATTCCTTAAAAGAATTGTAA
ATATTGGTGTTTGTTTCTGACATTTTAACTTGAAAGCGATATGCTGCAAGATAATGTATTTAACAATATT]
TGGTGGCAAATATTCAATAAATAGTTTACATCTGTTAAAAAAAAAAANAAAANAA

>NP_009148.2 programmed cell death protein 10 [Homo sapiens]

MRMTMEEMKNEAETTSMVSMPLYAVMY PVENELERVNLSAAQTLRAAFIKAEKENPGLTODIIMKILEKK]
SVEVNFTESLLRMAADDVEEYMIERPEPEFQDLNEKARALKQILSKIPDEINDRVRFLOTIKDIASAIKE]
LLDTVNNVFKKYQYQONRRALEHQKKEFVKYSKSFSDTLKTYFKDGKAINVEVSANRLIHQTNLILQTEKT
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Sequence | Header AA Seq
Present i0_HQ_samplec9816d|c2034/f4p1/662
i0_HQ_samplec9816d|c1580/f7p10/768

Absent
NCBI NM_173080

>i0_HQ_samplec9816d|c2034/f4p1/662
isoform=c2034;full_length_coverage=4;non_full_length_coverage=1;isoform_length=662

agagcagggggcatcatggagaggaatgaggcagaaaCTGTGCACCAGCCTCTGTGACCCTACTTGTCAGGGTGGAACCCCAGAAG
AAGCCCAGACACTTTCCTCACTTTGGGAAATGGATGGGCCTTAGCTGTGGCCACGCTGGAGCCTGCAGAGAATGAGGA
GGAGATGTGAGAGGAGGGTAGGCTCAAGAGCTGGAGGGAAGAGGAGAAGGAAGAAGAGAAGGTTCCATCTGGTAG
CCAGGATGGTGGATGATGGCCAGACCTCCCCCACTTCCTCTTCCCAAGCCTAGCAACACTAAGAATGTAATATTCTGGGT
TCCAGATTCTGGTTCTGCATTCCACCTCCAAGAAGAACACCATCTCCACCTGCAGCCCTCACTTCCACATACCCCCAGTCC
TCTGTGCTCTTGCTGATATGAACTCTCCACAAGGAAACTACGCAGCAAGACAGATTTGCATGGACATAGACCAAGGCTT
TTCATATACCTGGTGCCTTGAAGGCACTGGTATGTGTGTATTGCCTGTGAACAGATGGGCAGCTCCATCCCTCATGTCCC
AGTCACCCATGTGGGTTTACTGCAATGAATTTTACTCCTATTTTTCCCAATTTCATCATTGCCCTTTTAtttattaataaaggact
cctgcttagttttgaag

MMARPPPLPLPKPSNTKNVIEFWVP AFHLQEEHHLHLOPSLPHTPSPLCSC

>i0_HQ_samplec9816d|c1580/f7p10/768
isoform=c1580;full_length_coverage=7;non_full_length_coverage=10;isoform_length=768

ggacaagggctcagcctectctectggggtccagettgTCGCCTCTGGCTCACCTGTTCCTAGAGCAATGTCTTCCCAGCAGCAGCAGC
GGCAGCAGCAGCAGTGCCCACCCCAGAGGGCCCAGCAGCAGCAAGTGAAGCAGCCTTGTCAGCCACCCCCTGTTAAAT
GTCAAGAGACATGTGCACCCAAAACCAAGGATCCATGTGCTCCCCAGGTCAAGAAGCAATGCCCACCGAAAGGCACCA
TCATTCCAGCCCAGCAGAAGTGTCCCTCAGCCCAGCAAGCCTCCAAGAGCAAACAGAAGTAAGGATGGACTGGATATT
ACCATCATCCACCATCCTGGCTACCAGATGGAACCTTCTCTTCTTCCTTCTCCTCTTCCCTCCAGCTCTTGAGCCTACCCTC
CTCTCACATCTCCTCCTGCCCAAGATGTAAGGAAGCATTGTAAGGATTTCTTCCCATCGTACCCTTCCCCACACATACCAC
CTTGGCTTCTTCTATATCCCACCCCGATGCTCTCCCAGGTGGGTGTGAGAGAGACCTCATTCTCTGCAGGCTCCAGCGTG
GCCACAGCTAAGGCCCATCCATTTCCCAAAGTGAGGAAAGTGTCTGGGCTTCTTCTGGGGTTCCACCCTGACAAGTAGG
GTCACAGAGGCTGGTGCACAGTTTCTGCCTCATTCCTCTCCATGATGCCCCCTGCTCTGGGCTTCTCTCCTGTTTTCCCCA
ATAAATATGTGCCTCATGTAATAAATGTGTCTGCTTCCTGGG

>VIRT55277



MLPYILGRRRCERRVGSRAGGKRRRKKRRFHLVARMVDDGNIQSILT
SAGLE

VCSWRLAGLRDT

>NM 173080.2 Homo sapiens small proline rich protein 4 (SPRR4), mRNA

IAGGGCTCAGCCTCCTCTCCTGGGGTCCAGCTTGTCGCCTCTGGCTCACCTGTTCCTAGAGCAATGTCTTC
CCAGCAGCAGCAGCGGCAGCAGCAGCAGTGCC CAGAGGGCCCAGCAGCAGCAAGTGAAGCAGCCT]
TGTCAGCCACCCCCTGTTAAATGTCAAGAGACATGTGCA AAAACCAAGGATCCATGTGCTCCCCAGG
TCAAGAAGCAATGCCCACCGAAAGGCACCATCATTCCAGCCCAGCAGAAGTGTCCCTCAGCCCAGCAAGC

ACCTT TTCTTCCTTCTCCTCTT CAGC CTACCCT
CAAGATGTAAGGAAGCATTGTAAGGATTTCTTCCCATCGTACCCTTCCCCA ATACCACCTTGGCTTC]
TTCTATATCCCACC CTCCCAGGTGGGTGTGAGAGAGACCTCATTCTCTGCAGGCTCCAGCGT]
AAGTGAGGAAA TCTGGGCTTCTTCTGGGGTTCCACCCT]
GACAAGTAGGGTCACAGAGGCTGGTGCACAGTTTCTGCCTCATTCCTCTCCATGATGCCCCCTGCTCTGGE
ATAAATATGTGCC
line-rich prot

-t tgTCGC
“TTGTCGC




SLRDTSAGLE

Sequence | Header AA Seq

Present il_HQ_samplec9816d|c7012/f2p0/1248

Absent il_HQ_samplec9816d|c64100/f41p0/1184

NCBI NM_032492

>i1_HQ_samplec9816d|c7012/f2p0/1248
isoform=c7012;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1248

ctcttcacggagccgeggcetgegggegcaaatagtcagtgggegettggGGTGTCGTTGCGGTACCAGGTCCGCGTGAGGGGTTCGGGG
GTTCTGGGCAGGCACAATGGCGTCTCGAGCAGGCCCGCGAGCGGCCGGCACCGACGGCAGCGACTTTCAGCACCGGG
AGCGCGTCGCCATGCACTACCAGATGAGGCCCCGGCTGAAAGGGCCCTCACAACTTAAGCAGGTGTTTTCATGCCAGCC
CAGAGTAGAAACATCGCCTTTAGGGATATGAGGAGGATACGTTTGGGACGTGAGAGAATTAGAAGAATAAGATAATG
TGACTCTCAAGTATGAAATCAAGAAGCTGATCTACGTACATCTGGTCATATGGCTGCTGCTGGTTGCTAAGATGAGCGT
GGGACACCTGAGGCTCTTGTCACATGATCAGGTGGCCATGCCCTATCAGTGGGAATACCCGTATTTGCTGAGCATTTTG
CCCTCTCTCTTGGGCCTTCTCTCCTTTCCCCGCAACAACATTAGCTACCTGGTGCTCTCCATGATCAGCATGGGACTCTTTT
CCATCGCTCCACTCATTTATGGCAGCATGGAGATGTTCCCTGCTGCACAGCAGCTCTACCGCCATGGCAAGGCCTACCGT
TTCCTCTTTGGTTTTTCTGCCGTTTCCATCATGTACCTGGTGTTGGTGTTGGCAGTGCAAGTGCATGCCTGGCAGTTGTAC
TACAGCAAGAAGCTCCTAGACTCTTGGTTCACCAGCACACAGGAGAAGAAGCATAAATGAAGCCTCTTTGGGGTGAAG
CCTGGACATCCCATCGAATGAAAGGACACTAGTACAGCGGTTCCAAAATCCCTTCTGGTGATTTTAGCAGCTGTGATGTT
GGTACCTGGTGCAGACCAGGCCAAAGTTCTGGAAAGCTCCTTTTGCCATCTGCTGAGGTGGCAAAACTATAATTTATTC
CTGGTTGGCTAGAACTGGGTGACCAACAGCTATGAAACAAATTTCAGCTGTTTGAAGTTGAACTTTGAGGTTTTTCTTTA
AGAATGAGCTTCGTCCTTGCCTCTACTCGGTCATTCTCCCCATTTCCATCCATTACCCCTTAGCCATTGAGACTAAAGGAA
ATAGGGAATAAATCAAATTACTTCATCTCTAGGTCACGGGTCAGGAAACATTTGGGCAGCTGCTCCCTTGGCAGGCTGT
GGTCTCCTCTgcaagcattttaattaaaaactcaataaagatgectgce

>VIRT87749

MHLHCOQHOHOVHDGNGRKTKEETVGLAMAVELLCSREHLHAATINEWSDGKESHADHGEHQ
VANVVAGKGEKAQERGONAQQIRVEFPLIGHGHLI

>i1_HQ_samplec9816d|c64100/f41p0/1184
isoform=c64100;full_length_coverage=41;non_full_length_coverage=0;isoform_length=1184




ggggccggaagtTCTCTTTCAACGGAGCCGCGCGGCTGCGGGGGGCGCAAATAGGGTCACTGGGCCGCTTGGCGGTGTCG
TTGCGGTACCAGGTCCGCGTGAGGGGTTCGGGGGTTCTGGGCAGGCACAATGGCGTCTCGAGCAGGCCCGCGAGCGG
CCGGCACCGACGGCAGCGACTTTCAGCACCGGGAGCGCGTCGCCATGCACTACCAGATGAGTGTGACCCTCAAGTATG
AAATCAAGAAGCTGATCTACGTACATCTGGTCATATGGCTGCTGCTGGTTGCTAAGATGAGCGTGGGACACCTGAGGC
TCTTGTCACATGATCAGGTGGCCATGCCCTATCAGTGGGAATACCCGTATTTGCTGAGCATTTTGCCCTCTCTCTTGGGC
CTTCTCTCCTTTCCCCGCAACAACATTAGCTACCTGGTGCTCTCCATGATCAGCATGGGACTCTTTTCCATCGCTCCACTCA
TTTATGGCAGCATGGAGATGTTCCCTGCTGCACAGCAGCTCTACCGCCATGGCAAGGCCTACCGTTTCCTCTTTGGTTTT
TCTGCCGTTTCCATCATGTACCTGGTGTTGGTGTTGGCAGTGCAAGTGCATGCCTGGCAGTTGTACTACAGCAAGAAGC
TCCTAGACTCTTGGTTCACCAGCACACAGGAGAAGAAGCATAAATGAAGCCTCTTTGGGGTGAAGCCTGGACATCCCAT
CGAATGAAAGGACACTAGTACAGCGGTTCCAAAATCCCTTCTGGTGATTTTAGCAGCTGTGATGTTGGTACCTGGTGCA
GACCAGGCCAAAGTTCTGGAAAGCTCCTTTTGCCATCTGCTGAGGTGGCAAAACTATAATTTATTCCTGGTTGGCTAGA

ACTGGGTGACCAACAGCTATGAAACAAATTTCAGCTGTTTGAAGTTGAACTTTGAGGTTTTTCTTTAAGAATGAGCTTCG
TCCTTGCCTCTACTCGGTCATTCTCCCCATTTCCATCCATTACCCCTTAGCCATTGAGACTAAAGGAAATAGGGAATAAAT
CAAATTACTTCATCTCTAGGTCACGGGTCAGGAAACATTTGGGCAGCTGCTCCCTTGGCAGCTGTGGTCTCCTCTGCAAA
GCATTTTAATTAAAAACCTCAATAAAGATGGCCCTGCCCACActgtgecttgtgtttggggcttgatagagt

>VIRT88771

MHLHCOQHOHOVHDGNGRKTKEETVGLAMAVELLCSREHLHAATINEWSDGKESHADHGEHQ
VANVVAGKGEKAQERGONAQQIRVEFPLIGHGHLI

>NM 032492.4 Homo sapiens jagunal homolog 1 (JAGN1l), transcript variant 1, mRNA
> r‘AF‘GGALCC(J‘(‘C(JLCT(J‘GGGLFC(‘f‘AAATAGG(JTCA(JTGG(JCCuCTTGGCf‘uTGTf‘uTTGLGf‘
GTCCGCGTGAGGGGTTC GT GCAGGCACAATGGCGTCTCGAGCAGGCCCGCGAGCG
GCCGGCACCGACGGC AFC&ACTTTCAF”A AGCGCGTCGCCATGCACTACCAGATGAGTGTGACTC|
TCAAGTATGAAATCAAGAAGCTGATCTACGTACATCTGGTCATATGGCTGCTGCTGGTTGCTAAGATGAG
CGTGGGACACCTGAGGCTCTTGTCACATGATCAGGTGGCCATGCCCTATCAGTGGGAATACCCGTATTTG
CTGAGCATTTTGCCCTCTCTCTTGGGCCTTCTCTCCTTTCCCCGCAACAACATTAGCTACCTGGTGCTCT
CCATGATCAGCATGGGACTCTTTTCCATC “CACTCATTTATGGCAGCATGGAGATGTTCCCTGCTGC
IACAGCAGCTCTACCGCCATGGCAAGGCCT TTCCTCTTTGGTTTTTCTGCCGTTTCCATCATGTAC
CTGGTGTTGGTGTTGGCAGTGCAAGTGCATGCCTGGCAGTTGTACTACAGCAAGAAGCTCCTAGACTCTT
CACACAGGAGAAGAAGCATAAATGAAGCCTCTTTGGGGTGAAGCCTGGACATCCCATCGA
AGCGGTTCCAAAATCCCTTCTGGTGATTTTAGCAGCTGTGATGTTGGTACCT)
GGAAAGCTCCTTTTGCCATCTGCTGAGGTGGCAAAACTATAATTTAT

CCTCTACTCGGTCATTCTCCCCATTTCCAT
CTTCATCTCTAGGTCACG!

AFTTC”ATATTPACATTTATCTTTCAF AACTGGGTATCAGTTATGAGTCTACTACTGTATAATGGC]
ATC AFPATTTTAEP&TAC TCJJ ATAGGLATTTACAATTCAGTAGAAACTTGTTATTCATGTG

>NP 115881.3 protein jagunal homolog 1 isoform a [Homo sapiens]




il HQ samplec9816d|c7012/£f2p0/1248

GCAGGCACAATGGCGTCTCGAGCAGGCCCGCGAGCGGCCGGCACCGACGGCAGCGACTTT

E R R R o S S L

CAGCACCGGGAGCGCGTCGCCATGCACTACCAGATGAGGCCCCGGCTGAAAGGGCCCTCA

il HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£2p0/1248

CAGCACCGGGAGCGCGTCGC
CAGCACCGGGAGCGCGTCGC

Kk Kk Kk Kk hhKhKhkhkhKhkhkhkhkhKhkkk

il HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£2p0/1248

GGAGGATACGTTTGGGACGTGAGAGAATTAGAAGAATAAGATAA

11 HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£f2p0/1248

CATGCACTACCAGATGAGTGTGACCCTCAAGTAT
CATGCACTACCAGATGAGTGTGACTCTCAAGTAT

* * * * Kk Kk kKkKkKh KAhkkhkkhkkhKhKhkk

il HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d[c7012/£f2p0/1248

GAAATCAAGAAGCTGATCTACGTACATCTGGTCATATGGCTGCTGCTGGTTGCTAAGATG
GAAATCAAGAAGCTGATCTACGTACATCTGGTCATATGGCTGCTGCTGGTTGCTAAGATG

E R R R R o S L

il HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d[c7012/£f2p0/1248

AGCGTGGGACACCTGAGGCTCTTGTCACATGATCAGGTGGCCATGCCCTATCAGTGGGAA
AGCGTGGGACACCTGAGGCTCTTGTCACATGATCAGGTGGCCATGCCCTATCAGTGGGAA

E R R R R o S S S L

11 HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£f2p0/1248

TACCCGTATTTGCTGAGCATTTTGCCCTCTCTCTTGGGCCTTCTCTCCTTTCCCCGCAAC
TACCCGTATTTGCTGAGCATTTTGCCCTCTCTCTTGGGCCTTCTCTCCTTTCCCCGCAAC

B R R R R o S o L R

il HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£f2p0/1248

AACATTAGCTACCTGGTGCTCTCCATGATCAGCATGGGACTCTTTTCCATCGCTCCACTC
AACATTAGCTACCTGGTGCTCTCCATGATCAGCATGGGACTCTTTTCCATCGCTCCACTC

R R o R R R o S S S L

il HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£f2p0/1248

ATTTATGGCAGCATGGAGATGTTCCCTGCTGCACAGCAGCTCTACCGCCATGGCAAGGCC
ATTTATGGCAGCATGGAGATGTTCCCTGCTGCACAGCAGCTCTACCGCCATGGCAAGGCC

E R R R o S S L

11 HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£f2p0/1248

TACCGTTTCCTCTTTGGTTTTTCTGCCGTTTCCATCATGTACCTGGTGTTGGTGTTGGCA
TACCGTTTCCTCTTTGGTTTTTCTGCCGTTTCCATCATGTACCTGGTGTTGGTGTTGGCA

E R R R R o S S L

il HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£2p0/1248

GTGCAAGTGCATGCCTGGCAGTTGTACTACAGCAAGAAGCTCCTAGACTCTTGGTTCACC
GTGCAAGTGCATGCCTGGCAGTTGTACTACAGCAAGAAGCTCCTAGACTCTTGGTTCACC

E L R R o S o o L

il HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£f2p0/1248

AGCACACAGGAGAAGAAGCATAAATGAAGCCTCTTTGGGGTGAAGCCTGGACATCCCATC
AGCACACAGGAGAAGAAGCATAAATGAAGCCTCTTTGGGGTGAAGCCTGGACATCCCATC

E R R R R o S S S L

il HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£f2p0/1248

GAATGAAAGGACACTAGTACAGCGGTTCCAAAATCCCTTCTGGTGATTTTAGCAGCTGTG
GAATGAAAGGACACTAGTACAGCGGTTCCAAAATCCCTTCTGGTGATTTTAGCAGCTGTG

B R R R R o S S L

il HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£2p0/1248

ATGTTGGTACCTGGTGCAGACCAGGCCAAAGTTCTGGAAAGCTCCTTTTGCCATCTGCTG
ATGTTGGTACCTGGTGCAGACCAGGCCAAAGTTCTGGAAAGCTCCTTTTGCCATCTGCTG

R R R R

il HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£f2p0/1248

AGGTGGCAAAACTATAATTTATTCCTGGTTGGCTAGAACTGGGTGACCAACAGCTATGAA
AGGTGGCAAAACTATAATTTATTCCTGGTTGGCTAGAACTGGGTGACCAACAGCTATGAA

R R R R R o S S S L

il HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

il HQ samplec9816d|c7012/£f2p0/1248

ACAAATTTCAGCTGTTTGAAGTTGAACTTTGAGGTTTTTCTTTAAGAATGAGCTTCGTCC
ACAAATTTCAGCTGTTTGAAGTTGAACTTTGAGGTTTTTCTTTAAGAATGAGCTTCGTCC

E R R R o S S S L

11 HQ samplec9816d|c64100/£41p0/1184
INM 032492.4

TTGCCTCTACTCGGTCATTCTCCCCATTTCCATCCATTACCCCTTAGCCATTGAGACTAA
TTGCCTCTACTCGGTCATTCTCCCCATTTCCATCCATTACCCCTTAGCCATTGAGACTAA

E R R R R o S o




ATCTACCTTAGGTTATGGGCTCTTCTTTTAGTTGGATATTCACATTT

EMC3



Sequence | Header AA Seq

Present il_HQ_samplec9816d|c26333/f2p57/1162

Absent il_HQ_samplec9816d|c26920/f2p0/1048

NCBI NM_018447

NR_103821

>i1_HQ_samplec9816d|c26333/f2p57/1162
isoform=c26333;full_length_coverage=2;non_full_length_coverage=57;isoform_length=1162

agctgaaggcagtaagctcggcetcacagtcgcaggagagttctggggtacACGGGCAAAGGGGCTTGAGAAGGCCCGGAGGCGAAGCC
GAAGAGAAGCAACTGTGCCCCGGAGAAGAGAAGCTCGCCCATTCCAGACTGGGAACCAGCTTTCAGTGAAGATGGCA
GGGCCAGAACTGTTGCTCGACTCCAACATCCGCCTCTGGGTGGTCCTACCCATCGTTATCATCACTTTCTTCGTAGGCAT
GATCCGCCACTACGTGTCCATCCTGCTGCAGAGCGACAAGAAGCTCACCCAGGAACAAGTATCTGACAGAAAATATCTT
TCAGGCCTGGTGCAATGGCTCACACCTATAATCCCAGCACTTTGGGGGGCTGAGATGGGAGGATCCCTTGAGCCCAGG
AATTTGAGACCAACCTTGGCAGCATGTCAAGTCCTAATTCGAAGCAGAGTCCTCAGGGAAAATGGAAAATACATTCCCA
AACAGTCTTTCTTGACACGAAAATATTATTTCAACAACCCAGAGGATGGATTTTTCAAAAAAACTAAACGGAAGGTAGT
GCCACCTTCTCCTATGACTGATCCTACTATGTTGACAGACATGATGAAAGGGAATGTAACAAATGTCCTCCCTATGATTC
TTATTGGTGGATGGATCAACATGACATTCTCAGGCTTTGTCACAACCAAGGTCCCATTTCCACTGACCCTCCGTTTTAAG
CCTATGTTACAGCAAGGAATCGAGCTACTCACATTAGATGCATCCTGGGTGAGTTCTGCATCCTGGTACTTCCTCAATGT
ATTTGGGCTTCGGAGCATTTACTCTCTGATTCTGGGCCAAGATAATGCCGCTGACCAATCACGAATGATGCAGGAGCAG
ATGACGGGAGCAGCCATGGCCATGCCCGCAGACACAAACAAAGCTTTCAAGACAGAGTGGGAAGCTTTGGAGCTGAC
GGATCACCAGTGGGCACTAGATGATGTCGAAGAAGAGCTCATGGCCAAAGACCTCCACTTCGAAGGCATGTTCAAAAA
GGAATTACAGACCTCTATTTTTTGAAGACCGAGCAGGGATTAGCTGTGTCAGGAACTTGGAGTTGCACTTAACCTTGTA
ACTTTGTTTGGAgctggcacctcttgaaataaaaaggaggatgcacgag

