5’UTR of all SARS-CoV isolates

= [ B [ |

‘ M€: Alignment Explorer (All Coronavirus FASTAseq-MEGAZ2-UTRalign.fas)

o B 4B X ¥ [ mE[ o pP

Data Edit Search Alignment Web Sequencer Display Help
DY =& W o

DNA Sequences |Trans|ated Protein Sequences ‘

AYIDEIBE.2_EARS_ssremavizss BSI-Ce_slets gwmeme

ATIBEBE.2_SARI_corenevicas T30 caplets_seawe

AYIBEIT.2_EARS_cormmevizs 253 complets_gensme
2_SARS_coconerices IS1_comiute_geocee
2_SRRS_coromevizes I3 soiute_genme

Site# 1 Z @ with  © wioGaos




5’UTR of all SARS-CoV-2 isolates

nment Explorer (CoV-2 all SUTR)

Data Edit Search Alignment Web Sequencer

Display Help

DEEE|=®F WY o

1. 's]

DNASequences ‘ Translated Protein Sequences ‘

oo e

e
T ——

5 _7a6s/2023 (x9r_rss,_siszerzoze:

|28 mmev-2n/meng Fong/Cased T25a3033/2323 T03_TEL saTa
=,

= /230 1T73 20 8

EN zes 12Rs_tsm g
Ja=. =51
|38 scer28/Tacses/rm_Tmoszo/acanizes_om sismasizas:

Jss. 71,8
|42. scav-28/biamtcafce-zomm_oa fzozsiaes_T_samwmaia

lse. o3 s
&7 scorrn /e fon 220 m_zsm_sassen 2
s mcvm1n/maemasssnes forenene_3 2550 7 _Tsr_sisss i

|- mcovesn a2

BCov-18/Rmasie/StPataratary— 3514 /2073 | TPT_TaL,_s35T

=
Site # 61 =




