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Supplementary Data 

Supplementary Figure 1: FMRP is predicted to bind to multiple regions of SARS-CoV-2 RNA. The 
catRAPID Global Score algorithm with weighted fragmentation predicts multiple FMRP binding 
sites in both positive (A) and negative (B) sense SARS-CoV-2 RNA. The top 20 interactions are 
displayed with RNA sequence positions on the x-axis versus interaction score on the y-axis. RNA 
coordinates are reported relative the NCBI database. 
 