>VIRT151947

MAGPELLLDSNIRLWVVLPIVIITFEFVGMIRHYVSILLOSDKKLTQEQVSDRKYLSGLVQ
WLTPITIPALWGAEMGGSLEPRNLRPTLAACQVLIRSRVLRENGKYIPKOQSEFLTRKYYENN
PEDGFFKKTKRKVVPPSPMTDPTMLTDMMKGNVINVLPMILIGGWINMTESGEVTTKVPE

PLTLRFKPMLOQOGIELLTLDASWVSSASWYFLNVFGLRSIYSLILGODNAADQSRMMQEOQ
MTGAAMAMPADTNKAFKTEWEALELTDHOQWALDDVEEELMAKDLHFEGMEKKELQTSIE

>i1_HQ_samplec9816d|c26920/f2p0/1048
isoform=c26920;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1048

agctgaaggcagtaagctcggctcacagtcgcaggagagttctggggtacacgggcaaagggecttigaGAAGCCCGGAGGCGAAGCCGAAGA
GAAGCAACTGTGCCCCGGAGAAGAGAAGCTCGCCCATTCCAGACTGGGAACCAGCTTTCAGTGAAGATGGCAGGGCC
AGAACTGTTGCTCGACTCCAACATCCGCCTCTGGGTGGTCCTACCCATCGTTATCATCACTTTCTTCGTAGGCATGATCCG
CCACTACGTGTCCATCCTGCTGCAGAGCGACAAGAAGCTCACCCAGGAACAAGTATCTGACAGTCAAGTCCTAATTCGA
AGCAGAGTCCTCAGGGAAAATGGAAAATACATTCCCAAACAGTCTTTCTTGACACGAAAATATTATTTCAACAACCCAG
AGGATGGATTTTTCAAAAAAACTAAACGGAAGGTAGTGCCACCTTCTCCTATGACTGATCCTACTATGTTGACAGACAT
GATGAAAGGGAATGTAACAAATGTCCTCCCTATGATTCTTATTGGTGGATGGATCAACATGACATTCTCAGGCTTTGTCA
CAACCAAGGTCCCATTTCCACTGACCCTCCGTTTTAAGCCTATGTTACAGCAAGGAATCGAGCTACTCACATTAGATGCA
TCCTGGGTGAGTTCTGCATCCTGGTACTTCCTCAATGTATTTGGGCTTCGGAGCATTTACTCTCTGATTCTGGGCCAAGA
TAATGCCGCTGACCAATCACGAATGATGCAGGAGCAGATGACGGGAGCAGCCATGGCCATGCCCGCAGACACAAACA



AAGCTTTCAAGACAGAGTGGGAAGCTTTGGAGCTGACGGATCACCAGTGGGCACTAGATGATGTCAAGAAGAGCTCAT
GGCCAAAGACCTCCACTTCGAAGGCATGTTCAAAAAGGAATTACAGACCTCTATTTTTTGAAGACCGAGCAGGGATTAG
CTGTGTCAGGAACTTGGAGTTGCACTTAACCTTGTAACTTTGTTTGGAGCTggcacctcttgaaataaaaaggaggatgcacgageg

transcript variant 1, mRNA

TGGGGTACACGGGCAAAGGGGCTTGAGAAGGCCCGGAGGCGAAGCCGAAGAGAAGCAACTGTGCCCCGGA]
GAAGAGAAGCTCGCCCATTCCAGACTGGGAACCAGCTTTCAGTGAAGATGGCAGGGCCAGAACTGTTGCT
CGACTCCAACATCCGCCTCTGGGTGGTCCTACCCATCGTTATCATCACTTTCTTCGTAGGCATGATCCGC
CACTACGTGTCCA TGCTGCAGAGCGACAAGAAGCTCACCCAGGAACAAGTATCTGACAGTCAAGTCC
TAATTCGAAGCAGAGTCCTCAGGGAAAATGGAAAATACATTCCCAAACAGTCTTTCTTGACACGAAAATA
TTATTTCAACAACCCAGAGGATGGATTTTTCAAAAAAACTAAACGGAAGGTAGTGCCACCTTCTCCTATG
IACTGATCCTAC TAT&TTFACAFACATGATFAAAGGQAATQTAACAAATGTFCTCFCTATQATTL TATTG

AATCACGAHTGATGQAGGAGCAGATGACGGGAUCAGCCATGGCCATGCCCGCAGACACAAACAAAGCTTT
CAAGACAGAGTGGGAAGCTTTGGAGCTGACGGATCACCAGTGGGCACTAGATGATGTCGAAGAAGAGC
IATGGCCAAAGACC ACTTCGAAGGCATGTTCAAAAAGGAATTACAGACCTCTATTTTTTGAAGA
GCAGGGATTAGCTGTGTCAGGAACTTGGAGTTGCACTTAACCTTGTAACTTTGTTTGGAGCTGGCACCTC
TTGAAATAAAAAGGAGGATGCACGAGCTGGCAGGCATGCAGCAAGGCTTGTTCTTGTCTGGGCTGGGTTC
CCCTTTATGTTTGAAACTAGAGGAAATAGGAGTATGCTGGGCAACTTGTTATTTTTAAAATGTTGTAAAT
GTTCCTTCTGGTGACTCTAGTAATGAAAGTCAGAGAAAGGGGGAAACCTCAGGCTACTGATAATATATAR
AATCTTGGCCAGGCGCAGTGGCTCACGCCTGTAATCCCAGGATTTTGGGAGGCTGAGGCGGGTGGGTCAC
GAGATCAGGAGTTCAAGATCAGCCTGGCCAAGATGGTGAAACCCCATCTCTACTAAAAATACAAAAAAAR
IATTAGCCGGGCGTGGTGGTGGGCACCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGAGAACTGCTTAA
AGGAGGCGGAGGATGCAGTGAGCTGACATCG TuCFACTFCGCTCCAuCCTGGGC
ATCTGAAAAAAAAAAAAAAATATATATATATATATATATATATCTATCTTAGCA
TCGAAGGAAGCATTGTTAATTATAGCTAATGATTATGTGCAGTCAGCC GALATCTAGC
CCTGTTTTCTTGGGATCCAAACACCCTGTGTTTTACCATTAGTTTTGTTAGTATTGTTA.
[ACAAGTAAACCATTTCCACTACC AAAGQTTTAUAAACTATuFATGAACAAAATFAATCTL CTuTTFATT
TTGAGCCTACATAGACAT
IACCCAGGGTCAGGACAGAC TCAFCAAAPCTTPTATATCAFTTAATTFTGCFCAFTQAAAF CA TFAL&C
TGAGGCACTGCCAGATTCTAAAGTGCCTTTGGGATCATCAGAGACTGTCTATAAATAATGCAAAATCTTG
ATCTGGATGTCAGTGTATCAAATCTTATCAAATCCATTGACAAATCAGTGGTGCTATACTGGAAATGGCT
IACTCCTTTGGATGAAGGACCTCATTTCCCAGTTGCTTGGAACAAAAGAGAATTTACATATTGCTGTAAGA
IAGGGAGAGACGGCAGTTGTTGGTAGACACACAGATAAGGGTGCCCAAGAATAATTCTGTCTGGATTARAG]
GTCCCAGGGAAGTGACGGTGCCATTTCTGTACCAAGAGGTGAATATAATTTGCATGTTGAGTGCAGTAAT
TAAGAACAAACGACTCGACTCCACAAATTAAACCGTCCTGTTTTCTCTTCTTAAAAAAAAAAAAAAAAAR
>NP 060917.1 ER membrane protein complex subunit 3 [Homo sapiens]
MAGPELLLDSNIRLWVVLPIVIITFFVGMIRHYVSILLQSDKKLTQEQVSDSQVLIRSRVLRENGKYIPK]
OSFLTRKYYFNNPEDGFFKKTKRKVVPPSPMTDPTMLTDMY VINVLPMILIGGWINMTFSGEVTTKY]
PFPLTLRFKPMLQQGIELLTLDASWVSSASWYFLNVFGLRSIYSLILGQDNAADQSRMMQEQMTGAAMAM
PADTNKAFKTEWEALELTDHQWALDDVEEELMAKDLHFEGMFKKELQTSTF]

>NR 103“71 l Homo sapiens EMC3 antisense RNA 1 (EMC3-ASl), long non-coding RNA|

CCQAGCACTTTbGGAbGCCAAGGTGGGGGGATCACGAGGTCAGGGGATCGAGACCATCCTGGCTAACAGG
TGAAACCCTGTCTCTACTAAAAATACAAAAAAATTAGCCAGGCGTGGTGGAGGCGCCTGTAGTCGCAGCT
IACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCAGGAGGCGGAGCCTGCAGTGAGCCGAGATTGCTG
) CACTCC AF CTGGGCGACAGAGGAAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAGAAAGAAAAC
CGGCAATTGAAAACACTGCCTCAGTATCTGAACACAAGTAACAGAGTATG
CAGAAATGTCCCTGGCTCAACAAGCCTTCCAGCATGA]

ACAAFC TTC AFTATCAFFCT TbFFCTTFTTCTCCAFCCAGPGCA AGLAF

GAGCAACAGCAGCAGTGGTGCAGA! GAAACCTCTGGCTCACCACCTCCCCAGCAACACCC
;CCTTPTC ACCAAFAFCAC AFTAQCA TSJ AbAFACCFAGAAATFTCCCTuACALAFFPACAA&C



CTGTGACTGCCGCAGGGCTGCCAGGGGATGCACTTCCATTGTATTAAAATGTTTTTGCCTGTGTC
CCGAAAAGGAGGAATAAGATGACCCCAACATAGTTGCACGGCTGAAGACAAAAATCAAGTTGGTGGGGT
AATATTGTTACCATAGTCACTACACTTAGAGTAGTTTTATAGTCAGTGTAGACAGGTGGCACCATGCAGC]
IAGGGATCAGCCTCCACCACACCTGACCAGGAGCTCCAGAACTGTAAAATCCTGGACACCATTGGCCGTGG
CACGTTCAGTGAGGTCCAGGATCACATGCTGATTGGGACCCAAATGGCCATCAAAATCATCCCCAAGGCT
GGCTCCCTTGGCATCACTCTCCAGAGAGTGATAAGTATTTTAAAGTTACTCTGTCACTTCAATATTGTAC
GGTTGTATCAAGTGATTGACACCCCCAAC GTTATTTATTTAGTAACGGAGTATGCAAGAGGAGGAC
GCAACCAATACACCACCATGGCCTCATGAGGGAGGAGAAGGCCTAGACCATGTTCAGGCAGATT]
\TGCAGTAGTGCCATAGCAAATTGCGCAGAGACCTGAACCCAGAAAACATCATCCTTGATG
IAGGACGGTAACGTTAAGATCGCAGACTTCGGCTTTGGTACCACATTCCATGATGGGCAGAAGCTGACAGC]
CCTTTGTAGCACTTAACCCCTACATGGCCCTGGAACGTTTCCTAGGCCAGGGCTACCAATGTGCCACCAT
GGATATTCAGAGCCTCAGAGTAATTTTATACCACATGGTGGCTGGGGTTCTGCCCTTCTGCTCATGCAGC
IATTAGGGTCCTCTCAGCAAAAATTTAAAGTGGAA ATTTTTCCCCAGTCTACTTTTCCTGAGGTCTTA
IAAAGCCTCATTAAAAAACTATTAACAGTAGACCCCAGGGAGCAGACCACACTAGAAGAAGTTATGAGGGA)
CCCGTGGGTGAACAGTGGTCAGGAGTTGCCTCTGACAACATGAAGAACAAATCCTGGACCACCTGAATCC
CAAAACAACCCAGCTTTTGGTGGCCATGGGATTCCAGGCTGAGAACCTATCTGTGGCAATCAAAGAAAAA
TTATTCAGTTATCCCATGGCCAC CCTTGTTTTGGAACAAACAAAACAGAAGAAGCGGTCCACTATCA
GACCACAGACCCTTCCTCCTGGG CACTTGTCCTCTCTACATTGAAGTTTCCACCTTCC
IACTGAAGCGGGCTCATAGCATTCAGCAGAAGACTGTGGGTGCCAAGTCTGGGCAGGGCCTTTGC
GAGTCCTGTTTTAGACCCAGCTCCACCACGTGGCCCTGGCCTCTTCTCTGCCCTGTCTGTGCTTGCAGCC
IATGGTGCCCAGTCTGGCCCCACCAGGAGACACCAGAACGACTGTCCATGTGTCTACTCCTTGGCACCTTC]
“CCGCATGGTGGGTAGATGGGCAGGGAGGGGTGGGAATCTGTGTAACCGTGGAAGGGAACGGCCCTCAGA|

CTTCCAGGTGGTGAGGGAGTAAACCAGAGGAGGAGAGTTGCACCACCAGATATACCACTATGGCCACAT
CGAGGAGGAAGAGGAGGCCCGGACCATGTTCAGGCAGATTCTGTCAGCCCTGCAGTACTGCCACTTAAAA
IAAAAAAAAAAAATCACACATCCAGACCTAAAGCCACAAAACATCCTATTCAAAGAATGAGGCAACATACA
TTGTGGACTTTGGCTTCAGTACAACATTCAGAGAGGGGCAGATGCTGACAGCTTTTTGTGGCATGTACCC
CTACGTGGCCCCAGAACGCTCCCTGGGCCAGGCATGCCAGTGACCCGCCAGGGACATACAAAGCCTCAGT
GTCATACTGTATTTCAGGAATACAGTAGGTAGAAGGGCCAGGACTTTGCCCTTTTACTCAGGGAAGCC
CAAACTTCAAGAAAAAATTCTCACAGGAAGATACCATGCCCCACCACTTCTTGCCCTTCAACTTGA!
TTAAAAAATTACTAATGCTGAACGCCAGGAAGTGTCCTTCACTGTAACTGATGAAAAATCCATGGGTGAA
IAAGTAG \GAAGATGCCACTGATACCATACGAAGAGCCACTCCTGGACCACCCCAAACAATCCAGC
TGGTGGCCATGGGATTTCAGGCCAAGAACATCTCTGTGGCAATCATAGAAAGAAAATTCAACTATC
€ “ACAC AAGAGAGGAAGTGCTCCACCATCAGAGAACTGTC
CC CTC( ) ACTGAACTTTCCACCTTCCCTCTCTCACTGATG
CTCATAGGGAGCCAG CCCGAAGAAAGCCAGATGTCAGGGCAGAAGACCG

TGGCTGAAGACAAAAATCAAGTCGTTGTGGTGGTCAAGCCACAATTCCTGCATTTTACATTTCTTCTG
TTTATTGTATTGCTTCAATTGGCAAATCATGCTTGTATTCATTCATGGGGTACAATGTGGAATGAGGAAA

CACAGCAGAGTGACCAGAGTCAATGAGAATGTGTTGCATTTTGCAAAACACCTGAGAGA
ATGTCTCTCTGCATTTAGATTGGAGAGGACGAAGGCCCTGAGGTCCAAGAACATTGAAA
AATGGCTGTGGGGAGGAGCTGGGCGAGGCGCCCAGGTTGTCGTCTGCCCGGCAAC
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PELLLDSNIRLWVVLPIVIITFFVGMIRH
AGPELLLDSNIRLWVVLPIVIITFFVGMIRHY
IRLWVVLPIVIITFEFVGMIRHY
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[VIRT153469
[VIRT151947
NP 060917.1

MCM3

Sequence | Header AA Seq

Present i1_HQ_samplec9816d|c23601/f2p0/1036

Absent il_HQ_samplec9816d|c22727/f2p0/1166

NCBI NM_002388

NM_001270472

>i1_HQ_samplec9816d|c23601/f2p0/1036
isoform=c23601;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1036

ggattcatACGACCCCTATGACTTCAGTGACACAGAGGAGGAAATGCCTCAAGTACACACTCCAAAGACGGCAGACTCAC
AGGAGACCAAGGAATCCCAGAAAGTGGAGTTGAGTGAATCCAGAGACGGGATCTCACCATGTTGCCCAGGCTGGTCTT
GGACTCCTGGCCTCAAGCAGTCCTTCTACCTGAGCCTCCCAAAAGGCTGGGATTACAGGCATAAGCCACTGTGCTTGTT
TGATCTCATTCTTTTTAATGACTGCAGGGTTTCCATGGTTGAAGGCATTCAAGGTGGCCCTCTTGGTGTGTTCCGGGAAG
CTCATGCGCAGTCAATCGGCATGAATCGCCTCACAGAATCCATCAACCGGGACAGCGAAGAGCCCTTCTCTTCAGTTGA
GATCCAGGCTGCTCTGAGCAAGATGCAGGATGACAATCAGGTCATGGTGTCTGAGGGCATCATCTTCCTCATCTGAGG
AGGCCTCGTCTCTGAACTTGGGTTGTGCCGAGAGAGTTTGTTCTGTGTTTCCCACCCTCTCCCTGACCCAAGTCTTTGCCT
CTACTCCCTTAACAGTGTTGAATTCAACTGAAGGCGAGGAATGTTGGTGATGAAGCTGAGTTCAGGACTCGGTGGACC
CTTTGGGAATGGGTCATGAAAGCTGCCATGGGGTGAGGAAAGAGGAGACAGTGGGAGAGGACAATGACTATTGCATC
TTCATTGCAAAAGCACTGGCTCATCCGCCCTACTTCCCATCCCACACAAACCCAATTGTAAATAACATATGACTTCTGAGT
ACTTTTGGGGGCACAACTGTTTTCTGTTTGCTGTTTTTTTGTTTTGTTTTTTTTCTCCAGAGCACTTTGGTCTAGACTAGGC
TTTGGGTGGTTCCAATTGGTGGAGAGAAGCTCTGAGGCACGTCATGCAGGTCAAGAAAGCTTTCTTTGCAGTAGCACC
AGTTAAGGTGAATATGTATTGTATCACAAAACAAACCCAATATCCAGATGAATatccgagatgttgaataaacttagecatttcg

EGI
GIIFLI

PLCLEFDLILFEN
AALSKMQDDNQ




>i1_HQ_samplec9816d|c22727/f2p0/1166
isoform=c22727;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1166

aggacatctccagttacagcccgaacactggaaactctgattcgactggecacageccatgegaaggcCCGCATGAGCAAGACTGTGGACCTGC
AGGATGCAGAGGAAGCTGTGGAGTTGGTCCAGTATGCTTACTTTAAGAAGGTTCTGGAGAAGGAGAAGAAACGTAAG
AAGCGAAGTGAGGATGAATCAGAGACAGAAGATGAAGAGGAGAAAAGCCAAGAGGACCAGGAGCAGAAGAGGAAG
AGAAGGAAGACTCGCCAGCCAGATGCCAAAGATGGGGATTCATACGACCCCTATGACTTCAGTGACACAGAGGAGGA
AATGCCTCAAGTACACACTCCAAAGACGGCAGACTCACAGGAGACCAAGGAATCCCAGAAAGTGGAGTTGAGTGAATC
CAGGTTGAAGGCATTCAAGGTGGCCCTCTTGGATGTGTTCCGGGAAGCTCATGCGCAGTCAATCGGCATGAATCGCCTC
ACAGAATCCATCAACCGGGACAGCGAAGAGCCCTTCTCTTCAGTTGAGATCCAGGCTGCTCTGAGCAAGATGCAGGAT
GACAATCAGGTCATGGTGTCTGAGGGCATCATCTTCCTCATCTGAGGAGGCCTCGTCTCTGAACTTGGGTTGTGCCGAG
AGAGTTTGTTCTGTGTTTCCCACCCTCTCCCTGACCCAAGTCTTTGCCTCTACTCCCTTAACAGTGTTGAATTCAACTGAA
GGCGAGGAATGTTGGTGATGAAGCTGAGTTCAGGACTCGGTGGACCCTTTGGGAATGGGTCATGAAAGCTGCCATGG
GGTGAGGAAAGAGGAGACAGTGGGAGAGGACAATGACTATTGCATCTTCATTGCAAAAGCACTGGCTCATCCGCCCTA
CTTCCCATCCCACACAAACCCAATTGTAAATAACATATGACTTCTGAGTACTTTTGGGGGCACAACTGTTTTCTGTTTGCT
GTTTTTTTGTTTTGTTTTTTTTCTCCAGAGCACTTTGGTCTAGACTAGGCTTTGGGTGGTTCCAATTGGTGGAGAGAAGCT
CTGAGGCACGTCATGCAGGTCAAGAAAGCTTTCTTTGCAGTAGCACCAGTTAAGGTGAATATGTATTGTATCACAAAAC
AAACCCAATATCCAGATGAATATCcgagatgttgataaacttagccatttcg

>VIRT162782

MSKTVDLODAEEAVELVQYAYFKKVLEKEKKRKKRSEDESETEDEEEKSQEDQEQKRKRR
KTRQPDAKDGDSYDPYDEFSDTEEEMPOQVHTPKTADSQETKESQKVELSESRLKAFKVALL

DVFREAHAQSIGMNRLTESINRDSEEPEFSSVEIQAALSKMODDNQVMVSEGIIFLIT

>NM 002388.4 Homo sapiens minichromosome maintenance complex component 3 (MCM3), transcript variant]

GAAGAAGAAGAAGCTTTTGATTGGACAGTCGCTAGTCCGACCTCAGAGAACTCAGCCAATCATAATGCTT]
ATATGCTCCCAAGGTCCCCGCCTCTTCCTCGAGGTAACCTTTGGTGGCGGGAAGAGTTCGGAAGTTTTCG
CGCCGGGGTGGAGTCATCCTGGGAACCTC “GCGACTTTGGTGGAGGTAGTTCTTTGGCAGCGGGCATG
GCGGGTACCGTGGTGCTGGACGATGTGGAGCTGCGGGAGGCTCAGAGAGATTACCTGGACTTCCTGGACG
IACGAGGAAGACCAGGGAATTTATCAGAGCAAAGTTCGGGAGCTGATCAGTGACAACCAATACCGGCTGAT
TGTCAATGTGAATGACCTGCGCAGGAAAAACGAGAAGAGGGCTAACCGGCTTCTGAACAATGCCTTTGAG
GAGCTGGTTGCCTTCCAGCGGGCCTTAAAGGATTTTGTGGCCTCCATTGATGCTACCTATGCCAAGCAGT]
IATGAGGAGTTCTACGTAGGACTGGAAGGCAGCTTTGGCTCCAAGCACGTCTCCCCGCGGACTCTTACCTC
CTGCTTCCTCAGCTGTGTGGTCTGTGTGGAGGGCATTGTCACTAAATGTTCTCTAGTTCGTCCCAAAGTC]
GTCCGCAGTGTCCACTACTGTCCTGCTACTAAGAAGACCATAGAGCGACGTTATTCTGATCTCACCACCC
TGGTGGCCTTTCCCTCCAGCTCTGTCTATCCTACCAAGGATGAGGAGAACAATCCCCTTGAGACAGAATA
TGGCCTTTCTGTCTACAAGGATCACCAGACCATCACCATCCAGGAGATGCCGGAGAAGGCCCCAGCCGGC]
CAGCTCCCCCGCTCTGTGGACGTCATTCTGGATGATGACTTGGTGGATAAAGCGAAGCCTGGTGACCGGG
TTCAGGTGGTGGGAACCTACCGTTGCCTTCCTGGAAAGAAGGGAGGCTACACCTCTGGGACCTTCAGGAC]
TGTCCTGATTGCCTGTAATGTTAAGCAGATGAGCAAGGATGCTCAGCCCTCTTTCTCTGCTGAGGATATA
GCCAAGATCAAGAAGTTCAGTAAAACCCGATCCAAGGATATCTTTGACCAGCTGGCCAAGTCATTGGCCC]

