S1 Table. Variable loop sequences and the folding free energies of the acceptor stem/Tstem

loop of predicted Trm8 substrate tRNAs of S. pombe trm8A mutants

Variable loop  AG° 37 (Kcal/mole)

tRNA sequence Acceptor/T stem loop
tC(GCA-1) AGGUC -16.0
tF(GAA-1) UGGUC -16.8
tT(CGU) AGGUC -16.8
tT(AGU) AGGCC -16.9
tK(UUU) AGGUU -17.0
tP (AGG) UGGUC -17.7
tA(AGC) AGGUC -17.7
tR(CCU) AGGUU -18.2
tC(GCA-2) AGGUC -18.3
tF(GAA-2) UGGUC -18.5
tV(AAC) CGGUC -19.9
tMe (CAU) AGGUU -20.2
tY(GUA) UGGUC -20.5
tP(UGG-1) UGGUC -20.6
tW(CCA) AAGUC -20.7
tV(UAC) CGGUC -20.9
tA(UGC) UCGuUC -22.0
tK(CUU) AGGUU -22.2
tP(UGG-1) UGGUC -23.7
tI(AAU) AUGUC -24.0
tA(CGC) AGGUC -24.2
tN(GUU) AGGUC -25.2
tMi(CAU) AGGUU -25.5

tV(CAC) AGGUC -25.5



