
Description of Additional Supplementary Files 
 
Supplementary Data 1.  
Curated metadata and characteristics of RNA-seq experiments. 
Supplementary Data 2.  
The numbers of RNA-seq experiments included in the final dataset with SVA-log-TMM-
FPKM metrics. 
Supplementary Data 3.  
RNA-seq samples excluded by transcriptome amalgamation. 
Supplementary Data 4.  
Orthogroup statistics. 
Supplementary Data 5. 
The numbers and statistical significance of of PEO shifts. 
Supplementary Data 6.  
Significantly enriched terms in KEGG pathway enrichmnt analysis of genes involved in PEO 
shifts (adjusted P value < 0.05). 

 