CAAGTATCCATGGGCATGACTATGTCAAGAAAGCAATCCTCTGCTTGCTCTTGGGAGGGGTGGAACGAGA

CCTAGAAAATGGCAGCCACATCCGTGGGGAC ATATTCTTCTAATAGGAGACCCATCCGTTGCCAAG
TCTCAGCTTCTGCGGTATGTGCTTTGCACT CCGAGCTATCCCCACCACTGGCCGGGGCTCCTCT(J
GAGTGGGTCTGACGGCTGCTGTCACCACAG. GAAACAGGAGAGCGCCGTCTGGAAGCAGGGGCCAT]
GGTCCTGGCTGACCGAGGCGTGGTTTGCATTGATGAATTTGACAAAATGTCTGACATGGATCGCACAGCC]
IATCCATGAAGTGATGGAGCAGGGTCGAGTGACCATTGCCAAGGCTGGCATCCATGCTCGGCTGAATGCCC
GCTGCAGTGTTTTGGCAGCTGCCAACCCTGTCTACGGCAGGTATGACCAGTATAAGACTCCAATGGAGAA
CATTGGGCTACAGGACTCACTGCTG 2TC

GAGCAGGATCGGGAGATCTCAGACC

GCGATGCTATGCCCTTGGGTAGTGCTGTGGATAT GATGATCCCAACTTTAGCCAGGAAGA
TCAGCAGGACACCCAGATTTATGAGAAGCATGAC CATGGGACCAAGAAGAAAAAGGAGAAG
ATGGTGAGTGCAGCATTCATGAAGAAGTACATCC TGGCCAAAATCATCAAGCCTGTCCTGACACAGG
IAGTCGGCCACCTACATTGCAGAAGAGTATTCACG GCGCAGCCAGGATAGCATGAGCTCAGACACCGC
CAGGACATCTCCAGTTACAGCCCGAACACTGGAAACTCTGATTCGACTGGCCACAGCCCATGCGAAGGCC]
CGCATGAGCAAGACTGTGGACCTGCAGGATGCAGAGGAAGCTGTGGAGTTGGTCCAGTATGCTTACTTTA
IAGAAGGTTCTGGAGAAGGAGAAGAAACGTAAGAAGCGAAGTGAGGATGAATCAGAGACAGAAGATGAAGA
GGAGAAAAGCCAAGAGGACCAGGAGCAGAAGAGGAAGAGAAGGAAGACTCGCCAGCCAGATGCCAAAGAT]



GGGGATTCATACGACCCCTATGACTTCAGTGA GAGGAGGAAATGCCTCAAGTACACACTCCAAAGA
CGGCAGACTCACAGGAGACCAAGGAATCCCAGAAAGTGGAGTTGAGTGAATCCAGGTTGAAGGCATTC
GGTGGCCCTCTTGGATGTGTTCCGGGAAGCTCAT GTCAATCGGCATGAATCGCCTC
AACCGGGACAGCGAAGAGCCCTTCTCTTCAGTTGAGATCCAGGCTGCTCTGAGCAAGATG

ACAATCAGGTCATGGTGTCTGAGGGCAT ATfTTu# CATCTGAGGAGGCCTCGTCTCTGAACTTGGGTT]
GTGCCGAGAGAGTTTGTTCTGTGTTT TGACCCAAGTCTTTGCCTCTACTCCCTTAAC
AGTGTTGAATTCAACTGAAGGCGAGGAATGTTGGTGATGAAGCTGAGTTCAGGACTCGGTGGACCCTTTG
GGAATGGGTCATGAAAGCTGCCATGGGGTGAGGAAAGAGGAGA TGGGAGAGGACAATGACTATTGCA
TCTTCATTGCAAAAGCACTGGCTCATCCGCCCTACTTCCCATC CACAAACCCAATTGTAAATAACAT)
ATGACTTCTGAGTACTTTTGGGGGCACAACTGTTTTCTGTTTGCTGTTTTTTTGTTTTGTTTTTTTTCTC
CAGAGCACTTTGGTCTAGACTAGGCTTTGGGTGGTTCCAATTGGTGGAGAGAAGCTCTGAGGCACGTCAT)
GCAGGTCAAGAAAGCTTTCTTTGCAGTAGCACCAGTTAAGGTGAATATGTATTGTATCACAAAACAAACC]
CAATATCCAGATGAATATCCGAGATGTTGAATAAACTTAGCCATTTCGTA ATGGTAAAAAAAAAAAA
AAAAAAAAAAAAAR
>NP 002379.3 DNA replication licensing factor MCM3 isoform 1 [Homo sapiens]
MLPRSPPLPRGNLWWREEFGSFRAGVESSWEPPRDFGG SLAAGMAGTVVLDDVELREAQRDYLDFLDD
EEDQGIYQSKVRELISDNQYRLIVNVNDLRRKNEKRANRLLNNAFEELVAFQRALKDFVASIDATYAKQY]
EEFYVGLEGSFGSKHVSPRTLTSCFLSCVVCVEGIVTKCSLVRPKVVRSVHYCPATKKTIERRYSDLTTL
[VAFPSSSVYPTKDEENNPLETEYGLSVYKDHQTITIQEMPEKAPAGQLPRSVDVILDDDLVDKAKPGDRY]
OVVGTYRCLPGKKGGYTSGTFRTVLIACNVKOMSKDAQPSFSAEDIAKIKKESKTRSKDIFDQLAKSLAP
SIHGHDYVKKAILCLLLGGVERDLENGSHIRGDINILLIGDPSVAKSQLLRYVLCTAPRAIPTTGRGSSG
VGLTAAVTTDQETGERRLEAGAMVLADRGVVCIDEFDKMSDMDRTATHEVMEQGRVTIAKAGIHARLNAR]
CSVLAAANPVYGRYDQYKTPMENIGLODSLLSRFDLLFIMLDOMDPEQDREISDHVLRMHRYRAPGEQDG
DAMPLGSAVDILATDDPNFSQEDQODTQIYEKHDNLLHGTKKKKEKMVSAAFMKKY IHVAKIIKPVLTQE]

3 TVDLODAEEAVELVQYAYFK]

DPYDFSDTEEEMPQVHTPKT

CG PFFGbTF&AFT ATC TFGJAAC TCCAPUCFACTTTbFTuGAGuTAuTTCTTTFuLAFFQGFFATF
GCGGGTACCGTGGTGCTGGACGATGTGGAGCTGCGGGAGGCTCAGAGAGATTACCTGGACTTCCTGGAC

IACGAGGCTTCTGAACAATGCCTTTGAGGAGCTGGTTGCCTTCCAGCGGGCCTTAAAGGATTTTGTGG
CCATTGATGCTACCTAT AGCAGTATGAGGAGTTCTACGTAGGACTGGAAGGCAGCTTTGGCT
GCACGTC TCC;CFCbbACTPTTAPCTSCTGC

GGAGAA(AAT AGGATCACCAGACCATCAC
GAGATGCCGGAGAAG CI 3; C CTC ‘GFTCT TGGACGTCATTCTGGATGATGACTTGG
TGGATAAAGCGAAGCCTGGTGACCGGGTTCAGGTGGTGGGAACCTACCGTTGCCTTCCTGGAAAGAAGGG
IAGGCTACACCTCTGGGACCTTCAGGACTG TGATTGCCTGTAATGTTAAGCAGATGAGCAAGGATGC
CAGCCCTCTTTCTCTGCTGAGGATATAGCCAAGATCAAGAAGTTCAGTAAAACCCGATCCAAGGATATCT
TTGACCAGCTGGCCAAGTCATTGGCCCCAAGTATCCATGGGCATGACTATGTCAAGAAAGCAATCCTCTG
CTTGCTCTTGGGAGGGGTGGAACGAGACCTAGAAAATGGCAGCCACATCCGTGGGGACATCAATATTCTT
CTAATAGGAFAPCCATCC TTF AAGTCTP GCTTCTGFG TATFTQCTTTGCACTFFA&CFLGAGLTA

1CA AFC ATC ATGAAbTFAT AGCAQGFTCGAUTGAFLATTGCCAAGF
GTGTTTTGGCAGCTGCCAACCCTGTCTACGGCAGGTA]
C GCTACAGGACTCACTGCTGTCACGATTTGACTTGCTC
TTCATCATGCTGGATCAGATGGATCCTGAGCAGGATCGGGAGATCTCAGACCATGTCCTTCGGATG
GTTACAGAGCACC GGAGCAGGATGGCGATGCTATGCCCTTGGGTAGTGCTGTGGATATCCTGGCCAC
IAGATGATCCCAACTTTAGCCAGGAAGATCAGCAGGACACCCAGATTTATGAGAAGCATGACAACCTTCTA)
CATGGGACCAAGAAGAAAAAGGAGAAGATGGTGAGTGCAGCATTCATGAAGAAGTACATCCATGTG A
IAAATCATCAAGCCTGTCCTGACACAGGAGTCGGCCACCTACATTGCAGAAGAGTATTCACGCCTGCGCAG]
CCAGGATAGCATGAGCTCAGACACCGCCAGGACATCTCCAGTTACAGCCCGAACACTGGAAACTCTGATT
CGACTGGCCACAGCCCATGCGAAGGCCCGCATGAGCAAGACTGTGGACCTGCAGGATGCAGAGGAAGCTG
TGGAGTTGGTCCAGTATGCTTACTTTAAGAAGGTTCTGGAGAAGGAGAAGAAACGTAAGAAGCGAAGTGA]
GGATGAATCAGAGACAGAAGATGAAGAGGAGAAAAGCCAAGAGGACCAGGAGCAGAAGAGGAAGAGAAGG
IAAGACTCGCCAGCCAGATGCCAAAGATGGGGATTCATACGACCCCTATGACTTCAGTGACACAGAGGAGG
IAAATGCCTCAAGTACACACTCCAAAGACGGCAGACTCACAGGAGACCAAGGAATCCCAGAAAGTGGAGTT)
GAGTGAATCCAGGTTGAAGGCATTCAAGGTGGCCCTCTTGGATGTGTTCCGGGAAGCTCATGCGCAGTCA]
5GCATGAATCGCCTCACAGAATCCATCAACC ACAGCGAAGAGCCCTTCTCTTCAGTTGAGATCC]

C”AAFT “TTTGCCT TACTPCCTTAA AFT TTFAATTFAACTQAAGQCFAQGAATGTTQGTGATFAHGC
TGAGTTCAGGACTCG

CAGTGGGAGAGGACAATGAC ATTGCATCTTCATTGCAAAAGCACTGuCTCATCCQCCCTACTTCCCATC
CCACACAAACCCAATTGTAAATAACATATGACTTCTGAGTACTTTTGGGGGCACAACTGTTTTCTGTTTG
CTGTTTTTTTGTTTTGTTTTTTTTCTCCAGAGCACTTTGGTCTAGACTAGGCTTTGGGTGGTTCCAATTG
GTGGAGAGAAGCTCTGAGGCACGTCATGCAGGTCAAGAAAGCTTTCTTTGCAGTAGCACCAGTTAAGGTG
IAATATGTATTGTATCACAAAACAAACCCAATATCCAGATGAATATCCGAGATGTTGAATAAACTTAGCCA)
TTTCGTACACATGGTAAAAAAAAAAAAAAAAAAAAAAAAAT

(MCM3) ,

>NP 001257401.1 DNA replication licensing factor MCM3 isoform 2 [Homo sapiens]

SEVFAPGWSHPGNLHATLVEVVLWQRAWRVPWCWTMWSCGRLREITWTS

IQEMPEKAPA&QLPRD DVILDDDLVDKAP \ YRCLPGKKGGYTSGTFRTVLIACNVKQMSK]
DAQPSFSAEDIAKIKKEFSKTRSKDIFDQLAKSLAPSIHGHDYVKKAILCLLLGGVERDLENGSHIRGDIN

transcript variant 2,



ILLIGDPSVAKSQLLRYVLCTAPRAIPTTGRGSSGVGLTAAVTTDQETGERRLEAGAMVLADRGVVCIDE
FDKMSDMDRTAIHEVMEQGRVTIAKAGIHARLNARCSVLAAANPVYGRYDQYKTPMENIGLQDSLLSRED
LLEIMLDQMDPEQDREISDHVLRMHRYRAPGEQDGDAMPLGSAVDILATDDPNEFSQEDQQODTQIYEKHDN,
LLHGTKKKKEKMVSAAFMKKYIHVAKIIKPVLTQESATYIAEEYSRLRSQDSMSSDTARTSPVTARTLET
LIRLATAHAKARMSKTVDLODAEEAVELVQYAYFKKVLEKEKKRKKRSEDESETEDEEEKSQEDQEQ
RRKTRQPDAKDGDSYDPYDEFSDTEEEMPQVHTPKTADSQETKESQKVELSESRLKAFKVALLDVFREAHA
QSIGMNRLTESINRDSEEPFSSVEIQAALSKMQDDNQVMVSEGIIFLI













NINJ1

Sequence | Header AA Seq

Present il_HQ_samplec9816d|c43678/f2p0/1209

Absent il_HQ_samplec9816d|c77387/f3p0/1237

NCBI NM_004148

>i1_HQ_samplec9816d|c43678/f2p0/1209
isoform=c43678;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1209

GGCACACCCGGCTCCCCGGACGCCTCGCCCGCAGGTTGAAGGTTCCTGGGGCCACATCTGGGCCGAGAGGCATGGTCC
TTGGAGCCGGCCCGCTGGGGCTGGAGGCACGGGCCCATCAACGTGAACCATTACGCCAGCAAGAAGAGCGCAGCCGA
GAGCATGCTGGACATCGCGCTGCTGATGGCCAACGCGTCCCAGCTGAAGGCCGTCGTGGAACAGGGCCCCAGCTTCGC
CTTCTATGTGCCCCTGGTGGTCCTCATCTCCATCTCCCTTGTGCTGCAGATCGGCGTGGGGGTGCTGCTCATCTTCCTTGT
CAAGTACGACCTTAACAACCCGGACAAGCACGCCAAGCTGGACTTCCTCAACAACCTGGCCACGGGCCTGGTGTTCATC
ATCGTGGTAGTCAACATCTTCATCACGGCCTTCGGGGTCCAGAAGCCCTTGATGGACATGGCACCCCAGCAGTAGGACA



CCCAGGACCCTGGATGCTGCCTGCCCTGCAACTCAGCTGCCCGACCCCAGGAGTCGCCATACCTGTGAGGTGTCCACCT
CCCTGCACATGGCACTACCCAGACTGCCAGAGCCCAGGCTGGCCTCATCTGCACCATGTCCCCGGACCAGCCCTTGCTCT
GACTGCGGCCAAGCACCACGCAGGAGGCCACTCTTGTCTCTCAGCAGCTGTTCCCAGGAGGCAGCTCCCTCCTGGCACA
TGGGGGCTGGCCACAATAGCCCAGAGGGTCAGAACTGGACAGCTGCAGAGACCTGTGCCCAGAGAAGGGTCTCGACC
CACTCAAGGACACACAGCAGGTCCGTGGATGGGCTGGATGAGTGACCAGGGCCAGCCTCTGTCTCAGGACATTCCAGA
AGGACAAGGAGATGTCTCTCCCTCTCCCAAAGCACCAGCGTCCCTGCCTCCCGTGGGCCCTGTCCGGGTTGCCCTGGTG
ACCCCAGCCTCTGTCCACTTCCTAACCCAGGGACCCTGCACAGCCAGAACTGCCTTTGGCCCTACGGATGGCCACTGGCT
CTGGTCTAAAGTGCCTGGGCTTGGTGGCCATCAAGAGGGAGCCAGTCAGGCCTGTGAGGGCCGTAGACCTTGTATATA
CCCTGCACCAGCAGTGACCGGGCAGAGCCCAACCCCCTCCACGGGGGTCCCAGCACCCACTTTTCTAATCATGAATgaac
aatataaagcccacgctctttgtcagg

>i1_HQ_samplec9816d|c77387/f3p0/1237
isoform=c77387;full_length_coverage=3;non_full_length_coverage=0;isoform_length=1237

cgctcaggeccggatectggeggectgggeggecgecaccatggactcgggaaccgaggagtacgaGCTCAACGGCGGCCTGCCTCCGGGCAC
ACCCGGCTCCCCGGACGCCTCGCCGGCCCGCTGGGGCTGGAGGCACGGGCCCATCAACGTGAACCATTACGCCAGCAA
GAAGAGCGCAGCCGAGAGCATGCTGGACATCGCGCTGCTGATGGCCAACGCGTCCCAGCTGAAGGCCGTCGTGGAAC
AGGGCCCCAGCTTCGCCTTCTATGTGCCCCTGGTGGTCCTCATCTCCATCTCCCTTGTGCTGCAGATCGGCGTGGGGGTG
CTGCTCATCTTCCTTGTCAAGTACGACCTTAACAACCCGGACAAGCACGCCAAGCTGGACTTCCTCAACAACCTGGCCAC
GGGCCTGGTGTTCATCATCGTGGTAGTCAACATCTTCATCACGGCCTTCGGGGTCCAGAAGCCCTTGATGGACATGGCA
CCCCAGCAGTAGGACACCCAGGACCCTGGATGCTGCCTGCCCTGCAACTCAGCTGCCCGACCCCAGGAGTCGCCATACC
TGTGAGGTGTCCACCTCCCTGCACATGGCACTACCCAGACTGCCAGAGCCCAGGCTGGCCTCATCTGCACCATGTCCCC
GGACCAGCCCTTGCTCTGACTGCGGCCAAGCACCACGCAGGAGGCCACTCTTGTCTCTCAGCAGCTGTTCCCAGGAGGC
AGCTCCCTCCTGGCACATGGGGGCTGGCCACAATAGCCCAGAGGGTCAGAACTGGACAGCTGCAGAGACCTGTGCCCA
GAGAAGGGTCTCGACCCACTCAAGGACACACAGCAGGTCCGTGGATGGGCTGGATGAGTGACCAGGGCCAGCCTCTG
TCTCAGGACATTCCAGAAGGACAAGGAGATGTCTCTCCCTCTCCCAAAGCACCAGCGTCCCTGCCTCCCGTGGGCCCTG
TCCGGGTTGCCCTGGTGACCCCAGCCTCTGTCCACTTCCTAACCCAGGGACCCTGCACAGCCAGAACTGCCTTTGGCCCT
ACGGATGGCCACTGGCTCTGGTCTAAAGTGCCTGGGCTTGGTGGCCATCAAGAGGGAGCCAGTCAGGCCTGTGAGGG
CCGTAGACCTTGTATATACCCTGCACCAGCAGTGACCGGGCAGAGCCCAACCCCCTCCACGGGGGTCCCAGCACCCACT
TTTCTAATCATGAATGAACAATaaagcccacgctctttgtcagg

>NM 004148.3 Homo sapiens ninjurin 1 (NINJI1),
CGCAGCTGGAGCCTGCGGCTGAGGCTCGGGCGCGCTCAGGCCCGGATCCTGGCGGCCTGGGCGGCCGCACLC




GCCTCCGGGCACACCCGGCTCCC
GTGAACCATTACGCCAGCAAGA.
CGTCCCAGCTGAAGGCCGTCGTGG
CCTGGTGGTCCTCATCTCCATCTCCCTTGTGCTGCAGAT

GGCCT
TCAAC
G

TCTCAGGACATTCCAGAAGGACAAGGAGATGTC CCCTCTCCCAAAGCACCAGCGTC
TGGGCCCTGTCCGGGTTGCCCTGGTGACCCCAGCCTCTGTCCACTTCCTAACCCAGGGACCCTG

TTTGTCAGGCTCC TGCCAAAAAAAAAAAAAAAA]

>NP 004139.2 ninjurin-1 [Homo sapiens]
MDSGTEEYELNGGLPPGTPGSPDASPARWGWRHGPINVNHYASKKSAAESMLDIALLMANASQLKAVVEQ
GPSFAFYVPLVVLISISLVLQIGVGVLLIFLVKYDLNNPAKHAKLDFLNNLATGLVFIIVVVNIFITAFG
[VOKPLMDMAPQQ

CC C CGTCGTG C CC CTT(

R R T R R R R R R

TTGATGGACATGG

Kk Kk KKKk kKKK ok ok Kk Kk Kk Kk A




TCT
TCTTGTCTCTCA

R R R o o o L

\G

KKKk kKKK Kk

CTGGTGA

GGC

ACGGATGGCC

TGCCTGG
ACTGGCTCTGGTCTTAAGTGCCTGGGCTTGGTGGCCATCA. GCCAGTCAG CT

KAKKKKKKKRKAKRKI K hhkhhhhkhh kA AR A A AR AR R KA A KAk hkhkhhkhkhhhhhhk kA Ak KA KKK

TGCACCAGCAGTGA
TG?

