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Figure S1. The effect of HSP70 and eIF4G mRNA expression on OS and PFS among HCC patients in
the TCGA database. (A,B). Kaplan-Meier survival plots presenting OS and PFS in HCC tumor
specimens based on HSPA1A expression. (C,D). Kaplan-Meier survival curves showing OS and PFS
in HCC tumor specimens based on HSPA1B expression. (E,F). The OS and PFS curves of HCC patients
were assessed according to eIF4G expression. p values were calculated using the log-rank test.
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Figure S2. HSP70 interacts with eIF4G in vitro. (A, B). HepG2 and Huh7 cells were transfected with
pCMV3-N-FLAG-HSP70 plasmid or elF4G siRNA or co-transfected with pCMV3-N-FLAG-HSP70
plasmid and eIF4G siRNA. Protein expressions of HSP70 and elF4G were measured by western
blot. Data presented as mean + SD. * p <0.05, *** p <0.001, **** p <(0.0001 compared to
corresponding control groups.
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Figure S3. Quantitative data analysis of Figure 4B-D. (A). Quantitative data analysis of Figure 4B. (B).
Quantitative data analysis of Figure 4C. (C). Quantitative data analysis of Figure 4D.
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Figure S4. Raw data of western blots from Figure3, 4 and S2.



