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UCSC annotations of RefSeq RNAs (NM_* and NR_*)

NHGRI-EBI Catalog of Published Genome-Wide Association Studies
Common (1000 Genomes Phase 3 MAF >= 1%) Short Genetic Variants from dbSNP Release 153

SNPedia all SNPs (including empty pages)

ITPR1
ITPR1
ITPR1
ITPR1

ITPR1
ITPR1
ITPR1
ITPR1
ITPR1
ITPR1

rs79379778 G/A rs78575407 T/A
rs10212373 C/G/T

rs80188039 A/G
rs34223228 A/C/G/T

rs7639927 A/T
rs75898076 G/A

rs901852 T/C

rs114924116 C/T
rs115524808 G/T
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Reference Assembly Alternate Haplotype Sequence Alignments
NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*) - Annotation Release GCF_000001405.25_GRCh37.p13 (2017-04-19) 

UCSC annotations of RefSeq RNAs (NM_* and NR_*)

NHGRI-EBI Catalog of Published Genome-Wide Association Studies
Common (1000 Genomes Phase 3 MAF >= 1%) Short Genetic Variants from dbSNP Release 153

SNPedia all SNPs (including empty pages)

SMAD1
SMAD1
SMAD1

BC042377

SMAD1
SMAD1
SMAD1
SMAD1
SMAD1
SMAD1
SMAD1
SMAD1

SMAD1-AS2
SMAD1

SMAD1
SMAD1
SMAD1

SMAD1
SMAD1

SMAD1
SMAD1

SMAD1-AS2
rs144783209

rs80240946 A/C
rs112839410 (A)9/(A)8/(A)10/(A)11

rs6854034 C/G/T
rs6537355 A/G

rs114410635 A/G
rs542771916 delins
rs12646702 G/A/T
rs549487045 G/A
rs569246733 G/C
rs114809646 G/A