9816d|c7




SMiIm7

Sequence | Header AA Seq

Present il_HQ_samplec9816d|c15024/f2p0/1053

Absent i0_HQ_samplec9816d|c421/f18p17/953

NCBI NM_024104

NM_001300925

>i1_HQ_samplec9816d|c15024/f2p0/1053
isoform=c15024;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1053

gacggacgcttcgecgtaacgatgatcggagacatectgetgttcgggacgttgetgatgaatGCCGGGCGGTGCTGAACTTTAAGCTGAAAA
AGAAGGACACGCAGGGCTTTGGGGAGGAGTCCAGGGAGCCCAGCACAGGGCTTGAGAGGGAGAGTGATTGACTGGA
AACCCTGGAAGAAGGGTCTAGAACCCAGGTCTCTGGAGTCTTCACGTACTAAATTGCCTTCCCTCGGAGGGGTTTCTGT
TCCTTGGCATTCAAGGGGACCAGAGTGACAACATCCGGGAATTCTTGCTGAGCCTCAGATACTTTCGAATCTTCATCGCC
CTGTGGAACATCTTCATGATGTTCTGCATGATTGTGCTGTTCGGCTCTTGAATCCCAGCGATGAAACCAGGAACTCACTT
TCCCGGGATGCCGAGTCTCCATTCCTCCATTCCTGATGACTTCAAGAATGTTTTTGACCAGAAAACCGACAACCTTCCCA
GAAAGTCCAAGCTCGTGGTGGGTGGAAAAGTGTTCGCCGAGGTGTGCATGGTTTCCCAGCCACGTCCCTGTTTTCAAA
GATAGTTTCACTTTGGTCTCTGAATTGAAATGCTGTCTACTGAAAGGGTTTCAGGAGCGTTTATGTAAGGGGCTGTGAT
GAAATTGCATTCCCCATAGATAAAAGAAAAATCATTTCTATCCAGAGATCTGAGCAGAAGGATTGGCTTGTTAGTTTAA
CACAGCCGTATTTTTGGACATTCAGTGTTACTTGCTGAGTCTGACAGCCTCTGGGCCCGGCCAGGGGCCCTGTTAACAA
ACTGCTTTCACATCCCAACAGGGTCTGCTTGGCCACTCAGTGCAGCTGCGATTAACCCTAAAGGCTTTAAGGAACGGGC
CACCTGTAACAGAGACACCAGCCTTCCTGTATAGACACTAAATTGTTAGCAAGAGTGTTGAGCTAGTTCCTGGTGAAGT
GTTTCCACAGAAGACATGTGGAGCAGTTGTGGGGATATTAAGGGAAACTTTCCTctgcecttgaccctttgttaaataaaatgactttg

ggag

>VIRT77545

MTSRMFLTRKPTTEFPESPSSWWVEKCSPRCAWFPSHVPVEFKDSFTLVSELKCCLLKGEQE
RLCKGL

>i0_HQ_samplec9816d|c421/f18p17/953
isoform=c421;full_length_coverage=18;non_full_length_coverage=17;isoform_length=953

ggctteegettceggttctGACGGACGCTTCGGCCGTAACGATGATCGGAGACATCCTGCTGTTCGGGACGTTGCTGATGAAT
GCCGGGGCGGTGCTGAACTTTAAGCTGAAAAAGAAGGACACGCAGGGCTTTGGGGAGGAGTCCAGGGAGCCCAGCA
CAGGTGACAACATCCGGGAATTCTTGCTGAGCCTCAGATACTTTCGAATCTTCATCGCCCTGTGGAACATCTTCATGATG
TTCTGCATGATTGTGCTGTTCGGCTCTTGAATCCCAGCGATGAAACCAGGAACTCACTTTCCCGGGATGCCGAGTCTCCA
TTCCTCCATTCCTGATGACTTCAAGAATGTTTTTGACCAGAAAACCGACAACCTTCCCAGAAAGTCCAAGCTCGTGGTGG
GTGGAAAAGTGTTCGCCGAGGTGTGCATGGTTTCCCAGCCACGTCCCTGTTTTCAAAGATAGTTTCACTTTGGTCTCTGA
ATTGAAATGCTGTCTACTGAAAGGGTTTCAGGAGCGTTTATGTAAGGGGCTGTGATGAAATTGCATTCCCCATAGATAA
AAGAAAAATCATTTCTATCCAGAGATCTGAGCAGAAGGATTGGCTTGTTAGTTTAACACAGCCGTATTTTTGGACATTCA
GTGTTACTTGCTGAGTCTGACAGCCTCTGGGCCCGGCCAGGGGCCCTGTTAACAAACTGCTTTCACATCCCAACAGGGT
CTGCTTGGCCACTCAGTGCAGCTGCGATTAACCCTAAAGGCTTTAAGGAACGGGCCACCTGTAACAGAGACACCAGCCT
TCCTGTATAGACACTAAATTGTTAGCAAGAGTGTTGAGCTAGTTCCTGGTGAAGTGTTTCCACAGAAGACATGTGGAGC
AGTTGTGGGGATATTAAGGGAAACTTTCCTCTGCCTTGACCCCTTTGTTAAATAAAATGACTTTGGGAGCCAttcatt



>VIRT83564

MIGDILLFGTLLMNAGAVLNEFKLKKKDTQGEFGEESREPSTGDNIREFLLSLRYFRIFIAL

WNIFMMECMIVLEGS

>NM 024104.3 Homo sapiens small integral membrane protein 7 (SMIM7), transcript variant 2,

CCCTGGGGCTTCCGCTTCCGGTTCTGACGGACGCTTCGGCCGTAACGATGATCGGAGACATCCTGCTGTT]
CGGGACGTTGCTGATGAATGCCGGGGCGGTGCTGAACTTTAAGCTGAAAAAGAAGGACACGCAGGGCTTT]
GGGGAGGAGTCCAGGGAGCCCAGCACAGGTGACAACATCCGGGAATTCTTGCTGAGCCTCAGATACTTTC]
GAATCTTCATCGCCCTGTGGAACATCTTCATGATGTTCTGCATGATTGTGCTGTTCGGCTCTTGAATCCC]
AGCGATGAAACCAGGAACTCACTTTCCCGGGATGCCGAGTCTCCATTCCTCCATTCCTGATGACTTCAAG

GAAAGTCCAAGCTCGTGGTGGGTGGAAAAGTGTTCG

ATCCCAACAGGGTCTGCTTGGCCACTCAGTGCAGCTGCGATTAACCCTAAAGGCTTTAAG

ACCTGTAACAGAGACACCAGCCT TGTATAGACACTAAATTGTTAGCAAGAGTGTTGAG]
CTAGTTCCTGGTGAAGTGTTTCCACAGAAGACATGTGGAGCAGTTGTGGGGATATTAAGGGAAACTTTCC
TCTGCCTTGACCCCTTTGTTAAATAAAATGACTTTGGGAGCCATTCATTGTACAGTTGCAGGAATGAGAG
TGATTTTATGATGTGGTACATTGGGACCATGTTCTAAAACCTTGGGTTTCTGAGTCTGCTTTTTGAGTAG
GTGATTTTGAGGTTGAAAAACCAGGG TCATCTAGGAAATACAGCATTTTCCAGAAGCTTCTTTGAA
IAGGGAATCCTGGTTTTGTTGCCAAAATGAAACGCCCGGGGTTGGCGCTGAATCCCACAACTGTGTGATTT
GCTTGTTGAGTTTTTTGTTGTCTGGTTTTTTTGTTTGTTTGTTTATACCAATAAGAATGAGCCTGAATGT
TGGTGGTTTTTGAAATCCTGACTTGGAGGTAAACCTGGAGGAAGGAAAAAAAGTAAATATGCAGGCTTTT
IAGGACTGAGTAGCCTTGAAAATAAACCTCATTTCTAAAAAGGAAAAAAAAAAAAAAAAAA

>NP 077009.2 small integral membrane protein 7 isoform 2 precursor [Homo sapiens]

IMIGDILLFGTLLMNAGAVLNFKLKKKDTQGFGEESREPSTGDNIREFLLSLRYFRIFIALWNIFMMEFCMI

>NM 001300925.1 Homo sapiens small integral membrane protein 7 (SMIM7),
CCCTGGGGCTTCCGCTTCCGGTTCTGACGGACGCTTCGGCCGTAACGATGATCGGAGACATCCTGCTGTT]
CGGGACGTTGCTGATGAATGCCGGGGCGGTGCTGAACTTTAAGCTGAAAAAGAAGGACACGCAGGGCTTT)
GGGGAGGAGTCCAGGGAGCCCAGCACAGGTGACAACATCCGGGAATTCTTGCTGAGCCTCAGATACTTTC
GAATCTTCATCGCCCTGTGGAACATCTTCATGATGTTCTGCATGATTGTGCT AAAACTCAAGCAGAT
TGCCTTTCCATCTAGCACTGGGGCCATAACTCTGATACTACTGTTAACGAATTGTGAGATTTGCTGTAAA
TGGATTTAGGAAAAGACACGACGGGAGAATCTGGTGTTCTTGGCCTCTGTGGGTCCATCCCTGTATGCTT]
CCCCCAGAAAGAGAGAGGACAAAAAGTTGTCTGTCCT

CCAGTCTGCGTGCCAC "AGTGGCTGTTTGCGAAGATGCTTCCAGGA AGGAGATCTGGGGAGGATG
GCATTTCACCCTCATCACAAGGACCGTGATGTATTCCCAGGAAGACTGTTGCCAAGGTATCCTACCTGGC
IAGAGAGGATCTGAGAGCATGTATGAGACTTGCCTAGGAACAAAGAAGGCTTGTGAGGAGATCAAGGAACT
TACATGAAATTGTAGGAACGGCCAGGGGCAGTGGCTCAGGCCTGTAATCCCAGTACTTTGGGAGGCCAAG]
GTGGGAGAATTGCTTGAGCCCAGGAGTTCAAGACCAGCCTGGGCAGCATGGTGAAACCCTGTCTTTACCA
AAAATAAAAAAATTAGCCGAGTGTAAAAAAAAAAAAAAAR

>NP 001287854.1 small integral membrane protein 7 isoform 1 precursor [Homo
MIGBILLFGTLLMNAGAVLNFKLKKKDTQGFGEESREPSTGDNIREFLLSLRYFRIFIALWNIFMMFCMI
[VLRKLKQIAFPSSTGAITLILLLTNCEICCKWI

hav 00130

transcript variant 1,

sapiens]







CTGGTTTTTTTGTTTGTTTGTTTZ

v 00130
il HQ s

PSME2 (Exon 3 extended as well as two extra exons are present between 2&3)

Sequence | Header AA Seq

Present i0_HQ_samplec9816d|c30843/f3p5/855

i0_HQ_samplec9816d|c91455/f11p9/956

Absent i0_HQ_samplec9816d|c31918/f2p0/772

NCBI NM_002818

>i0_HQ_samplec9816d|c30843/f3p5/855
isoform=c30843;full_length_coverage=3;non_full_length_coverage=5;isoform_length=855

GAGACCAGAGATCTAGCGACTGAAGCAGCATGGCCAAGCCGTGTGGGGTGCGCCTGAGCGGGGAAGCCCGCAAACA
GGTGGAGGTCTTCAGGCAGAATCTTTTCCAATTTATTTCATTTGCAGTTGGAGGTTCCTTCAGTTCATTTCAGAATCCAG



AATTCTTTTCCCAGAACAGGCTGAGGAATTCCTCTACAGATTCTTGCCACAGAAAATCATATACCTGAATCAGCTCTTGC
AAGAGGACTCCCTCAATGTGGCTGACTTGACTTCCCTCCGGGCCCCACTGGACATCCCCATCCCAGACCCTCCACCCAAG
GATGATGAGATGGAAACAGATAAGCAGGAGAAGAAAGAAGTCCCTAAGTGTGGATTTCTCCCTGGGAATGAGAAAGT
CCTGTCCCTGCTTGCCCTGGTTAAGCCAGAAGTCTGGACTCTCAAAGAGAAATGCATTCTGGTGATTACATGGATCCAAC
ACCTGATCCCCAAGATTGAAGATGGAAATGATTTTGGGGTAGCAATCCAGGAGAAGGTGCTGGAGAGGGTGAATGCC
GTCAAGACCAAAGTGGAAGCTTTCCAGACAACCATTTCCAAGTACTTCTCAGAACGTGGGGATGCTGTGGCCAAGGCCT
CCAAGGAGACTCATGTAATGGATTACCGGGCCTTGGTGCATGAGCGAGATGAGGCAGCCTATGGGGAGCTCAGGGCC
ATGGTGCTGGACCTGAGGGCCTTCTATGCTGAGCTTTATCATATCATCAGCAGCAACCTGGAGAAAATTGTCAACCCAA
AGGGTGAAGAAAAGCCATCTATGTACTGAACCCGGGACTAGAAggaaaataaatgatctatatgttgtgt

>VIRT18646

METDKQEKKEVPKCGEFLPGNEKVLSLLALVKPEVWTLKEKCILVITWIQHLIPKIEDGND
FGVAIQEKVLERVNAVKTKVEAFQTTISKYEFSERGDAVAKASKETHVMDYRALVHERDER
AYGELRAMVLDLRAFYAELYHIISSNLEKIVNPKGEEKPSMY

>i0_HQ_samplec9816d|c91455/f11p9/956
isoform=c91455;full_length_coverage=11;non_full_length_coverage=9;isoform_length=956

ctggacctggggagtgaaagcgaaageccgggegactagccGGGAGACCAGAGATCTAGCGACTGAAGCAGCATGGCCAAGCCGTG
TGGGGTGCGCCTGAGCGGGGAAGCCCGCAAACAGGTGGAGGTCTTCAGGCAGAATCTTTTCCAGGAGGTCTTCAGTTT
CCTCATTTGCAAGTCTTGGACCCAGTGATTTCCAAAGGCCCTTCCAGTTCCATTTGTCAGACATCTCATTGAGCATATTCT
GTGATTCCCCTCCCTTGCAATGTAACCCACAGGCTGAGGAATTCCTCTACAGATTCTTGCCACAGAAAATCATATACCTG
AATCAGCTCTTGCAAGAGGACTCCCTCAATGTGGCTGACTTGACTTCCCTCCGGGCCCCACTGGACATCCCCATCCCAGA
CCCTCCACCCAAGGATGATGAGATGGAAACAGATAAGCAGGAGAAGAAAGAAGTCCCTAAGTGTGGATTTCTCCCTGG
GAATGAGAAAGTCCTGTCCCTGCTTGCCCTGGTTAAGCCAGAAGTCTGGACTCTCAAAGAGAAATGCATTCTGGTGATT
ACATGGATCCAACACCTGATCCCCAAGATTGAAGATGGAAATGATTTTGGGGTAGCAATCCAGGAGAAGGTGCTGGAG
AGGGTGAATGCCGTCAAGACCAAAGTGGAAGCTTTCCAGACAACCATTTCCAAGTACTTCTCAGAACGTGGGGATGCT
GTGGCCAAGGCCTCCAAGGAGACTCATGTAATGGATTACCGGGCCTTGGTGCATGAGCGAGATGAGGCAGCCTATGG
GGAGCTCAGGGCCATGGTGCTGGACCTGAGGGCCTTCTATGCTGAGCTTTATCATATCATCAGCAGCAACCTGGAGAA
AATTGTCAACCCAAAGGGTGAAGAAAAGCCATCTATGTACTGAACCCGGGACTAGAAGGAAAATAAATGATCTATATG
TTGTG

>i0_HQ_samplec9816d|c31918/f2p0/772
isoform=c31918;full_length_coverage=2;non_full_length_coverage=0;isoform_length=772

tgagagcagcatggccaagcecgtgtggggtgcgectgageggggaageccgcaaacaggtggAGGTCTTCAGGCAGAATCTTTTCCAGGAG
GCTGAGGAATTCCTCTACAGATTCTTGCCACAGAAAATCATATACCTGAATCAGCTCTTGCAAGAGGACTCCCTCAATGT
GGCTGACTTGACTTCCCTCCGGGCCCCACTGGACATCCCCATCCCAGACCCTCCACCCAAGGATGATGAGATGGAAACA
GATAAGCAGGAGAAGAAAGAAGTCCCTAAGTGTGGATTTCTCCCTGGGAATGAGAAAGTCCTGTCCCTGCTTGCCCTG



GTTAAGCCAGAAGTCTGGACTCTCAAAGAGAAATGCATTCTGGTGATTACATGGATCCAACACCTGATCCCCAAGATTG
AAGATGGAAATGATTTTTGGGGTAGCAATCCAGGAGAAGGTGCTGGAGAGGGTGAATGCCGTCAAGACCAAAGTGGA
AGCTTTCCAGACAACCATTTCCAAGTACTTCTCAGAACGTGGGGATGCTGTGGCCAAGGCCTCCAAGGAGACTCATGTA
ATGGATTACCGGGCCTTGGTGCATGAGCGAGATGAGGCAGCCTATGGGGAGCTCAGGGCCATGGTGCTGGACCTGAG
GGCCTTCTATGCTGAGCTTTATCATATCATCAGCAGCAACCTGGAGAAAATTGTCAACCCAAAGGGTGAAGAAAAGCCA
TCTATGTACTGAACCCGGGACTAGAAGGAAAATAactgatctatatgttgtgt

>NM 002818.2 Homo sapiens proteasome activator subunit 2 (PSME2), mRNA]
TGGGGAGTGAAAGCGAAAGCCCGGGCGACTAGCCGGGAGACCAGAGATCTAGCGACTGAAGCAGCATGGC
CAAGCCGTGTGGGGTGCGCCTGAGCGGGGAAGCCCGCARAACAGGTGGAGGTCTTCAGACAGAATCTTTTC
CAGGAGGCTGAGGAATT CTACAGATTCTTGCCACAGAAAATCATATACCTGAATC “TCTTGCAAG
“TCCGGGCCCCACTGGACATCCCCATCCCAGACCCTCC
GGAGAAGAAAGAAGTCCATAAGTGTGGATTTCTCCCT]

[ AAGTACTTCTCAGAACGTGGGGATGCTGTGGCCAAGGCCTCCAAGGAGACTCATGTAATGGATTACCGGP
CCTTGGTGCATGAGCGAGATGAGGCAGCCTATGGGGAGCTCAGGGCCATGGTGCTGGACCTGAGGGCCTT
CTATGCTGAGCTTTATCATATCATCAGCAGCAACCTGGAGAAAATTGTCAACCCAAAGGGTGAAGAAAAG
CCATCTATGTACTGAACCCGGGACTAGAAGGAAAATAAATGATCTATATGTTGTGTGGA

>NP 002809.2 proteasome activator complex subunit 2 [Homo sapiens]
MAKPCGVRLSGEARKQVEVFRONLFQEAEEFLYRFLPOQKITIYLNQLLOQEDSLNVADLTSLRAPLDIPIPD
PPPKDDEMETDKQEKKEVHKCGFLPGNEKVLSLLALVKPEVWTLKEKCILVITWIQHLIPKIEDGNDFGV]
ATQEKVLERVNAVKTKVEAFQTTISKYFSERGDAVAKASKETHVMDYRALVHERDEAAYGELRAMVLDLR]

AFYAELYHIISSNLEKIVNPKGEEKPSMY




6d|c91455/£f11p9/

GATTTTTGGC
GATTT-TGGC

“TGGACCTGAGGGCCTTCTATGCTG

Kk Kk kkkhhhhhhhhhhhhhhhkhxx*

TATATGT
ATATGTT

MAKPC

[VIRT25459 RAPLDIPIPDPPPKDDEMETDKQEKKEY
[VIRT18646 METDKQEKKE
METDKQEKKE

RAPLDIPIPDPPPKDDEMETDKQEKKE

Kok Kk k Kk k ok kK




[VIRT25459 VITWIQHLIPKIEDGND
NIQHLIPKIEDG
QHLIPKIEDG
QHLIPKIEDG

Sequence | Header AA Seq

Present i0_HQ_samplec9816d|c22741/f2p0/859

Absent

NCBI NM_173204
NM_173202
NM_173205

>i0_HQ_samplec9816d|c22741/f2p0/859
isoform=c22741;full_length_coverage=2;non_full_length_coverage=0;isoform_length=859

aaagtaaaggatcctgagaactgaaggcaaacagagctccaggagtccaagacagagccacagACCACGAGGATCCCTGGCCCAGGTCTTG
GACTTCATTCCATTTTCTGTTGAGTAATAAACTCAACGTTGAAAATGTCCTTTGTGGGGGAGAACTCAGGAGTGAAAAT
GGGCTCTGAGGACTGGGAAAAAGATGAACCCCAGTGCTGCTTAGAAGACCCGGCTGTAAGCCCCCTGGAACCAGGCCC
AAGCCTCCCCGCCATGAATTTTGTTCACACAAGTCCAAAGGTGAAGAACTTAAACCCGAAGAAATTCAGCATTCATGAC
CAGGATCACAAAGTACTGGTCCTGGACTCTGGGAATCTCATAGCAGTTCCAGATAAAAACTACATACGCCCAGAGATCT
TCTTTGCATTAGCCTCATCCTTGAGCTCAGCCTCTGCGGAGAAAGGAAGTCCGATTCTCCTGGGGGTCTCTAAAGGGGA
GTTTTGTCTCTACTGTGACAAGGATAAAGGACAAAGTCATCCATCCCTTCAGCTGAAGAAGGAGAAACTGATGAAGCTG
GCTGCCCAAAAGGAATCAGCACGCCGGCCCTTCATCTTTTATAGGGCTCAGGTGGGCTCCTGGAACATGCTGGAGTCG
GCGGCTCACCCCGGATGGTTCATCTGCACCTCCTGCAATTGTAATGAGCCTGTTGGGGTGACAGATAAATTTGAGAACA
GGAAACACATTGAATTTTCATTTCAACCAGTTTGCAAAGCTGAAATGAGCCCCAGTGAGGTCAGCGATTAGGAAACTGC
CCCATTGAACGCCTTCCTCGCTAatttgaactaattgtataaaaacaccaaacctgctc

>VIRTO93267

MAGRLGPGSRGLTAGSSKOQHWGSSEFSQOSSEPIFTPEFSPTKDIFNVEFITQOOKME

>NM 173204.1 Homo sapiens interleukin 37 (IL37), transcript variant 4, mRNA
CTTCATTCCATTTTCTGTTGAGTAATAAACTCAACGTTGAAAATGTCCTTTGTGGGGGAGAACTCAGGAG
TGAAAATGG > e GGAAAAAGATGAACCCCAGTGCTGCTTAGAAGACCCGGCTGGAAGCCC]
CCCACCATGAATTTTGTTCACACAAAGATCTTCTTTGCATTAGCCTCA|
AGAAAGGAAGTCCGATTCTCCTGGGGGTCTCTAAAGGGGAGTTTTGTC
\ ACAAAGTCATCCATCCCTTCAGCTGAAGAAGGAGAAACTGATGAAGCT
GGCTGCC AGGAATCAGCACGCCGGCCCTTCATCTTTTATAGGGCTCAGGTGGGCTCCTGGAACATG]
CTGGAGTCGGCGGCTCACC GATGGTTCATCTGCACCTCCTGCAATTGTAATGAGCCTGTTGGGGTGA

CAGATAAATTTGAGAAC AAACACATTGAATTTTCATTTCAACCAGTTTGCAAAGCTGAAATGAGCCC

CAGTGAGGTCAGCGATTAGGAAACTGCCCCATTGAACGCCTTCCTCGCTAATTTGAACTAATTGTATAAA]
[AACACCAAACCTGCTCACTAAAAAAAAAAAAAANAA]

