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Fig. S2. Evaluation of the incorporation of 5mC in the jagged ends during the 
end repair step. (A) The synthetic jagged end with 13 nt in size. The 
lowercases represent the bases in the jagged end that will involve the filling of 
mC. The uppercases represent the bases in the double-stranded region that 
will not involve filling of mC.  (B) The synthetic jagged end with 22 nt in size. (C) 
Validation of the CC-tag strategy using a synthetic oligonucleotide carrying 
jagged end. The capital letters indicate the bases in double-stranded DNA. The 
lowercase letters indicate the bases in single-stranded DNA of a jagged end. 
(D) Methylation levels at CH sites for DNA samples end-repaired with 
unmethylated Cs (blue dots) and methylated C (red dots), respectively.


