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Supplementary Figure S1 Antibiotic resistance phenotypes and genotypes of
recovered E. coli

A: Antibiotic resistance profile of all 83 E. coli and 53 mcr-1-positve E. coli
(MCREC) (AMP, ampicillin; CTX, cefotaxime; CAZ, ceftazidime; FOX, cefoxitin;
AMK, amikacin; GEN, gentamicin; APR, apramycin; NEO, neomycin; STR,
streptomycin; TET, tetracycline; FFC, florfenicol; CL, colistin; FOS, fosfomycin;
CIP, ciprofloxacin).

B: Detection of antibiotic resistance genes and plasmids in all 83 E. coli isolates.



Supplementary Table S1 Primers used for PCR in this study

Primer Size
Gene Sequence (5'-3") References
name (bp)
mer-1 mer-1-F CGGTCAGTCCGTTTGTTC 309
Liu et al., 2016
mer-1-R CTTGGTCGGTCTGTAGGG
blactxm-ic  blactxm-1-F CTTCCAGAATAAGGAATCCC 949 Pitout et a]_’
blactx-m-1-R CGTCTAAGGCGATAAACAAA 2004
blactxmoc  blactxao-F TGACCGTATTGGGAGTTTG 902 Costa et al.,
blactx-m-9-R ATGATGACTCAGAGCATTCG 2006
fosA3 FosA3-F GCGTCAAGCCTGGCATTT 282 Hou et al.,
FosA3-R GCCGTCAGGGTCGAGAAA 2012
rmitB rmtB-F ATATCAACGATGCCCTCAC 725
Lietal., 2015
rmtB-R AAGTTCTGTTCCGATGGTC
floR floR-F CTGAGGGTGTCGTCATCT AC 673 Chen et al.,
floR-R GCTCCGACAATGCTGACT AT 2004

IncHI2 IncHR2-F  TTTCTCCTGAGTCACCTGTTAACAC 644 Carattoli et al.,

IncHI2-R GGCTCACTACCGTTGTCATCCT 2005
Incl2 IncI2-F CTGTCGGCATGTCTGTCTC 553
Lvetal., 2013
IncI2-R CTGGCTACCAGTTGCTCTAA
Incll Incl1-F CGAAAGCCGGACGGCAGAA 139 Carattoli et al.,
Incl1-R TCGTCGTTCCGCCAAGTTCGT 2005
IncX4 IncX4-F ~ AGCAAACAGGGAAAGGAGAAGACT 569  Johnson et al.,
IncX4-R TACCCCAAATCGTAACCTG 2012
IncFII FrepB-F TGATCGTTTAAGGAATTTTG 270 Carattoli et al.,

FrepB-R GAAGATCAGTCACACCATCC 2005




Supplementary Table S2 Primers used for determining genetic environment of

mcr-1

Primer Size
Region Sequence (5'-3") References
name (bp)

ISApli-mcr-1  ISAp-F CGAAGCACCAAGACATCA 393 Yietal.,

MCR-R TTTCTCGCTCGTTTATTGTA 2017
mcr-1-1SApll ~ Mhp-F TTGCCAGATTTGCTACTGT 696 Wuetal,
ISAp-R TTTCTCGCTCGTTTATTGTA 2018

Incl2-mcr-1 Incl2-F AGTGGATGTTACGGAGCAG 894 Wuetal,
mprA-R CCACAAGAACAAACGGACT 2018
mcr-1-Incl2  clrAD-F GTATCTGGTGCTGACTTTGA 723  Wuetal,
IncI2-R ACTTAGCGATCTCGTTGTT 2018
IncX4-mcr-1  IncX4-F3 AGAGCTTGAGGGAATAGAA 879 Wuetal,
mcr-R3 CACAGGCTTTAGCACATAG 2018
mcr-1-IncX4  mer-F5  AACGGTGTCTATCTACATGGTAT 1674 Wuetal,

IncX4-R5 CATTGAATTTGTTCGTCCTC 2018
IncHI2-mcr-1  HI2-M-F ~ TGGGGTAATGAGCATGAAACA 1558 _
This study
HI2-M-R CACAAAGCCGAGATTGTCC
mcr-1-IncHI2 ~ M-HI2-F GATGATCGCACCACGACGG 1215 '
This study

M-HI2-R  CCGGAGGCAAAATTCCCGTT
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