- 1 interleukin-37 isoform 4 [Homo sapiens]
IMSEFVGENSGVKMGSEDWEKDEPQCCLEDPAGSPLEPGPSLPTMNFVHTKIFFALASSLSSASAEKGSPIL
LGVSKGEFCLYCDKDKGQSHPSLQLKKEKLMKLAAQKESARRPFIFYRAQVGSWNMLESAAHPGWEFICTS



CNCNEPVGVTDKFENRKHIEFSFQPVCKAEMSPSEVSD
M 173202.1 Homo sapiens interleukin 37 (IL37), tran ipt variant 2
CTTCATTCCATTT GTTGAGTAATAAACTCAACGTTGAAAATGTCCTTTGTGGGGGAGAACTCAGGAG
TGAAAATGGGCTCTGAGGACTGGGAAAAAGATGAACCCCAGTGCTGCTTAGAAGGTCCAAAGGTGAAGAA]
CTTAAACCCGAAGAAATTCAGCATTCATGACCAG CACAAAGTACTGGTCCTGGACTCTGGGAATCTC
IATAGCAGTTCCAGATAAAAACTACATACGCCCAGAGATCTTCTTTGCATTAGCCTCATCCTTGAGCTCAG
CCTCTGCGGAGAAAGGAAGTCCGATTCTCCTGGGGGTCTCTAAAGGGGAGTTTTGTCTCTACTGTGACAA]
GGATAAAGGACAAAGTCATCCATCCCTTCAGCTGAAGAAGGAGAAACTGATGAAGCTGGCTGC
GCACGCCGGCCCTTCATCTTTTATAGGGCTCAGGTGGGCTCCTGGAACATGCTGGAGTCGGCGG
CTCACCCCGGATGGTTCATCTGCACCTCCTGCAATTGTAATGAGCCTGTTGGGGTGACAGATAAATTTGA]
GAACAGGAAACACATTGAATTTTCATTTCAACCAGTTTGCAAAGCTGAAATGAGCCCCAGTGAGGTCAGC
GATTAGGAAACTGCCCCATTGAACGCCTTCCTCGCTAATTTGAACTAATTGTATAAAAACACCAAACCTG
CTAAAAAAAAAAAAAAAAAA

>NP 775294.1 interleukin-37 isoform 2 [Homo sapiens]

» 205.1 Homo sapiens interleukin 37 (IL37), transcript variant 5,
IATGTCAGGCTGTGATAGGAGGGAAACAGAAACCAAAGGAAAGAACAGCTTTAAGAAGCGCTTAAGAGGTC]
CAAAGGTGAAGAACTTAAACCCGAAGAAATTCAGCATTCATGACCAGGATCACAAAGTACTGGTCCTGGA]
CTCTGGGAATCTCATAGCAGTTCCAGATAAAAACTACATACGCCCAGAGATCTTCTTTGCATTAGCCTCA]
TCCTTGAGCTCAGCCTCTGCGGAGAAAGGAAGTCCGATTCTCCTGGGGGTCTCTAAAGGGGAGTTTT
TCTACTGTGACAAGGATAAAGGACAAAGTCATCCATCCCTTCAGCTGAAGAAGGAGAAACTGATGAA
GGCTGCCCAAAAGGAATCAGCACGCCGGCCCTTCATCTTTTATAGGGCTCAGGTGGGCTCCTGGAACATG
CTGGAGTCGGCGGCT CGGATGGTTCATCTGCACCTCCTGCAATTGTAATGAGCCTGTTGGGGTGA)
CAGATAAATTTGAGAACAGGAAACACATTGAATTTTCATTTCAACCAGTTTGCAAAGCTGAAATGAGCCC
CAGTGAGGTCAGCGATTAGGAAACTGCCCCATTGAACGCCTTCCTCGCTAATTTGAACTAATTGTATAAA]

CCAAACCTGCTCACTAAAAAAAAAAAAAAALNA]
>NP 775297.1 interleukin-37 isoform 5 [Homo sapiens]
DRRETETKGKNSFKKRLRGPKVKNLNPKKFSIHDQDHKVLVLDSGNLIAVPDKNYIRPEIFFALAS
ASAEKGSPILLGVSKGEFCLYCDE QSHPSLQLKKEKLMKLAAQKESARRPFIFYRAQVGSWNM]
LESAAHPGWEFICTSCNCNEPVGVTDKFENRKHIEFSFQPVCKAEMSPSEVS

mRNA




TDKFENRKHIEF

CGBS8

Sequence | Header AA Seq

Present i0_HQ_samplec9816d|c13287/f2p2/890

Absent

NCBI NM_033183

>i0_HQ_samplec9816d|c13287/f2p2/890
isoform=c13287;full_length_coverage=2;non_full_length_coverage=2;isoform_length=890

acttgggtgtgctcgaggtggaggtgtigggegaggtgectgeagetggeggcagttcCCTCTGCCAGCACTTCTTTGTCACCGCTTCGAGGC
CGATAACTCTGAGGAAGGCTCGACTAGTCCCTAGCACTCGACGACTGAGTCTCTGAGGTCACTTCACCGTGGTCTCCGC



CTCACCCTTGGCGCTGGACCAGTGAGAGGAGAGGGCTGGGGCGCTCCGCTGAGCCACTCCTGCGCCCCCCTGGCCTTG
TCTACCTCTTGCCCCCCGAAGGGTTAGTGTCGAGCTCACTCCAGCATCCTACAACCTCCTGGTGGCCTTGCCGCCCCCAC
AACCCCGAGGTTTAAAGCCAGGTACACGAGGCAGGGGACACACCAAGGATGGAGATGTTCCAGGGGCTGCTGCTGTT
GCTGCTGCTGAGCATGGGCGGGACATGGGCATCCAAGGAGCCGCTTCGGCCACGGTGCCGCCCCATCAATGCCACCCT
GGCTGTGGAGAAGGAGGGCTGCCCCGTGTGCATCACCGTCAACACCACCATCTGTGCCGGCTACTGCCCCACCATGACC
CGCGTGCTGCAGGGGGTCCTGCCGGCCCTGCCTCAGGTGGTGTGCAACTACCGCGATGTGCGCTTCGAGTCCATCCGG
CTCCCTGGCTGCCCGCGCGGCGTGAACCCCGTGGTCTCCTACGCCGTGGCTCTCAGCTGTCAATGTGCACTCTGCCGCC
GCAGCACCACTGACTGCGGGGGTCCCAAGGACCACCCCTTGACCTGTGATGACCCCCGCTTCCAGGACTCCTCTTCCTC
AAAGGCCCCTCCCCCCAGCCTTCCAAGTCCATCCCGACTCCCGGGGCCCTCGGacaccccgatcctcccacaataaaggcttctcaat

cc

CRRSTTDC

>NM 033183.2 Homo sapiens chorionic gonadotropin subunit beta 8 (CGB8), mRNA

GCTTCAGTCCAGCACCTTTCTCGGGTCACGGCCTCCTCCTGGCTCCCAGGACCCCACCATAGGCAGAGGC

[ AGGCCTTCCTACACCCTACTCCCTGTGCCTCCAGGCTCGACTAGTCCCTAGCACTCGACGACTGAGTCTC]
GCCTCA “TTGGCGCTGGACCAGTGAGAGGAGAGGGCTGGGGCGC]
CCCTGGCCTTGTCTACCTCTTGCCCCCCGAAGGGTTAGTGTCGAGCT]

CGAGGCAGGGGACA
GGGACATGGGCAT
“CATGACCCG
CTGCCTCAGGTGGTGTGCAACTACCGCGATGTG “TTCGAGTC
GGCGTGAACCCCGTGGTCTCCTACGCCGTGGCTCTCAGCTGTCAAT
GTCCCAAGGACCACCCCTTGACCTGTGATGA!
AAGGCCCCTCCCCCCAGCCTTCCAAGTCCATCCCGAC GGGG
TTCTCAATCCGCAAAAAAAAAAAAAAAAAA
. 1 chorionic gonadotropin, beta polypeptide 8 precursor [Homo sapiens]
MEMFQGLLLLLLLSMGGTWASKEPLRPRCRPINATLAVEKEGCPVCITVNTTICAGYCPTMTRVLQGVLP)
VREFESIRLPGCPRGVNPVVSYAVALSCQCALCRRSTTDCGGPKDHPLTCDDPRFQDSSS

10 HQ samp
NM 033183.

“AACCTCCTGGTGGCCTTGCC( ACCCCGAGGTTTAA? CAGGTACACGA
Kok ok k kK kK kK kK kK K kK K K Kk ok ok ok ok ok ok ok ok ok ok ok ok ok k kK kK K kK K K kK Kk K kK Kk Kk

GTTC
AC( GAGATGTTCCAGGGGCTGCTGCTGTTGCTGCTGCTGAG

L

CATGGGC( TGGGCATC

KKKk kkh ko hkhhhkhhkhhhk kA AR A AR A AR A A A A Ak hhhkhkhhkhkhk kA hk kA A AAAAKKAKK KKK K




CTGCCCCG

KKk KKK KKK

STGCATCACCGTC!
Kok kkkkk kKX kKK

CACCCTGGCTGTG
kK Kk kK Kok kK ok k ok

mplec9816d|cl13287/£f2p2
3.2

mplec9816d|cl13287/£2p2/890
3.2

mplec9816d|cl13287/£2p2/890
3.2

mplec9816d|cl13287/£2p2/890
3.2

Sequence | Header AA Seq

Present i0_HQ_samplec9816d|c29292/f2p0/819

Absent i0_HQ_samplec9816d|c18100/f19p0/740

NCBI NM_001009

>i0_HQ_samplec9816d|c29292/f2p0/819
isoform=c29292;full_length_coverage=2;non_full_length_coverage=0;isoform_length=819

acggcaacctggacctgeggagggeggeggtgaccactgggectcactecgetaacccaggtccgcatCAGGCGCGTGCCGGTGAGGCGGLTG
TGGCCGCGGCGAGGAGTCAGAGGGAACTGAACTGGCTACTCCCGCGGCAGGTGGGATTTAAGGATGACCGGTGGGA
GACAGCAGCACCAGCGGTGGCAGAGACCCCAGACATCAAGCTCTTTGGGAAGTGGAGCACCGATGATGTGCAGATCA
ATGACATTTCCCTGCAGGATTACATTGCAGTGAAGGAGAAGTATGCCAAGTACCTGCCTCACAGTGCAGGGCGGTATG
CCGCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGTGGAGCGCCTCACTAACTCCATGATGATGCACGGCCGCAACAA
CGGCAAGAAGCTCATGACTGTGCGCATCGTCAAGCATGCCTTCGAGATCATACACCTGCTCACAGGCGAGAACCCTCTG
CAGGTCCTGGTGAACGCCATCATCAACAGTGGTCCCCGGGAGGACTCCACACGCATTGGGCGCGCCGGGACTGTGAGA
CGACAGGCTGTGGATGTGTCCCCCCTGCGCCGTGTGAACCAGGCCATCTGGCTGCTGTGCACAGGCGCTCGTGAGGCT
GCCTTCCGGAACATTAAGACCATTGCTGAGTGCCTGGCAGATGAGCTCATCAATGCTGCCAAGGGCTCCTCGAACTCCT



ATGCCATTAAGAAGAAGGACGAGCTGGAGCGTGTGGCCAAGTCCAACCGCTGATTTTCCCAGCTGCTGCCcaataaacctg
tctgeectttggggeagececc

TRRRGDTSTAC
SFLPLLRPC

>i0_HQ_samplec9816d|c18100/f19p0/740
isoform=c18100;full_length_coverage=19;non_full_length_coverage=0;isoform_length=740

ctcttectgtetgtaccagggeggcgcGTGGTCTACGCCGAGTGGACAGAGACGCTCAGGCTGTGTTCTCAGGATGACCGAGTGG
GAGACAGCAGCACCAGCGGTGGCAGAGACCCCAGACATCAAGCTCTTTGGGAAGTGGAGCACCGATGATGTGCAGAT

CAATGACATTTCCCTGCAGGATTACATTGCAGTGAAGGAGAAGTATGCCAAGTACCTGCCTCACAGTGCAGGGCGGTAT
GCCGCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGTGGAGCGCCTCACTAACTCCATGATGATGCACGGCCGCAACA
ACGGCAAGAAGCTCATGACTGTGCGCATCGTCAAGCATGCCTTCGAGATCATACACCTGCTCACAGGCGAGAACCCTCT
GCAGGTCCTGGTGAACGCCATCATCAACAGTGGTCCCCGGGAGGACTCCACACGCATTGGGCGCGCCGGGACTGTGAG
ACGACAGGCTGTGGATGTGTCCCCCCTGCGCCGTGTGAACCAGGCCATCTGGCTGCTGTGCACAGGCGCTCGTGAGGC

TGCCTTCCGGAACATTAAGACCATTGCTGAGTGCCTGGCAGATGAGCTCATCAATGCTGCCAAGGGCTCCTCGAACTCC

TATGCCATTAAGAAGAAGGACGAGCTGGAGCGTGTGGCCAAGTCCAACCGCTGATTTTCCCAGCTGCTGCCCAATAAAC
CTGTCTGCCCTTTggggcagtcccage

‘NM 001009 3 Homu Gaplenb rlbocomal protein S5 (RPSS), mRNA

ACAACGGCAAGAAGCTCATGACTGTGCGCATCGT
GCGAGAACCCTCTGCAGGTCCTGGTGAACGCCATC]
"ATTGGGCGCGCCGGGACTGTGAGACGACAGGCTGTGG
CTGGCTGCTGTGCACAGGCGCTCGTGAGGCTGCCTT
GATGAGCTCATCAATGCTGCCAAGGGCTCCTCGAAC
GTGGCCAAGTCCAACCGCTGATTTTCCCAGCTGC




UCHL3

Sequence | Header AA Seq
Present il_HQ_samplec9816d|c11981/f2p0/1124

Absent i0_HQ_samplec9816d|c69792/f39p31/881

NCBI NM_001270952

NM_006002

>i1_HQ_samplec9816d|c11981/f2p0/1124

isoform=c11981;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1124




tggcaaggctcggctcggaagagtccaagegtgagggaagaggggctgtggattcagatactgtTTTTCTCCCGAAATAGGAAATTGGCTTAT
TTTTTTCTCCTCGGCAGCATCTTAATTTAAAATATGACACTTGACCTACGGCCCTGCACGGAGCGGTTAAGAGGGTCACC
AACCAGTTTCTTAAACAATTAGGTCTACATCCTAACTGGCAATTCGTTGATGTATATGGAATGGATCCTGAACTCCTTAG
CATGGTACCAAGACCAGTCTGTGCAGTCTTACTTCTCTTTCCTATTACAGAAAAGTATGAAGTATTCAGAACAGAAGAG
GAAGAAAAAATAAAATCTCAGGGACAAGATGTTACATCATCAGTATATTTCATGAAGCAAACAATCAGCAATGCCTGTG
GAACAATTGGACTGATTCATGCTATTGCAAACAATAAAGACAAGATGCACTTTGAATCTGGATCAACCTTGAAAAAATT
CCTGGAGGAATCTGTGTCAATGAGCCCTGAAGAACGAGCCAGATACCTGGAGAACTATGATGCCATCCGAGTTACTCAT
GAGACCAGTGCCCATGAAGGTCAGACTGAGTCCTCCTCGCCATCCTCATCACAGCCTCATTCTAGCCACTGCAGAACGA
AGGCCTCATCATTGTGTCACCATGCATCCCTGCCCTGGGTCAAACGTAACCATGTAGGCCCTGCAAAGGCTACCAGTCC
ATCTCTCCGTCTTCGTCGCTGGCGACCCTTCTTACGTCTACCATCTTTGGGTCTCCATTCTGTTGCACCAAGTATAGATGA
GAAAGTAGATCTTCATTTTATTGCATTAGTTCATGTAGATGGGCATCTCTATGAATTAGATGGGCGGAAGCCATTTCCAA
TTAACCATGGTGAAACTAGTGATGAAACTTTATTAGAGGATGCCATAGAAGTTTGCAAGAAGATTATGGAGCGCGACC
CTGATGAACTAAGATTTAATGCGATTGCTCTTTCTGCAGCATAGCTTGTCAATAATGGAAACACCAAAAACTGTATTATT
TGCAACTAAATTTTCTCTGCCATACACTAACTCAAAAATTTTGatattttcattaacttgatgattaaactttatgtg

>VIRT51255

MLRSSGSIPYTSTNCQLGCRPNCLRNWLVTLLTAPCRAVGOQVSYFKLRCCRGEKNKPISY
FGRKTVSESTAPLPSRLDSSEPSLA

>i0_HQ_samplec9816d|c69792/f39p31/881
isoform=c69792;full_length_coverage=39;non_full_length_coverage=31;isoform_length=881

ggaagcggcggcggCGGCGAAGGCGGCGGCTGTCAGAGCTGGAGGGCCGGGCACCGCGGCCATGGAGGGTCAACGCTGG
CTGCCGCTGGAGGCCAATCCCGAGGTCACCAACCAGTTTCTTAAACAATTAGGTCTACATCCTAACTGGCAATTCGTTGA
TGTATATGGAATGGATCCTGAACTCCTTAGCATGGTACCAAGACCAGTCTGTGCAGTCTTACTTCTCTTTCCTATTACAGA
AAAGTATGAAGTATTCAGAACAGAAGAGGAAGAAAAAATAAAATCTCAGGGACAAGATGTTACATCATCAGTATATTT
CATGAAGCAAACAATCAGCAATGCCTGTGGAACAATTGGACTGATTCATGCTATTGCAAACAATAAAGACAAGATGCAC
TTTGAATCTGGATCAACCTTGAAAAAATTCCTGGAGGAATCTGTGTCAATGAGCCCTGAAGAACGAGCCAGATACCTGG
AGAACTATGATGCCATCCGAGTTACTCATGAGACCAGTGCCCATGAAGGTCAGACTGAGGCACCAAGTATAGATGAGA
AAGTAGATCTTCATTTTATTGCATTAGTTCATGTAGATGGGCATCTCTATGAATTAGATGGGCGGAAGCCATTTCCAATT
AACCATGGTGAAACTAGTGATGAAACTTTATTAGAGGATGCCATAGAAGTTTGCAAGAAGTTTATGGAGCGCGACCCT
GATGAACTAAGATTTAATGCGATTGCTCTTTCTGCAGCATAGCTTGTCAATAATGGAAACACCAAAAACTGTATTATTTG
CAACTAAATTTTCTCTGCCATACACTAACTCAAAAATTTTGATATTTTCATTAACTTGATGATTAAACTTTATGTGAGTTAA
ACTTTGC

, transcript variant 1, mRNA

TTGGCTTATTTTTTT
SCGGTTAAGAGGGT

AGATGTTACATCATCAGTATATTTCAT
GCTATTGCAAACAATAAAGACAA
G \TGAGCCCTGAAG

SAGAACTA ) 2CGZ ACTCATGAGAC CCCA GGTCAGAC
AGATGAGAAAGTAGATCTTCATTTTATTGCATTAGTTCATGTAGATGGGCATCTC




IAGCTTGTCAATAATGGAAACACCAAAAACTGTATTATTTGCAACTAAATTTTCTCTGCCATAC
CAAAAATTTTGATATTTTCATTAACTTGATGATTAAACTTTATGTGAGTTAAACTTTGCCTTAA
TTTTATGTTATTTTTGCTCCAGGTTAAAGGTGCAATGCTTTCCTCCTCTTTTCTTGTGAAGGATTTA

>NP 001257881.1 ubiquitin carboxyl-terminal hydrolase isozyme L3 isoform 1 [Homo sapiens]
[MDPELLSMVPRPVCAVLLLFPITEKYEVFRTEEEEKIKSQGODVTSSVYFMKQTISNACGTIGLIHATAN]
INKDKMHFESGSTLKKFLEESVSMSPEERARYLENYDAIRVTHETSAHEGQTEAPSIDEKVDLHFIALVHY]
DGHLYELDGRKPFPINHGETSDETLLEDAIEVCKKFMERDPDELRFNAIALSAA

>NM 006002.4 Homo sapiens ubiquitin C-terminal hydrolase L3
GCGCGTGGGCGGAAGCGGCGGCGGCGGCGAAGGCGGCGGCT
CATGGAGGGTCAACC CCGCTGGAGGCCAATCCCGAGGTCACCAACCAGTTTCTTAAACAA

, transcript variant 2, mRNA
ceal
TTA

\AAATAAAA CAGGGACAAGATGTTACATCATCAGTATATTTCATGAAGCAAACAATCAGCAAT
TGGAACAATTGGACTGATTCATGCTATTGCAAACAATAAAGACAAGATGCACTTTGAATCTGGAT

CTATGATGCCATCCGAGTTACTCATGAGACCAGTGCCCATGAAGGTCAGACTGAGGCACCAAGTATAGAT
GAGAAAGTAGATCTTCATTTTATTGCATTAGTTCATGTAGATGGGCATCTCTATGAATTAGATGGGCGGA]
ATTTCCAATTAACCATGGTGAAACTAGTGATGAAACTTTATTAGAGGATG TAGAAGTTTG
GAAGTTTATGGAGCGCGACCCTGATGAACTAAGATTTAATGCGATTGCTCTTTCTGCAGCATAGCTTGTC]
IAATAATGGAAACACCAAAAACTGTATTATTTGCAACTAAATTTTCTCTGCCATACACTAACTCAAAAATT)
TTGATATTTTCATTAACTTGATGATTAAACTTTATGTGAGTTAAACTTTGCCTTAACCTGTGTTTTATGT]

TATTTTTGCTCCAGGTTAAAGGTGCAATGCTTTCCTCCTCTTTTCTTGTGAAGGATTTATCT

>NP 005993.1 ubiquitin carboxyl-terminal hydrolase isozyme L3 isoform 2 [Homo sapiens]
MEGORWLPLEANPEVTNQFLKQLGLHPNWQFVDVYGMDPELLSMVPRPVCAVLLLFPITEKYEVEFRTEEE]

EK QOGODVTSSVYFMKQTISNACGTIGLIHATANNKDKMHFESGSTLKKFLEESVSMSPEERARYLEN
YDAIRVTHETSAHEGQTEAPSIDEKVDLHFIALVHVDGHLYELDGRKPFPINHGETSDETLLEDATIE!
KFMERDPDELREFNAIALSA

i1l HOQ o)




PYTSTNC
- VCAVLLLFPITE

HPNWQE'VDV

[VIRT54307
VIRT51255
NP 001257




[VIRT54307
[VIRT51255 = —- oo
NP 001257881.1 HLYELDGRKPFPINHGETSDETLLEDAIE\ FMERDPDELRENAT
NP 005993.1 HLYELDGRKPFPINHGETSDETLLEDAIE\ FMERDPDELRENAT

PAXX

Sequence | Header AA Seq

Present | i1_HQ_samplec9816d|c19870/f5p21/1131 | EAVARSUMBROLRAS | >\/IRT112892

Absent

NCBI NM_183241 NP_899064.1

NR_138076

>i1_HQ_samplec9816d|c19870/f5p21/1131
isoform=c19870;full_length_coverage=5;non_full_length_coverage=21;isoform_length=1131

cccaagcecccgeccgeeggtteccgetegeggegecatggatceegetgtcgccGGCTCTGACGCTGCCGCCGGGCCCCGAGCCGLCCCGCT
TCGTGTGCTACTGCGAAGGGGAGGAAAGCGGGGAGGGGGACCGCGGCGGCTTCAACCTCTACGTGACCGACGCCGCG
GAGCTTTGGAGCACCTGCTTCACGCCGGACAGCCTGGCGGCCCTCGTGGGTAACTGGGCGGGTCTGGGAGCCGCCACA
CCCCTCCTTGCAGTGCAGATCGTCTATGGGGCGACAGACATCTGGGATTCCCCAGAAGGCTCTGACACCCTCTGCCCGC
CCTGTAGCTGTAGTCCTCCCATTGGCTAGGGCTCTGGGGTCGGGCAGGTTTCGGGTGCCCCCAGTGGGCCTCGGGTTCC
AGGCAGCTCGTGACAAGCCCCTGTGCTCTCTAGAAAGCCCGTTTTGGCCTGAGTGCGGCTGAGGACATCACCCCCCGGT
TCAGGTGAGACCCAAGCAGGGAGGAAGGACGGGTGGGGAGGAGGAGGGTCTGCCACAGCTCTCCGCACCTCTCCTCT
CCCAGGGCAGCCTGTGAGCAGCAAGCTGTGGCTCTGACTCTGCAGGAGGACAGAGCATCCCTGACGCTTTCAGGGGG
GCCCTCGGCACTGGCCTTTGACCTCTCCAAGGTACCAGGCCCAGAGGCAGCCCCCAGGCTGCGGGCGCTGACACTGGG
CCTGGCAAAACGCGTGTGGAGCCTGGAGCGGCGACTGGCAGCTGCAGAAGAGACAGCTGTCAGCCCGAGGAAGAGC
CCCCGGCCTGCAGGGCCTCAGCTCTTCTTACCAGACCCAGATCCCCAGAGAGGTGGCCCTGGACCTGGAGTCAGGAGG
CGGTGTCCAGGAGAGTCGCTCATCAACCCCGGGTTCAAGAGTAAGAAACCAGCTGGTGGCGTGGACTTCGATGAGACC
TGAAGGTGCAGCACAAGCGTGGCCCCGCGGGGAGTCCGCCTATGAGGGGAGAGGCAGTCTTTGAGGCCCCCATCAGA
GACCCCCCGCCACCACCTCCACCTGCCTGTCCTGGGCCAGGACTAACACGGCTCCTCAAATTCCTTCCCTGTCAAAtaaac

agctcccttggttggaggctctggtg

>VIRT110879

MGASKTASPLIGGLPAGPRLCCTFRSHRSPRHQLVSYS

NeRoRe R ReRoRoRe R

pi
-Gl
€]
-Gl
€]
A
A
C
T
C
AC




CTCCACCTGCCTGTCCTGGGCCAGGACTAACACGGCTCC]
TTGGTTGGAGGCTCTGGTGGGAAAAA

>NP 899064.1 protein PAXX isoform 2 [Homo sapiens]
MDPLSPPLCTLPPGPEPPREFVCYCEGEESGEGDRGGEFNLYVTDAAELWSTCFTPDSLAALKARFGLSAAE]

DITPRFRAACEQQAVALTLQEDRASLTLSGGPSALAFDLSKVPGPEAAPRLRALTLGLAKRVWSLERRLA
AAEETAVSPRKSPRPAGPQLFLPDPDPQRGGPGPGVRRRCPGESLINPGFKSKKPAGGVDFDET

>NR 138076.1 Homo sapiens PAXX, non-homologous end joining factor (PAXX), transcript variant 6, non-
coding RNA

CGCCGGGTTCCCGCTCG GCGCCATGGATCCGCTGTCGCCGCCGCTCTGCACGCTGCCGCCGGGCCC
CGAGCCGCCCCGCTTCGTGTGCTACTGCGAAGGGGAGGAAAGCGGGGAGGGGGACCGCGGCGGCTTCAAC]
CTCTACGTGACCGACGCCGCGGAGCTTTGGAGCACCTGCTTCACGCCGGACAGCCTGGCGGCCCTCGTGY
GGCAGCCTGTGAGCAGCAAGCTGTGGCTCTGACTCTGCAGGAGGACAGAGCATCCCTGACGCTTT ele
GGGCCCTCGGCACTGGCCTTTGACCTCTCCAAGGTACCAGGCCCAGAGGCAGCCCCCAGGCTGCGGGCGC

TGACACTGGGCCTGGCAAAACGCGTGTGGAGCCTGGAGCGGCGACTGGCAGCTGCAGAAGAGACAGCTGT]
CAGCCCGAGGAAGAGCCCCCGGCCTGCAGGGCCTCAGCTCTTCTTACCAGACCCAGATCCCCAGAGAGGT]

GGCCCTGGACCTGGAGTCAGGAGGCGGTG "AGGAGAGTCGCTCATCAACCCCGGGTTCAAGAGTAAGA
IAACCAGCTGGTGGCGTGGAC AGCACAAGCGTGGCCCCGCGGGGAGTCCG
CATCAGAGACCCCCCGCCACCACCTCCACCTGCCTGTC
“TGTCAAATAAACAGCTCCCTTGGTTGGAGGCT]

CTGTGGC
Kk Kk kK kK ok x

NR 138076.1



Kk Kk kKhhkKhKhkhkhKhKhkhkh kK

CTGGT TT \TG.

KKk ok kkkhhkhhhkhkhkhhhk kA Ak AAKAAKKK KKK K K K K %

d|cl9870/

d|cl9870/

CA. TCCTTCCCTGTCAAAT GCTC( TGGTTGGAGGCTCTGGTGG

KAk k Kk khk Kk hhkh ko hhk kA kA A A KA A A AR A KA A Ak hhkhhhkhhhhkhkhhhkhk kX h KA KX

MLCPPAES
\LAFDLSKVPGPEA

ALTLQEDRASLTLSGG

RRCPGESLINPGFKSKKPAGG

IFITM1

Sequence | Header AA Seq

Present | i1_HQ_samplec9816d|c2133/f4p0/1237 >VIRT168080
Absent i0_HQ_samplec9816d|c33361/f2p4/957 >VIRT175835

i0_HQ_samplec9816d|c49271/f4p37/679 >VIRT177472
NCBI NM_003641 >NP_003632.3




>i1_HQ_samplec9816d|c2133/f4p0/1237
isoform=c2133;full_length_coverage=4;non_full_length_coverage=0;isoform_length=1237

gagaaactgaaacgacaggggaaaggaggtctcactgagcaccgtcccagcatcCGGACACCACAGCGGCCCTTCGCTCCACGCAGAAA
ACCACACTTCTCAAACCTTCACTCAACACTTCCTTCCCCAAAGCCAGAAGATGCACAAGGAGGAACATGAGGTGGCTGT
GCTGGGGGCACCCCCCAGCACCATCCTTCCAAGGTCCACCGTGATCAACATCCACAGCGAGACCTCCGTGCCCGACCAT
GTCGTCTGGTCCCTGTTCAACACCCTCTTCTTGAACTGGTGCTGTCTGGGCTTCATAGCATTCGCCTACTCCGTGAAGGT
GCGTATGGCCCTGGCGGAAATCCAGGGGGTGCCGGTGAGCCTGGGGCTCCACCTGCCCACATGCTGCCTGGGGTGGG
GACTTGTGTGTCCCTGTGACTGTGAGTTTGTGTGCACCTCTGCCCCGTGTGTGCTCACGTCAGTAGCTTTGTCTGTGTGA
TCTGTGTGTGTGTGTGGCTTTGGGGAATCTGCCCAGTGCAGGTCTAGGAGGAGGCTCCAGGAGGCTGGCTGGCTGGCT
CAGAGTCTGTCCCTGGCTATCCATTAGCCCAGAGCAATTCTCCCTATAGCCCAGTAAGAAATTACACCCTCACCTTCCAG
ACTGGCACCCAGGCTCTCCCAGAAAGTGAGAAGGGAACTCACAGGTGACTTCACCCCATGGTGGGGAGAACAGCCTGT
GCTGGGGCCAAGGCAGAAGGAGGATGAGCCCCGAGGCTCCTGGAGAGTCTGAGCCCGGGTGAGGAAGGGGAGGAG
GTGGTCCCTGATCTCAGGGCGGGGAGGAGACGGAGCCATAGCACGCGGCTCTCAGCTGGGGGATCCTGGTCCCCTCA
CCATCTCCTCTCCCCCAGTCTAGGGACAGGAAGATGGTTGGCGACGTGACCGGGGCCCAGGCCTATGCCTCCACCGCCA
AGTGCCTGAACATCTGGGCCCTGATTCTGGGCATCCTCATGACCATTGGATTCATCCTGTTACTGGTATTCGGCTCTGTG
ACAGTCTACCATATTATGTTACAGATAATACAGGAAAAACGGGGTTACTAGTAGCCGCCCATAGCCTGCAACCTTTGCA
CTCCACTGTGCAATGCTGGCCCTGCACGCTGGGGCTGTTGCCCCTGCCCCCTTGGTCCTGCCCCTAGATACAGCAGTTTA
TACCCACACACCTGTCTACAGTGTCATTcaataaagtgcacgtgctt

>VIRT168080

MVGHGGLAVDVDHGGPWKDGAGGCPOHSHLMEFLLVHLLALGKEVLSEGLRSVVEFCVERRA
AVVSGCWDGAQ

>i0_HQ_samplec9816d|c33361/f2p4/957
isoform=c33361;full_length_coverage=2;non_full_length_coverage=4;isoform_length=957

ctctgaagctgeccctacaggecctggaatcectcceegtgtctcaacaCACTACCCTCTGGGGAGTCAGTTCTCCCCAGAGTCCCCGTTCC
TGGGCCTGGAGGGCTGCTTTGGGGCAGGAAACTTTGGCCACCAGGCCTCTGACCTGCACCAGGAGACACTGGGAGGT
TTAGTCCCCAAACCCGCACAGAGCAGGACTGCAGCCTGAGGAAAGAGCAAGGATTTCAGGAGAGAGGCCTGCGACAA
GTGAGCAGGAAATAGAAACTTAAGAGAAATACACACTTCTGAGAAACTGAAACGACAGGGGAAAGGAGGTCTCACTG
AGCACCGTCCCAGCATCCGGACACCACAGCGGCCCTTCGCTCCACGCAGAAAACCACACTTCTCAAACCTTCACTCAACA
CTTCCTTCCCCAAAGCCAGAAGATGCACAAGGAGGAACATGAGGTGGCTGTGCTGGGGGCACCCCCCAGCACCATCCT
TCCAAGGTCCACCGTGATCAACATCCACAGCGAGACCTCCGTGCCCGACCATGTCGTCTGGTCCCTGTTCAACACCCTCT
TCTTGAACTGGTGCTGTCTGGGCTTCATAGCATTCGCCTACTCCGTGAAGTCTAGGGACAGGAAGATGGTTGGCGACGT
GACCGGGGCCCAGGCCTATGCCTCCACCGCCAAGTGCCTGAACATCTGGGCCCTGATTCTGGGCATCCTCATGACCATT
GGATTCATCCTGTTACTGGTATTCGGCTCTGTGACAGTCTACCATATTATGTTACAGATAATACAGGAAAAACGGGGTTA
CTAGTAGCCGCCCATAGCCTGCAACCTTTGCACTCCACTGTGCAATGCTGGCCCTGCACGCTGGGGCTGTTGCCCCTGCC
CCCTTGGTCCTGCCCCTAGATACAGCAGTTTATACCCACACACCTGTCTACAGTGTCATTCAATAAAGTGCACGTGCTT

>VIRT175835

VCISL
3\




>i0_HQ_samplec9816d|c49271/f4p37/679
isoform=c49271;full_length_coverage=4;non_full_length_coverage=37;isoform_length=679

tcttctgagaaactGAAACGACAGGGGAAAGGAGGTCTCACTGAGCACCGTCCCAGCATCCGGACACCACAGCGGCLCCTTC
GCTCCACGCAGAAAACCACACTTCTCAAACCTTCACTCAACACTTCCTTCCCCAAAGCCAGAAGATGCACAAGGAGGAA
CATGAGGTGGCTGTGCTGGGGGCACCCCCCAGCACCATCCTTCCAAGGTCCACCGTGATCAACATCCACAGCGAGACCT
CCGTGCCCGACCATGTCGTCTGGTCCCTGTTCAACACCCTCTTCTTGAACTGGTGCTGTCTGGGCTTCATAGCATTCGCCT
ACTCCGTGAAGTCTAGGGACAGGAAGATGGTTGGCGACGTGACCGGGGCCCAGGCCTATGCCTCCACCGCCAAGTGCC
TGAACATCTGGGCCCTGATTCTGGGCATCCTCATGACCATTGGATTCATCCTGTTACTGGTATTCGGCTCTGTGACAGTC
TACCATATTATGTTACAGATAATACAGGAAAAACGGGGTTACTAGTAGCCGCCCATAGCCTGCAACCTTTGCACTCCACT
GTGCAATGCTGGCCCTGCACGCTGGGGCTGTTGCCCCTGCCCCCTTGGTCCTGCCCCTAGATACAGCAGTTTATACCCAC
ACACCTGTCTACAGTGTCATTCAATAAAGTGCACGTGCTTG

>VIRT177472

MVGHGGLAVDVDHGGPWKDGAGGCPOHSHLMEFLLVHLLALGKEVLSEGLRSVVEFCVERRZA

AVVSGCWDGAQ

>NM 003641.3 Homo sapiens interferon induced transmembrane protein 1 (IFITM1), mRNA
AAAPAGPAGGAAATAGAAAfTTAAPAPAAATA(A(A(TTLTGAGAAACTGAAACGACAGGGGAAAGGAGG
TCTCACTGAGCACC C

TCAAACCTTCAC C C AAGATG(A(AAGGAGGAACATGAGGTGGCTGTG
CTGGGGGCACCC CAC > CCGTGATCAACATCCACAGCGAGACCTCCGTGC]
CCGACCATGTCGTCTGGTCCCTGTTCAA(ACCCT(TT(TTGAALTGGTGCTGTCTGGGCTTCATAGCATT
CGCCTACTCCGTGAAGTCTAGGGACAGGAAGATGGTTGGCGACGTGACCGGGGCCCAGGCCTATGCCTCC

IACCGCCAAGTGCCTGAACATCTGGGCCCTGATTCTGGGCATCCTCATGACCATTGGATTCATCCTGTTAC
TGGTATTCGGCTCTGTGACAGTCTA TATTATGTTACAGATAATACAGGAAAAACGGGGTTACTAGTA
GCCGCCCATAGCCTGCAACCTTTGCACTCCACTGTGCAATGCTGGCCCTGCACGCTGGGGCTGTTGCCCC]
TGCCCCCTTGGTCCTGCCCCTAGATACAGCAGTTTATACCCACACACCTGTCTACAGTGTCATTCAATAA
IAGTGCACGTGCTTGTGAAAAAAAAAAAAAAAAA

>NP_ 003632.3 interferon-induced transmembrane protein 1 [Homo sapiens]
MHKEEHEVAVLGAPPSTILPRSTVINIHSETSVPDHVVWSLENTLFLNWCCLGFIAFAYSVKSRDRKMVG
DVTGAQAYASTAKCLNIWALILGILMTIGFILLLVEFGSVTVYHIMLQIIQEKRGY

NM 003641.3

il HQ sampl
10 HQ sampl 9
10 HQ sampl 16d|c49271/£4p37/679 = ——mmmmm e e

NM 003641.3 | S ———————————




F2p4/957
271/f4p

sample

samplec

AGCAC-

p4/957
fap ,

AGCATTC

CTGATTCTGGGCA
TGATTCTGGGCAT

STATTCGGCTCTGTGACAGTCTACCATATTATGTTACAGAT




KA KA A KR AR R Ak hkhhhk ok hhhkhkkk kA A AR AR KA A KA A Ak Ak hhkhhkhkhhkh kA Ak kA KKK KKK

Sequence | Header AA Seq

Present i1_HQ_samplec9816d|c8447/f5p0/1206 VIRT11976
Absent i0_HQ_samplec9816d|c108452/f2p0/628

NCBI NM_021034 NP_066362.2
NR_049759 >VIRT13170

>i1_HQ_samplec9816d|c8447/f5p0/1206
isoform=c8447;full_length_coverage=5;non_full_length_coverage=0;isoform_length=1206

actggggaaagggagggctcactgagaaccatcccagtaacccgaccgeegcetggtc TTCGCTGGACACCATGAATCAAACTGTCCAAACC
TTCTTCTCTCCTGTCAACAGCGGCCAGCCCCCCAACTATGAGATGCTCAAGGAGGAGCACGAGGTGGCTGTGCTGGGG
GCGCCCCACAACCCTGCTCCCCCGACGTCCACCGTGATCCACATCCGCAGCGAGACCTCCGTGCCCGACCATGTCGTCTG
GTCCCTGTTCAACACCCTCTTCATGAACCCCTGCTGCCTGGGCTTCATAGCATTCGCCTACTCCGTGAAGGTGCGTATGG
CCCCAGGGAATGCTCAGAGGGTGCCGCTGAGCCTGGAGCTCCACCTGCCCACATGCTGCCTGGGGTGGGGACTTGTGT
GTCCCTGTGACTGTGAGTTTGTGTGCACCTCTGTCCCGTGTGTGCCCACGTCAGTGGCTTTGTCTGTGTGATCTGTGTGT
GTGTGTGGCTTGGGGAATCTGCCCAGTGCAGGTTTAGGAGGAGGCTCCAGGAGGCTGGCTGGCTGGCTCAGAGTCTG
TCCCCGGCTATCCACTAGCCCAGAGCAGTTCTCCCTATAGCCCAGTAAGAAATTACACCTTCACCTTCCAGACTGGCACC
CACGCTCTCCCAGAAAGTGAGAAGGGAACTCACAGGTGACTTCACCCCATGGTGGGGAGAACAGCCTGTGCTGGGGTC
AAGGCAGAAGGAGGATGAGCCCCGAGGCTCCTGGAGAGTCTGAGCCTGGGTGAGGAAGGGGAGGAGGTGGTCCCTG



ATCTCAGGGCGGGGAGAGCCAATGAGGAGACGGAGCCATAGCACGCGGCTCTCAGCTGGGGGATCCTGGTCCCCTCA
CCATCTCCTCTCCCCCAGTCTAGGGACAGGAAGATGGTTGGCGACGTGACCGGGGCCCAGGCCTATGCCTCCACCGCCA
AGTGCCTGAACATCTGGGCCCTGATTCTGGGCATCCTCATGACCATTCTGCTCATCGTCATCCCAGTGCTGATCTTCCAG
GCCTATGGATAGATCAGGAGGCATCACTGAGGCCAGGAGCTCTGCCCATGACCTGTATCCCACGTACTCCAACTTCCAT
TCCTCGCCCTGCCCCCGGAGCCGAGTCCTGTATCAGCCCTTTATCCTCACACGCTTT Tctacaatggcattcaataaagtgcacgtgt
ttctg

>VIRT11976

MNQTVQTEFEFSPVNSGOPPNYEMLKEEHEVAVLGAPHNPAPPTSTVIHIRSETSVPDHVVI

SLENTLFMNPCCLGFIAFAYSVKVRMAPGNAQRVPLSLELHLPTCCLGWGLVCPCDCEF
CTSVPCVPTSVALS

>i0_HQ_samplec9816d|c108452/f2p0/628
isoform=c108452;full_length_coverage=2;non_full_length_coverage=0;isoform_length=628

gaaaagggagggctcactgagaaccatcccagtaacccgaccgecgetggtcttcgctggACACCATGAATCAAACTGTCCAAACCTTCTTCT
CTCCTGTCAACAGCGGCCAGCCCCCCAACTATGAGATGCTCAAGGAGGAGCACGAGGTGGCTGTGCTGGGGGCGCCCC
ACAACCCTGCTCCCCCGACGTCCACCGTGATCCACATCCGCAGCGAGACCTCCGTGCCCGACCATGTCGTCTGGTCCCTG
TTCAACACCCTCTTCATGAACCCCTGCTGCCTGGGCTTCATAGCATTCGCCTACTCCGTGAAGTCTAGGGACAGGAAGAT
GGTTGGCGACGTGACCGGGGCCCAGGCCTATGCCTCCACCGCCAAGTGCCTGAACATCTGGGCCCTGATTCTGGGCAT
CCTCATGACCATTCTGCTCATCGTCATCCCAGTGCTGATCTTCCAGGCCTATGGATAGATCAGGAGGCATCACTGAGGCC
AGGAGCTCTGCCCATGACCTGTATCCCACGTACTCCAACTTCCATTCCTCGCCCTGCCCCCGGAGCCGAGTCCTGTATCA
GCCCTTTATCCTCACACGCTTTTCTACAATGGCATTCAataaagtgcacgtgtttctgg

>NM 021034.2 Homo sapiens interferon induced transmembrane protein 3 (IFITM3), transcript variant 1,

IAGGAAAAGGAAACTGTTGAGAAACCGAAACTACTGGGGAAAGGGAGGGCTCACTGAGAACCATCCCAGTA
ACCCGACCGCCGFTGGTFTTFPCTGGAfACCATGAAT(ALALTGTLCAAACCTTCTTCTCTCCTGTCAAC
“TCAAGGAGGAGCACGAGGTGGCTGTGCTGGGGGCGCCCCACA

VVVVV ) “CACC "AGLGAGALCTCCGTGCCCGACCATGTCGTCTG

TPTAbeAPAGGAAGATGGTTG

IACATCTGGGCCCTGATTCTGGGC

GGCCTATGGATAGATCAGGAGGC "CAGGAGCTCTGCCCATGACCTGTATCCCACGTACTC
CAA“TTCCATTCCTFGCCCTGCCCCCGGAPbbGAG CTGTATCAGCCCTTTATCCTCACACGCTTTTCT
IACAATGGCATTCAATAAAGTGCACGTGTTTCTGGTGCTAAAAAAAAAA

>NP_066362.2 interferon-induced transmembrane protein 3 [Homo sapiens]
MNHTVQTFEFSPVNSGQPPNYEMLKEEHEVAVLGAPHNPAPPTSTVIHIRSETSVPDHVVWSLENTLEFMNP)

CCLGFIAFAYSVKSRDRKMVGDVTGAQAYASTAKCLNIWALILGILMTILLIVIPVLIFQAY(]

>NR 049759.1 Homo sapiens interferon induced transmembrane protein 3 (IFITM3), transcript variant 2,
non-coding RNA

IAGGAAAAGGAAACTGTTGAGAAACCGAAACTACTGGGGAAAGGGAGGGCTCACTGAGAACCATCCCAGTA
IACCCGACCGCCGCTGGTCTTCGCTGGACACCATGAATCACACTGTCCAAACCTTCTTCTCTCCTGTCAAC]
IAGTGGCCAGCCCCCCAACTATGAGATGCTCAAGGAGGAGCACGAGGTGGCTGTGCTGGGGGCGCCCCACA

IACCCTGCTCCCCCGACGTCCACCGTGATC "ATCCGCAGCGAGACCTCCGTGCCCGACCATGTCGTCT(

GTCCCTGTTCAACACCCTCTTCATGAACC CTGGGCTTCATAGCATTCGCCTACTCCGTGAAG
GGACAGGAAGATGGTTGGCGACGTGACCGGGG AGGCCTATGCCTCCACCGCCAAGTGCCTGAACATC
TGGGCCCTGATTCTGGGCATCCTCATGACCATTC TCATCGTCATCCCAGTGCTGATCTTCCAGGCCT]
IATGGATAGATCAGGAGGCATCACTGAGGCCAGGAGCTCTGCCCATGACCTGTATCCCACGTACTCCAACT



TCCATTCCTCGCCCTGCCCCCGGAGCCGAGTCCTGTATCAGCCCTTTATCCTCACACGCTTTTCTACAAT]
GGCATTCAATAAAGTGCACGTGTTTCTGGTGCTAAAAAAAAAA

HQ sam

NM 021034

d[cl108452

d|c8447/

d[cl108452




10 HQ samplec9816d|cl08452/£f2p0/628
NM 021034.2

Q sample
021034.2

GSTP1

Sequence | Header AA Seq
Present | i1_HQ_samplec9816d|c1892/f2p5/1103 VIRT85086

Absent i0_HQ_samplec9816d|c3248/f3p6/738 VIRT85693

NCBI NM_000852 NP_000843.1




>i1_HQ_samplec9816d|c1892/f2p5/1103
isoform=c1892;full_length_coverage=2;non_full_length_coverage=5;isoform_length=1103

gctggagtttcgecgecgeagtcttegecaccatgecgecctaaccegtggtctatttcccaGTTCGAGGCCGCTGCGCGGCCCTGCGCATGCT
GCTGGCAGATCAGGGCCAGAGCTGGAAGGAGGAGGTGGTGACCGTGGAGACGTGGCAGGAGGGCTCACTCAAAGCC
TCCTGCCTATACGGGCAGCTCCCCAAGTTCCAGGACGGAGACCTCACCCTGTACCAGTCCAATACCATCCTGCGTCACCT
GGGCCGCACCCTTGGTGAGTCTTGAACCTCCAAGTCCAGGGCAGGCATGGGCAAGCCTCTGCCCCCGGAGCCCTTTTGT
TTAAATCAGCTGCCCCGCAGCCCTCTGGAGTGGAGGAAACTGAGACCCACTGAGGTTACGTAGTTTGCCCAAGGTCAA
GCCTGGGTGCCTGCAATCCTTGCCCTGTGCCAGGCTGCCTCCCAGGTGTCAGGTGAGCTCTGAGCACCTGCTGTGTGGC
AGTCTCTCATCCTTCCACGCACATCCTCTTCCCCTCCTCCCAGGCTGGGGCTCACAGACAGCCCCCTGGTTGGCCCATCCC
CAGTGACTGTGTGTTGATCAGGCGCCCAGTCACGCGGCCTGCTCCCCTCCACCCAACCCCAGGGCTCTATGGGAAGGAC
CAGCAGGAGGCAGCCCTGGTGGACATGGTGAATGACGGCGTGGAGGACCTCCGCTGCAAATACATCTCCCTCATCTAC
ACCAACTATGAGGCGGGCAAGGATGACTATGTGAAGGCACTGCCCGGGCAACTGAAGCCTTTTGAGACCCTGCTGTCC
CAGAACCAGGGAGGCAAGACCTTCATTGTGGGAGACCAGATCTCCTTCGCTGACTACAACCTGCTGGACTTGCTGCTGA
TCCATGAGGTCCTAGCCCCTGGCTGCCTGGATGCGTTCCCCCTGCTCTCAGCATATGTGGGGCGCCTCAGTGCCCGGCC
CAAGCTCAAGGCCTTCCTGGCCTCCCCTGAGTACGTGAACCTCCCCATCAATGGCAACGGGAAACAGTGAGGGTTGGG
GGGACTCTGAGCGGGAGGCAGAGTTTGCCTTCctttctccaggaccaataaaatttctaagagag

>VIRT85086
MDOOOVOOVVVSEGDLVSHNEGLASLVLGOQOGLKRLOLPGOQCLHIVILARLIVGVDEGDV

FAAEVLHAVIHHVHQGCLLLVLPIEPWGWVEGSRPRDWAPDOQHTVTGDGPTRGLSVSPSL

GGGEEDVRGRMRDCHTAGAQSSPDTWEAAWHRARIAGTOQA

>i0_HQ_samplec9816d|c3248/f3p6/738
isoform=c3248;full_length_coverage=3;non_full_length_coverage=6;isoform_length=738

gctGGAGTTTCGCCGCCGCAGTCTTCGCCACCATGCCGCCCTACACCGTGGTCTATTTCCCAGTTCGAGGCCGCTGCGCG
GCCCTGCGCATGCTGCTGGCAGATCAGGGCCAGAGCTGGAAGGAGGAGGTGGTGACCGTGGAGACGTGGCAGGAGG
GCTCACTCAAAGCCTCCTGCCTATACGGGCAGCTCCCCAAGTTCCAGGACGGAGACCTCACCCTGTACCAGTCCAATACC
ATCCTGCGTCACCTGGGCCGCACCCTTGGGCTCTATGGGAAGGACCAGCAGGAGGCAGCCCTGGTGGACATGGTGAAT
GACGGCGTGGAGGACCTCCGCTGCAAATACGTCTCCCTCATCTACACCAACTATGAGGCGGGCAAGGATGACTATGTG
AAGGCACTGCCCGGGCAACTGAAGCCTTTTGAGACCCTGCTGTCCCAGAACCAGGGAGGCAAGACCTTCATTGTGGGA
GACCAGATCTCCTTCGCTGACTACAACCTGCTGGACTTGCTGCTGATCCATGAGGTCCTAGCCCCTGGCTGCCTGGATGC
GTTCCCCCTGCTCTCAGCATATGTGGGGCGCCTCAGTGCCCGGCCCAAGCTCAAGGCCTTCCTGGCCTCCCCTGAGTAC
GTGAACCTCCCCATCAATGGCAACGGGAAACAGTGAGGGTTGGGGGGACTCTGAGCGGGAGGCAGAGTTTGCCTTCC
TTTCTCCAGGACCAATAAAATTTCTAAGAGAG

>VIRT85693
MDOOOVOOVVVSEGDLVSHNEGLASLVLGQOQOGLKRLOLPGOQCLHIVILARLIVGVDEGD

FAAEVLHAVIHHVHQGCLLLVLPIEPKGAAQVTODGIGLVQGEVSVLELGELPYVY

>NM 000852 .
TGGGARAGAG
GCCGACGCCC

3 Homo sapien lutathione S-transferase pi 1 (GSTP1l), mRNA
GAAAGGCTTCCCC CAGCTGCGCGGCGACTCCGGG TCCAGGGCGCCCCTCTGCG
GGGTGCAGCGGCCGCCGGGGCTGGGGCCGHEL! “GGGACCCTCCAGAAGAGC
T
G
T

€]
€]

GTGACTCAGCACTG ) “CACC AAGGCTCGGAGGCCGCGA
AGTTTCGCCGCCGC ) )

GCGCGGCCC




GACCGTGGAGACGTGGCAGGAGGGC CAAAGCCTCCTGCCTATACGGGCAGCTCCCCAAGTTCCAG
GACGGAGACCTCACCCTGTACCAGTCCAATACCA “TGCGTCACCTGGGCCGCACCCTTGGGCTCTATG
GGAAGGACCAGCAGGAGGCAGCCCTGGTGGACATGGTGAATGACGGCGTGGAGGACCTCCGCTGCAAATA
CATCTCCCTCATCTACACCAACTATGAGGCGGGCAAGGAT TATGTGAAGGCACTGCCCGGGCAACTG
IAAGCCTTTTGAGACCCTGCTGTCCCAGAACCAGGGAGGCAAGACCTTCATTGTGGGAGACCAGATCTCCT
TCGCTGACTACAACCTGCTGGACTTGCTGCTGATC TGAGGTCCTAGCCCCTGGCTGCCTGGATGCGTT]
CCCCCTGCTCTCAGCATATGTGGGGCGCCTCAGTGCCCGGCCCAAGCTCAAGGCCTTCCTGGCCTCCCCT]
GAGTACGTGAACCTCCCCATCAATGGCAACGGGAAACAGTGAGGGTTGGGGGGACTCTGAGCGGGAGGCA
GAGTTTGCCTTCCTTTCTCCAGGACCAATAAAATTTCTAAGAGAGCTAAAAAAAAAAAAAAAAAAAAAARA

>NP 000843.1 glutathione S-transferase P [Homo sapiens]

MPPYTVVYFPVRGRCAALRMLLADQGQOSWKEEVVTVETWQEGSLKASCLYGQLPKEFQDGDLTLYQSNT I
RHLGRTLGLYGKDQQEAALVDMVNDGVEDLRCKYISLIYTNYEAGKDDYVKALPGQLKPFETLLSQONQGG]
KTFIVGDQISFADYNLLDLLLIHEVLAPGCLDAFPLLSAYVGRLSARPKLKAFLASPEYVNLPINGNGKOQ]

5/1103

03

GT
CGTGGA

/£2p5/1103
(Y
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GQLPKFQDGD

WHRARIAGTQA

Sequence | Header AA Seq
Present | i1_HQ_samplec9816d|c41519/f7p0/1143 | AU |
i0_HQ_samplec9816d|c8457/f2p5/954 VIRT6606

Absent il_HQ_samplec9816d|c11199/f3p18/1241 VIRT7678
NCBI NM_000526 NP_000517.2




>i1_HQ_samplec9816d|c41519/f7p0/1143
isoform=c41519;full_length_coverage=7;non_full_length_coverage=0;isoform_length=1143

AGACCAAAGGTCGCTACTGCATGCAGCTGGCCCAGATCCAGGAGATGATTGGCAGCGTGGAGGAGCAGCTGGCCCAG
CTCCGCTGCGAGATGGAGCAGCAGAACCAGGAGTACAAGATCCTGCTGGACGTGAAGACGCGGCTGGAGCAGGAGAT
CGCCACCTACCGCCGCCTGCTGGAGGGCGAGGACGCCCAGTGAGTCTTGGCCCTCCCCTTAGTCCGCGCCCCCCATGGC
ACTCTCACGGCCCCACCATGTATCTAATGATCCTGTCCTTTTCTATTTTCACAGCCTCTCCTCCTCCCAGTTCTCCTCTGGA
TCGCAGTCATCCAGAGATGGTAAGACCCTCCTCCTCTGCAGGCCTGGGCTCCAGGCCACCCTCTGTACCCCAAGCAGGT
CTAGGCATTGGCTAGGGGCTCCGTGAGGGGCTGAGCTCTAGTGCTGTCACCCAGTTTCCCTTGTGAACCTCCTTGGGTG
GAAGAAGCTATTTTCTAAACCCTCCTTAGGGCTAGGAGAGGCAGCCCCCACCTCTTGCTTCTACGTGGTGTCTGTGGCA
GATCCTATTGCTGTTGTGGTCAGCACCATGAACAGGGCCCTACAGGGCTCTTCCCACTGAGACCACTCCATTGGGTGAA
TATGGATGGAACCAGCCAGGTGTGAGCTCTTAGGAAGCTCTAATCTGAGGGCAAAGACTCTGTCTCTGACCTTTGGGA
GCCCTCGTCTGAAAGAAATGTGTTGATGGTATCAGTGCTTGGGCAACAGCAGGGAGTGAAGCAGTAATCAGGGGAGA
GGGCAATGGGGAGCCAGTTTGAGTTTCCTCACCTTCTTGGCCTCCTTACTCCTGATTAGTCCATTGTCTGTCCACCTCTGG
TAACGTCCTCTTCCCACCTCTTCCCCAGTGACCTCCTCCAGCCGCCAAATCCGCACCAAGGTCATGGATGTGCACGATGG
CAAGGTGGTGTCCACCCACGAGCAGGTCCTTCGCACCAAGAACTGAGGCTGCCCAGCCCCGCTCAGGCCTAGGAGGCC
CCCCGTGTGGACACAGATCCCACTGGAAGATCCCCTCTCCTGCCCAAGCACTTCACAGCTGGACCCTGCTTCACCCTCAC
CCCCTCCTGGCAAtcaatacagcttcattatctgagtt

>VIRT5673

MALSRPHHVSNDPVLEFYFHSLSSSQFSSGSQOSSRDGKTLLLCRPGLOATLCTPSRSRHWL

GAP

>i0_HQ_samplec9816d|c8457/f2p5/954
isoform=c8457;full_length_coverage=2;non_full_length_coverage=5;isoform_length=954

atgcccaaTGAGTCTTGGCCCTCCCCTTAGTCCGCCCCCCCATGGCACTCTCACGGCCCCACCATGTATCTAATGATCCTGC
CTTTTCTATTTTCACAGCCTCTCCTCCTCCCAGTTCTCCTCTGGATCGCAGTCATCCAGAGATGGTAAGACCCTCCTCCTCT
GCAGGCCTGGGCTCCAGGCCACCCTCTGTACCCCAAGCAGGTCTAGGCATTGGCTAGGGGCTCCGTGAGGGGCTGAGC
TCTAGTGCTGTCACCCAGTTTCCCTTGTGAACCTCCTTGGGTGGAAGAAGCTATTTTCTAAACCCTCCTTAGGGCTAGGA
GAGGCAGCCCCCACCTCTTGCTTCTACGTGGTGTCTGTGGCAGATCCTATTGCTGTTGTGGTCAGCACCATGAACAGGG
CCCTACAGGGCTCTTCCCACTGAGACCACTCCATTGGGTGAATATGGATGGAACCAGCCAGGTGTGAGCTCTTAGGAAG
CTCTAATCTGAGGGCAAAGACTCTGTCTCTGACCTTTGGGAGCCCTCGTCTGAAAGAAATGTGTTGATGGTATCAGTGC
TTGGGCAACAGCAGGGAGTGAAGCAGTAATCAGGGGAGAGGGCAATGGGGAGCCAGTTTGAGTTTCCTCACCTTCTT
GGCCTCCTTACTCCTGATTAGTCCATTGTCTGTCCACCTCTGGTAACGTCCTCTTCCCACCTCTTCCCCAGTGACCTCCTCC
AGCCGCCAAATCCGCACCAAGGTCATGGATGTGCACGATGGCAAGGTGGTGTCCACCCACGAGCAGGTCCTTCGCACC
AAGAACTGAGGCTGCCCAGCCCCGCTCAGGCCTAGGAGGCCCCCGTGTGGACACAGATCCCACTGGAAGATCCCCTCT
CCTGCCCAAGCACTTCACAGCTGGACCCTGCTTCACCCTCACCCCCTCCTggcaatcaatacagcttcattatctgagtt

TSRSFAPRTEAAQPRSGLGGPRVDTDPTGRSPLLPKHFTAGPCETLTPSW|




>i1_HQ_samplec9816d|c11199/f3p18/1241
isoform=c11199;full_length_coverage=3;non_full_length_coverage=18;isoform_length=1241

CTTCTGGTGGGCAGTGAGAAGGTGACCATGCAGAACCTCAACGACCGCCTGGCCTCCTACCTGGACAAGGTGCGTGCT
CTGGAGGAGGCCAACGCCGACCTGGAAGTGAAGATCCGTGACTGGTACCAGAGGCAGCGGCCTGCTGAGATCAAAGA
CTACAGTCCCTACTTCAAGACCATTGAGGACCTGAGGAACAAGATTCTCACAGCCACAGTGGACAATGCCAATGTCCTT
CTGCAGATTGACAATGCCCGTCTGGCCGCGGATGACTTCCGCACCAAGTATGAGACAGAGTTGAACCTGCGCATGAGT
GTGGAAGCCGACATCAATGGCCTGCGCAGGGTGCTGGACGAACTGACCCTGGCCAGAGCTGACCTGGAGATGCAGAT
TGAGAGCCTGAAGGAGGAGCTGGCCTACCTGAAGAAGAACCACGAGGAGGAGATGAATGCCCTGAGAGGCCAGGTG
GGTGGAGATGTCAATGTGGAGATGGACGCTGCACCTGGCGTGGACCTGAGCCGCATTCTGAACGAGATGCGTGACCA
GTATGAGAAGATGGCAGAGAAGAACCGCAAGGATGCCGAGGAATGGTTCTTCACCAAGACAGAGGAGCTGAACCGCG
AGGTGGCCACCAACAGCGAGCTGGTGCAGAGCGGCAAGAGCGAGATCTCGGAGCTCCGGCGCACCATGCAGAACCTG
GAGATTGAGCTGCAGTCCCAGCTCAGCATGAAAGCATCCCTGGAGAACAGCCTGGAGGAGACCAAAGGTCGCTACTGC
ATGCAGCTGGCCCAGATCCAGGAGATGATTGGCAGCGTGGAGGAGCAGCTGGCCCAGCTCCGCTGCGAGATGGAGCA
GCAGAACCAGGAGTACAAGATCCTGCTGGACGTGAAGACGCGGCTGGAGCAGGAGATCGCCACCTACCGCLGCCTGE
TGGAGGGCGAGGACGCCCACCTCTCCTCCTCCCAGTTCTCCTCTGGATCGCAGTCATCCAGAGATGTGACCTCCTCCAGC
CGCCAAATCCGCACCAAGGTCATGGATGTGCACGATGGCAAGGTGGTGTCCACCCACGAGCAGGTCCTTCGCACCAAG
AACTGAGGCTGCCCAGCCCCGCTCAGGCCTAGGAGGCCCCCCGTGTGGACACAGATCCCACTGGAAGATCCCCTCTCCT
GCCCAAGCACTTCACAGCTGGACCCTGCTTCACCCTCACCCCCTCCTGGCAATCAATACagcttcattatctgagt

ratin 14 (KRT14), mRNA
CTCGCTC

GGACGAACTGACCCTGGCCAGAGCTGACCTGGAGA
CCTGAAGAAGAALCACGAGGAGGAGATGAATGCCCT

GAGCAGCAGAACCAGGAGTACAAGAT
ACCGCCGCCTGCTGGAGGGCGAGGAC]

PCAAGGT ATGGAT

GA
CT
CAT

TATFTGAGTTFFATAAAAAAAAAAAAAAAAAA‘

>NP_000517.2 keratin, type I cytoskeletal 14 [Homo sapiens]

MTTCSRQFTSSSSMKGSCGIGGGIGGGSSRISSVLAGGSCRAPSTYGGGLSVSSSRFSSGGAYGLGGGY(
GGFSSSSSSFGSGFGGGYGGGLGAGLGGGFGGGFAGGDGLLVGSEKVTMONLNDRLASY LDKVRALEEAN|
IADLEVKIRDWYQRQRPAEIKDYSPYFKTIEDLRNKILTATVDNANVLLOIDNARLAADDFRTKYETELNI
RMSVEADINGLRRVLDELTLARADLEMOQIESLKEELAYLKKNHEEEMNALRGQVGGDVNVEMDAAPGVDL




SRILNEMRDQYEKMAEKNRKDAEEWFFTKTEELNREVATNSELVQSGKSEISELRRTMONLEIELQSQLS
MKASLENSLEETKGRYCMQLAQIQEMIGSVEEQLAQLRCEMEQONQEYKILLDVKTRLEQEIATYRRLLE]
GEDAHLSSSQFSSGSQSSRDVTSSSRQIRTKVMDVHDGKVVSTHEQVLRTKN|




~HQ samplec9816d|c8457/£2p5/954

il HQ samplec9816d[cl11199/£3pl18/1241

TCCTCCTCCCAGTTCTCCT

*kKk K K * Kk KK

GAGAT-GAA

INM 000526.4
il HQ samplec9816d|c41519/£7p0/1143
10 HQ samplec9816d|c8457/f2p5/954

AGAGCCTGAAGGAGGAGCTGGCCTAC----CTGAAGAAGAACCACGAGGAGGAGAT-GAA
CCTCCTCCTCTGCAGGCCTGGGCTCCAGGCCACCCTCTGTACCCCAAGCAGGTCTAGGCA
CCTCCTCCTCTGCAGGCCTGGGCTCCAGGCCACCCTCTGTACCCCAAGCAGGTCTAGGCA

il HQ samplec9816d|cl11199/£3pl18/1241
INM 000526.4
il HQ samplec9816d|c41519/£7p0/1143

* * * kKKK KKk K * * kKK K Kk KKk *  *

TGCCCTGAGAGGCCAGGTGGGTGGAGATGTCAATGTGGAGATGGACGCTGCACCTGGCGT
TGCCCTGAGAGGCCAGGTGGGTGGAGATGTCAATGTGGAGATGGACGCTGCACCTGGCGT
TTGGCTA-GGGGCTCCGTGAGGGGCTGAGCTCTAGTGCTGTCACC--CAGTTTCCCTTGT

10 HQ samplec9816d|c8457/£2p5/954

il HQ samplec9816d|cl11199/£3pl18/1241
INM 000526.4

TTGGCTA-GGGGCTCCGTGAGGGGCTGAGCTCTAGTGCTGTCACC--CAGTTTCCCTTGT

* * % * KKK *kKk K Kk * * kK * * x * **

GGACCTGAGCCGCATTCTGAACGAGATGCGTGACCAGTATGAGAAGATGGCAGAGAAGAA
GGACCTGAGCCGCATTCTGAACGAGATGCGTGACCAGTATGAGAAGATGGCAGAGAAGAA

117HQ75amplec9816d|c41519/f7p0/1143
10 HQ samplec9816d|c8457/f2p5/954

GAACCTCCTTGGGTGGAAGAAGCTATTTTCTAAACCCTCCTTAGGGCTAGGAGAGGCAGC
GAACCTCCTTGGGTGGAAGAAGCTATTTTCTAAACCCTCCTTAGGGCTAGGAGAGGCAGC

il HQ samplec9816d[cl11199/£3p18/1241

CCGCAA-GGATGCCGAGGAATGGTTCTTCACCAAG

INM 000526.4
il HQ samplec9816d|c41519/£f7p0/1143

CCGCAA-GGATGCCGAGGAATGGTTCTTCACCAAGACAGAGGAGCTGAACCGCGAGGTGG
CCCCACCTCTTGCTTCTACGTGGTGTCT----GTGGCAGATCCTATTGCTGTTGTGGTCA

10 HQ samplec9816d|c8457/£2p5/954

il HQ samplec9816d|cl11199/£3pl18/1241
NM 000526.4

CCCCACCTCTTGCTTCTACGTGGTGTCT----GTGGCAGATCCTATTGCTGTTGTGGTCA

il HQ samplec9816d|c41519/£7p0/1143
10 HQ samplec9816d|c8457/£2p5/954

il HQ samplec9816d[cl11199/£3pl18/1241

GCACCATGAACAGGGCCCTACA
GCACCATGAACAGGGCCCTACA

Kk KKK * * * * Kk

CTGGAGAAC

INM 000526.4
il HQ samplec9816d|c41519/£7p0/1143
10 HQ samplec9816d|c8457/f2p5/954

TGCAGAACCTGGAGATTGAGCTGCAGTCCCAGCTCAGCATGAAAGCATCCCTGGAGAACA
TCCATTGGGTGAATATGGATGG----AACCAGCCAGGTGTGAGC TCTTAGGAAGC
TCCATTGGGTGAATATGGATGG----AACCAGCCAGGTGTGAGC TCTTAGGAAGC

il HQ samplec9816d|cl11199/£3pl18/1241
INM 000526.4
il HQ samplec9816d|c41519/£7p0/1143

* kK kK K KKk Kk * kKKK * * kK

GCC - ~ C ~TA T SGAGATG
GCCTGGAGGAGACCAAAG———GTCGCTACTGCATGCAGCTGGC CCAGATCCAGGAGATG
TCTAATCTGAGGGCAAAGACTCTGTCTCTGACCTTTGGGAGCCCTCGTCTGAAAGAAATG

10 HQ samplec9816d|c8457/£2p5/954

il HQ samplec9816d|cl11199/£3pl18/1241
INM 000526.4

TCTAATCTGAGGGCAAAGACTCTGTCTCTGACCTTTGGGAGCCCTCGTCTGAAAGAAATG

* * kK Kk KKK * ** * ok * * * * * * Kk KKk

ATTGGC STGGA GCTGC( CTCCG( GATG
ATTGGCAGCGTGGAGGAGCAGCTGGCCCAGCTCCGCTGCGAGATGGAGCAGCAGAACCAG

117HQ75amplec98l6d|c41519/f7p0/1143
10 HQ samplec9816d|c8457/f2p5/954

GATGGTATCAGTGCTTGGGCAACAGCAGGGA
GATGGTATCAGTGCTTGGGCAACAGCAGGGA

il HQ samplec9816d|cl1199/£f3p18/1241

* ok kK K KKKk KKKk K

GAGTACAAGATCCTGCTG CGTGAAG G AT( CCTA

INM 000526.4
il HQ samplec9816d|c41519/£f7p0/1143

GAGTACAAGATCCTGCTGGACGTGAAGACGCGGCTGGAGCAGGAGATCGCCACCTACCGC
GTGAAGCAGTAATCAGGGGAGAGGGCAATGGGGAGCCAGTTTGAGTTTCCTCACCTTCTT

10 HQ samplec9816d|c8457/£2p5/954

il HQ samplec9816d|cl11199/£3pl18/1241
NM 000526.4

GTGAAGCAGTAATCAGGGGAGAGGGCAATGGGGAGCCAGTTTGAGTTTCCTCACCTTCTT

CGCCTGCTGGAGGGCGAGGACGCCCACCTCTCCTCCTCCCAGTTCTCCTCTGGATCGCAG

il HQ samplec9816d|c41519/£7p0/1143
10 HQ samplec9816d|c8457/£2p5/954

il HQ samplec9816d[cl11199/£3pl18/1241

GGCCTCCTTACTCCTGATTAGTCCATT--GTCTGTCCACCTCTGGTAACGTCCTCTTCCC
GGCCTCCTTACTCCTGATTAGTCCATT--GTCTGTCCACCTCTGGTAACGTCCTCTTCCC

“CTCCTCCAGC CAAATCCGCACCAAGGTCATG! 'GTGCAC

INM 000526.4
il HQ samplec9816d|c41519/£7p0/1143
10 HQ samplec9816d|c8457/f2p5/954

TCATCCAGAGATGTGACCTCCTCCAGCCGCCAAATCCGCACCAAGGTCATGGATGTGCAC
ACCTCTTCCCCAGTGACCTCCTCCAGCCGCCAAATCCGCACCAAGGTCATGGATGTGCAC
ACCTCTTCCCCAGTGACCTCCTCCAGCCGCCAAATCCGCACCAAGGTCATGGATGTGCAC

il HQ samplec9816d|cl11199/£3pl18/1241
INM 000526.4
il HQ samplec9816d|c41519/£f7p0/1143

* kK Kk kkkhhkhkhhkhkhkhkhkhk kA Ak AAKAA KA A KKK A Ak hkkkhkhkhhkhkhkkkk kK

GATGGCAAGGTGGTGTCCACCCACGAGCAGGTCCTTCGCACCAAGAACTGAGGCTGCCCA
GATGGCAAGGTGGTGTCCACCCACGAGCAGGTCCTTCGCACCAAGAACTGAGGCTGCCCA
GATGGCAAGGTGGTGTCCACCCACGAGCAGGTCCTTCGCACCAAGAACTGAGGCTGCCCA

10 HQ samplec9816d|c8457/£2p5/954

il HQ samplec9816d|cl11199/£3pl18/1241
INM 000526.4

GATGGCAAGGTGGTGTCCACCCACGAGCAGGTCCTTCGCACCAAGAACTGAGGCTGCCCA

E L R R R o S o L

GCC D AG TGGACA “AC C
GCCCCGCTCAGGCCTAGGAGGCCCCCCGTGTGGACACAGATCCCACTGGAAGATCCCCTC

117HQ75amplec98l6d|c41519/f7p0/1143
10 HQ samplec9816d|c8457/f2p5/954

GCCCCGCTCAGGCCTAGGAGGCCCCCCGTGTGGACACAGATCCCACTGGAAGATCCCCTC
GCCCCGCTCAGGCCTAGGAGGC-CCCCGTGTGGACACAGATCCCACTGGAAGATCCCCTC

il HQ samplec9816d|cl11199/£3pl18/1241

Kk kkkhkhkhhhkhkhkhkhkhkhAAAAAAK AAKAA KA Ak Ak hkhhhh kA Ak AAKANARAAKK KK K Kk & %




A\DLEMQIE
DLEMQIE

KRT16

Sequence | Header AA Seq

Present il_HQ_samplec9816d|c55807/f2p0/1013

il_HQ_samplec9816d|c63528/f5p0/1150

il_HQ_samplec9816d|c42043/f3p0/1040

Absent il_HQ_samplec9816d|c1544/f10p0/1305

NCBI NM_005557

>i1_HQ_samplec9816d|c55807/f2p0/1013
isoform=c55807;full_length_coverage=2;non_full_length_coverage=0;isoform_length=1013



atgcgtgaccagtacgagcagatggcagagaaaaaccgcagagacgctgagacctggttCCTGAGCAAGACCGAGGAGCTGAACAAAGAA
GTGGCCTCCAACAGCGAACTGGTACAGAGCAGCCGCAGTGAGGTGACGGAGCTCCGGAGGGTGCTCCAGGGCCTGGA
GATTGAGCTGCAGTCCCAGCTCAGCATGGTATGAAGGACCCAGCACAGCAGCAGCCCCCAAGTCACCAGTAATGGCCA
CCACCCCCTCAAAAAGCCACAGTCTAGTTCCACCTTTCTTTTCTCAGGATGGGACCAGGGGACTCATGGGACCGTTATAT
AGATAGAGAAACTAAGCCCTAGAATAGTGGGCTAGCTTTTCTCCATATTGTCTGGCCCATCAGTACCCCAACTGGGATC
AAAATCCAGGCATCTCTCAAAAAACATGCCCAGAGACCTGGAGGAACAGGAGTGACCACCTCCATGGACTCTTTTTCTC
TCTCTCACTTGCAGAAAGCATCCCTGGAGAACAGCCTGGAGGAGACCAAAGGCCGCTACTGCATGCAGCTGTCCCAGA
TCCAGGGACTGATTGGCAGTGTGGAGGAGCAGCTGGCCCAGCTACGCTGTGAGATGGAGCAGCAGAGCCAGGAGTAC
CAGATCTTGCTGGATGTGAAGACGCGGCTGGAGCAGGAGATTGCCACCTACCGCCGCCTGCTGGAGGGCGAGGATGC
CCACCTTTCCTCCCAGCAAGCATCTGGCCAATCCTATTCTTCCCGCGAGGTCTTCACCTCCTCCTCGTCCTCTTCGAGCCGT
CAGACCCGGCCCATCCTCAAGGAGCAGAGCTCATCCAGCTTCAGCCAGGGCCAGAGCTCCTAGAACTGAGCTGCCTCTA
CCACAGCCTCCTGCCCACCAGCTGGCCTCACCTCCTGAAGGCCCGGGTCAGGACCCTGCTCTCCTGGCGCAGTTCCCAG
CTATCTCCCCTGCTCCTCTGCTGgtggtgggctaataaagcetgactttctggttgatg

>VIRT34198

MDSESLSHLOKASLENSLEETKGRYCMOLSQIQGLIGSVEEQLAQLRCEMEQOSQEYQIL

LDVKTRLEQEIATYRRLLEGEDAHLSSQOASGOSYSSREVEFTSSSSSSSROTRPILKEQS
SSSESQGOSS

>i1_HQ_samplec9816d|c63528/f5p0/1150
isoform=c63528;full_length_coverage=5;non_full_length_coverage=0;isoform_length=1150

2acgtGGAGATGGATGCTGCACCTGGCGTGGACCTGAGCCGCATCCTGAATGAGATGCGCACCAGTACGAGCAGATGG
CAGAGAAAAACCGCAGAGACGCTGAGACCTGGTTCCTGAGCAAGGTGGGGCTCGGGCCCGCAGTGGCCTGCAGCACT
TCCCAGCTGGGGGCTTTGGGAGAGCCTCACCTTTCACTCTGCTTTCCTGCCTCAGACCGAGGAGCTGAACAAAGAAGTG
GCCTCCAACAGCGAACTGGTACAGAGCAGCCGCAGTGAGGTGACGGAGCTCCGGAGGGTGCTCCAGGGCCTGGAGAT
TGAGCTGCAGTCCCAGCTCAGCATGGTATGAAGGACCCAGCACAGCAGCAGCCCCCAAGTCACCAGTAATGGCCACCA
CCCCCTCAAAAAGCCACAGTCTAGTTCCACCTTTCTTTTCTCAGGATGGGACCAGGGGACTCATGGGACCGTTATATAGA
TAGAGAAACTAAGCCCTAGAATAGTGGGCTAGCTTTTCTCCATATTGTCTGGCCCATCAGTACCCCAACTGGGATCAAA
ATCCAGGCATCTCTCAAAAAACATGCCCAGAGACCTGGAGGAACAGGAGTGACCACCTCCATGGACTCTTTTTCTCTCTC
TCACTTGCAGAAAGCATCCCTGGAGAACAGCCTGGAGGAGACCAAAGGCCGCTACTGCATGCAGCTGTCCCAGATCCA
GGGACTGATTGGCAGTGTGGAGGAGCAGCTGGCCCAGCTACGCTGTGAGATGGAGCAGCAGAGCCAGGAGTACCAG
ATCTTGCTGGATGTGAAGACGCGGCTGGAGCAGGAGATTGCCACCTACCGCCGCCTGCTGGAGGGCGAGGATGCCCA
CCTTTCCTCCCAGCAAGCATCTGGCCAATCCTATTCTTCCCGCGAGGTCTTCACCTCCTCCTCGTCCTCTTCGAGCCGTCA
GACCCGGCCCATCCTCAAGGAGCAGAGCTCATCCAGCTTCAGCCAGGGCCAGAGCTCCTAGAACTGAGCTGCCTCTACC
ACAGCCTCCTGCCCACCAGCTGGCCTCACCTCCTGAAGGCCGGGTCAGGACCCTGCTCTCCAGCGCAGTTCCCAGCTGT
CTCCCTGCTCCTCTGCTGGTGGTGGGctaataaagctgactttctggttgat




>i1_HQ_samplec9816d|c42043/f3p0/1040
isoform=c42043;full_length_coverage=3;non_full_length_coverage=0;isoform_length=1040

gtgacggagctccggagggtgctccagggectggagattgagetgeagtcccagetcagcatGGTATGAAGGACCCAGCACAGCAGCAGCCC
CCAAGTCACCAGTAATGGCCACCACCCCCTCAAAAAGCCACAGTCTAGTTCCACCTTTCTTTTCTCAGGATGGGACCAGG
GGACTCATGGGACCGTTATATAGATAGAGAAACTAAGCCCTAGAATAGTGGGCTAGCTTTTCTCCATATTGTCTGGCCC
ATCAGTACCCCAACTGGGATCAAAATCCAGGCATCTCTCAAAAAACATGCCCAGAGACCTGGAGGAACAGGAGTGACC
ACCTCCATGGACTCTTTTTCTCTCTCTCACTTGCAGAAAGCATCCCTGGAGAACAGCCTGGAGGAGACCAAAGGCCGCT
ACTGCATGCAGCTGTCCCAGATCCAGGGACTGATTGGCAGTGTGGAGGAGCAGCTGGCCCAGCTACGCTGTGAGATG
GAGCAGCAGAGCCAGGAGTACCAGATCTTGCTGGATGTGAAGACGCGGCTGGAGCAGGAGATTGCCACCTACCGCCG
CCTGCTGGAGGGCGAGGATGCCCACCTTTCCTCCCAGCAAGCATCTGGCCAATCCTATTCTTCCCGCGAGGGTAAGGCT
TCTGAGGCTCCCCGGCACTGCAGCCCCTCTGCCTGTTTCCATGGAGTGGGGGCTGGGCCCTTCTCCTCAGAGCTCCCAG
CCCTCCCTTCTCCCTGCCCTGGAGTCAGCTTAGCTCTCAGACCCCTTCTCACCTCCTCTTCTCTCTCCCACAGTCTTCACCTC
CTCCTCGTCCTCTTCGAGCCGTCAGACCCGGCCCATCCTCAAGGAGCAGAGCTCATCCAGCTTCAGCCAGGGCCAGAGC
TCCTAGAACTGAGCTGCCTCTACCACAGCCTCCTGCCCACCAGCTGGCCTCACCTCCTGAAGGCCCGGGTCAGGACCCT
GCTCTCCTGGCGCAGTTCCCAGCTATCTCCCCTGCTCCTCTGCTggtggtgggctaataaagetgactttctggttgat

>i1_HQ_samplec9816d]|c1544/f10p0/1305
isoform=c1544;full_length_coverage=10;non_full_length_coverage=0;isoform_length=1305

acacacagcagagttgatcctgggctgaataatccagagtgaggagttggacgggaccgggaGTGATGAAATCCAGAGGGGAACCTGGAGT
CAGCAGTTAGGAGGGCCCCGCCTTCCCCAGCTGCATATAAAGGTGCGTGCTCTGGAGGAGGCCAACGCCGACCTGGAA
GTGAAGATCCGTGACTGGTACCAGAGGCAGCGGCCCAGTGAGATCAAAGACTACAGTCCCTACTTCAAGACCATCGAG
GACCTGAGGAACAAGATCATTGCGGCCACCATTGAGAATGCGCAGCCCATTTTGCAGATTGACAATGCCAGGCTGGCA
GCCGATGACTTCAGGACCAAGTATGAGCACGAACTGGCCCTGCGGCAGACTGTGGAGGCCGACGTCAATGGCCTGCGC
CGGGTGTTGGATGAGCTGACCCTGGCCAGGACTGACCTGGAGATGCAGATCGAAGGCCTGAAGGAGGAGCTGGCCTA
CCTGAGGAAGAACCACGAGGAGGAGATGCTTGCTCTGAGAGGTCAGACCGGCGGAGATGTGAACGTGGAGATGGAT
GCTGCACCTGGCGTGGACCTGAGCCGCATCCTGAATGAGATGCGTGACCAGTACGAGCAGATGGCAGAGAAAAACCG
CAGAGACGCTGAGACCTGGTTCCTGAGCAAGACCGAGGAGCTGAACAAAGAAGTGGCCTCCAACAGCGAACTGGTAC
AGAGCAGCCGCAGTGAGGTGACGGAGCTCCGGAGGGTGCTCCAGGGCCTGGAGATTGAGCTGCAGTCCCAGCTCAGC
ATGAAAGCATCCCTGGAGAACAGCCTGGAGGAGACCAAAGGCCGCTACTGCATGCAGCTGTCCCAGATCCAGGGACTG
ATTGGCAGTGTGGAGGAGCAGCTGGCCCAGCTACGCTGTGAGATGGAGCAGCAGAGCCAGGAGTACCAGATCTTGCT
GGATGTGAAGACGCGGCTGGAGCAGGAGATTGCCACCTACCGCCGCCTGCTGGAGGGCGAGGATGCCCACCTTTCCTC
CCAGCAAGCATCTGGCCAATCCTATTCTTCCCGCGAGGTCTTCACCTCCTCCTCGTCCTCTTCGAGCCGTCAGACCCGGCC
CATCCTCAAGGAGCAGAGCTCATCCAGCTTCAGCCAGGGCCAGAGCTCCTAGAACTGAGCTGCCTCTACCACAGCCTCC
TGCCCACCAGCTGGCCTCACCTCCTGAAGGCCCGGGTCAGGACCCTGCTCTCCTGGCGCAGTTCCCAGCTATCTCCCCTG
CTCCTCTGCTGGTGGTGGGCTAATAAAGCTgactttctggttgat




>NM 005557.3 Homo sapiens keratin 16 (KRT16), mRNA

CTCAGCCTTCCTGAGCA!
TGACCACCTGCAGCCG
CGGGGGCGG TGCCGTGCCCCCAGCACCTACGGG
GGCGGCCTGTCTGTCT GFTTFTf GCGGGCTGGGGGGCGGCTATGGCGGTG]
GCTTCAGCAGCAGCAGCAGCTTTGGTAGTGGCTTCGGGGGAGGATATGGTGGTGGCCTTGGTGCTGGCTT
CGGTGGTGGCTTGGGTGCTGGCTTTGGTGGTGGTTTTGCTGGTGGTGATGGGCTTCTGGTGGGCAGTGAG
I AAGGTGACCATGCAGAACCTCAATGACCGCCTGGCCTCCTACCTGGACAAGGTGCGTGCTCTGGAGGAGG]
CCAACGCCGAC AGGCAGCGGCCCAGTGAGATCAAAGACTA
CAGTCCCTACT TFGAGGAC3TGAGGAALAAGATLATTGCGGCCACCATTGAGAATG CAG
CCCATTTTGCAGATTGACAATGCCAGGCTGGCAG( ATGACTTCAGGACCAAGTATGAGCATGAACTGG]
CCCTGCGGCAGACTGTGGAGGCCGACGTCAATGGC GGTGTTGGATGAGCTGACCCTGGCCAG]
GACTGACCTGGAGATGCAGATCGAAGGCCTGAAGGAGGAGCTGGCCTACCTGAGGAAGAACCACGAGGACG
GAGATGCTTGCTCTGAGAGGTCAGACCGGCGGAGATGTGAACGTGGAGATGGATGCTGCACCTGGCGTGG
IACCTGAGCCGCATCCTGAATGAGATGCGTGACCAGTACGAGCAGATGGCAGAGAAAAACCGCAGAGACGC
AAGAAGTGGCCTCCAACAGCGAACTGGTACAG
IAGCAGCCGCAGTGAGGTGACGGAGC “GGAGGGTGCTCCAGGGCCTGGAGATTGAGCTGCAGTCCCAGC]
TCAGCATGAAAGCATCCCTGGAGAACAGCCTGGAGGAGACCAAAGGCCGCTACTGCATGCAGCTGTCCCA
GATCCAGGGACTGATTGGCAGTGTGGAGGAGCAGCTGG AGCTACGCTGTGAGATGGAGCA AGC]
CAGGAGTACCAGATCTTGCTGGATGTGAAGACGCGGCTGGAGCAGGAGATTGCCACCTACCGCCGCCTGC
TGGAGGGCGAGGATGC “CTTTCC CAGCAAGC TGGCCAATCCTATTCTTCCCGCGAGGTCTT
CACCTCCTCCTCGTCCTCTTCGAGCCGTCAGACCCGGCCCATCCTCAAGGAGCAGAGCTCATCCAGCTTC
IAGCCAGGGCCAGAGCTCCTAGAACTGAGCTGCCTCTAC AGCCTCCTGCCCACCAGCTGGCCTCACCT]
CCTGAAGGCCCGGGTCAGGACCCTGCTCTC GGCGCAGTT AGCTATCTCCCCTGCTCCTCTGCTGG
TGGTGGGCTAATAAAGCTGACTTTCTGGTTGATGCAAAAA
>NP_005548.2 keratin, type I cytoskeletal 16 [Homo sapiens]
MTTCSRQFTSSSSMKGSCGIGGGIGGGSSRISSVLAGGSCRAPSTYGGGLSVSSRESSGGACGLGGGYGG]
GESSSSSFGSGFGGGYGGGLGAGFGGGLGAGEFGGGFAGGDGLLVGSEKVTMONLNDRLASYLDKVRALEE
IANADLEVKIRDWYQRORPSEIKDYSPYFKTIEDLRNKITAATIENAQPILQIDNARLAADDFRTKYEHEL
ALRQTVEADVNGLRRVLDELTLARTDLEMQIEGLKEELAYLRKNHEEEMLALRGQTGGDVNVEMDAAPG
DLSRILNEMRDQYEQMAEKNRRDAETWFLSKTEELNKEVASNSELVQSSRSEVTELRRVLOGLEIELQSQ
LSMKASLENSLEETKGRYCMQLSQIQGLIGSVEEQLAQLRCEMEQQOSQEYQILLDVKTRLEQETIATYRRL
LEGEDAHLSSQQASGQSYSSREVFTSSSSSSSRQTRPILKEQSSSSEFSQGQSS

5807/£2p0/1013
28/£5p0/1150

il:HO eample :9816d|c42043/£3p0/1040
“HQ_ 9816d|c55807/£2p0/1013
il HQ samplec9816d|c63528/£5p0/1150

GCTCCTGCGGCATCGG
c42043/£3p0/1040
! ;007/f },O/l\ll\

16d|c42043/£3p0/10

“TCCTCCGT =

GTCTGTC




c55807/£2p0/1013
8/£5p0/1150

samp
 samp

“HQ 816d|c
iliHQisamplecv?lEdl.w‘

CTGCATATAA

11 HO Gamplw,9916d|

GTCCCTACTTCAA