rs13144151 A/G/T
rs144783209 G/C/T

rs13118865 C/T
rs73852318 T/G

rs79766318 C/G
rs17020200 A/G
rs73852319 G/A

rs17020201 T/G

rs77621889 A/C/G
rs79140855 T/A

rs147788531 C/T
rs73852321 T/G

rs17020202 C/G/T

rs148420197 (T)6/(T)7

rs6816306 A/G
rs11392205 -/T
rs55835219 C/T
rs113919385 T/G

rs143336420 (T)5/(T)6
rs9968492 A/G

rs114784658 T/C
rs112129955 G/-

rs7672606 T/C

rs373681989 (T)12/(T)10/(T)11/(T)13

rs7695203 C/G

rs57797623 A/T
rs60369536 delins
rs113320915 G/A/T

rs80035907 G/A
rs73852324 T/C

rs34107624 C/T
rs6822700 G/A

rs6823513 G/A
rs768139 A/T
rs959641 A/C

rs118124369 G/A

rs57612157 AAA/AA

rs7672306 G/A

rs10519733 G/A
rs143037294 C/A/G

rs116789967 A/G

rs201421459 (A)8/(A)7/(A)9

rs7686994 C/A/G/T
rs76549258 G/A/T

rs73852327 T/A
rs11944685 A/G

rs73852328 G/A

rs78610305 G/A

rs11355954 (T)5/TTTT

rs7677160 A/T
rs78029767 G/T
rs114731804 T/C

rs114012317 G/A/T

rs7699931 G/A

rs72722177 G/A
rs6537356 G/A

rs74424042 G/A
rs75375607 A/G
rs80156013 T/C
rs80165918 G/A

rs58468364 delins
rs112272623 G/A/C

rs143772461 A/G

rs11930324 A/T
rs11934722 G/T
rs11931456 T/C

rs17020235 A/G/T

rs17020236 T/G

rs17020237 G/A/T

rs1055440 G/C
rs2289737 T/C

rs77822876 G/A

rs80073205 A/G

rs111371887 C/A
rs11935237 T/C

rs75714175 C/A/G

rs115156299 G/A/C

rs11939520 G/A

rs11935522 A/C

rs11930852 C/T
rs72946716 A/G

rs112199749 G/A

rs7689005 A/G

rs11285972 (T)13/(T)11/(T)12/(T)14
rs34504494 (T)12/(T)10/(T)11/(T)13

rs9685596 C/G
rs142995001 G/C

rs17020248 A/G/T
rs78430850 C/T

rs2068991 T/A/G
rs112960939 A/G

rs141057736 A/C/G

rs17020251 A/G

rs11936636 G/A/C

rs116642050 C/T

rs17797805 C/T
rs79736443 C/T
rs116349959 A/G

rs79433655 C/T

rs1553944345 AA/-

rs7685387 C/T

rs7685592 C/G
rs7684336 G/A

rs13137598 T/C
rs542570974 delins

rs9683725 C/T
rs79065697 A/G/T
rs2118438 A/C/G/T

rs77935640 T/C

rs142909071 CG/-

rs35756866 delins

rs78898996 T/A
rs80281893 T/C

rs7694604 T/G

rs145449180 C/T

rs7661162 A/G
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NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*) - Annotation Release NCBI Homo sapiens Updated Annotation Release 105.20190906 (2019-10-24) 

UCSC annotations of RefSeq RNAs (NM_* and NR_*)
NHGRI-EBI Catalog of Published Genome-Wide Association Studies

SNPedia all SNPs (including empty pages)
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Reference Assembly Alternate Haplotype Sequence Alignments
NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*) - Annotation Release GCF_000001405.25_GRCh37.p13 (2017-04-19) 

UCSC annotations of RefSeq RNAs (NM_* and NR_*)

NHGRI-EBI Catalog of Published Genome-Wide Association Studies
Common (1000 Genomes Phase 3 MAF >= 1%) Short Genetic Variants from dbSNP Release 153

SNPedia all SNPs (including empty pages)

ZBTB2 RMND1
RMND1
RMND1

ZBTB2
RMND1
RMND1
ZBTB2 RMND1

RMND1
rs367763803 rs9397403

rs3849798 T/C
rs75492694 G/C

rs113584610 A/C
rs79156924 T/C
rs9397047 G/C

rs190497482 T/C
rs139952911 AACAA/AA/(AAC)2AA

rs116094007 A/G
rs78811723 C/T

rs57174991 delins
rs34576160 G/A
rs3860810 G/A

rs73625353 G/A
rs34664650 delins

rs201717156 AG/AGAG
rs34471491 G/T

rs9383568 C/T
rs56134963 T/C

rs7761636 A/C/G
rs5880929 ins

rs1554338298 -/C
rs139683250 G/A

rs12528339 C/T
rs79626929 T/G

rs59499115 A/G
rs9397400 C/T

rs73625355 G/A
rs72997903 G/A/T

rs143075183 C/G
rs4870016 G/A

rs76750410 A/G
rs201161192 G/GCG

rs9397401 C/G/T

rs10002 G/A

rs114800238 C/T
rs367763803 delins

rs186460752 A/G
rs191531769 C/A/T

rs114147637 G/T

rs58293474 delins
rs187511830 T/C

rs7767677 G/T

rs74594216 G/C

rs79679195 C/A

rs76723008 G/A
rs6557134 T/C

rs9479029 T/C

rs375748124 delins

rs7765741 A/G
rs74552445 A/G

rs7746473 C/T

rs145102156 TCCATAT/T

rs7749424 G/A
rs79599988 G/C

rs10080229 T/C
rs114243905 G/A/T

rs73780663 G/A

rs139529985 C/G

rs60942136 delins

rs139874200 A/G

rs76424060 C/T
rs79650526 T/C

rs4869728 G/A
rs4869729 T/G

rs113312541 G/A

rs201592820 delins

rs9371513 A/C/G/T
rs9479030 C/A/T

rs7770865 G/A/C/T
rs114136455 G/T
rs114473183 T/C

rs7771156 G/A
rs7771204 G/T

rs7772990 C/T

rs7759049 T/C

rs532173089 A/G
rs551881159 A/G

rs199624920 delins
rs147518562 (AG)3A/AGA/AGAGA

rs79854892 C/T

rs11453957 delins
rs151046896 AAAA/AA

rs7739424 G/A
rs7764129 A/G

rs10597877 (GA)3/GA/GAGA

rs61228536 T/G

rs9479033 G/A

rs77357408 T/C
rs145831014 TGCT/T

rs72997904 G/T

rs34093779 ATAAT/(ATA)2AT
rs116354818 T/C

rs10579566 GAGGA/GA/(GAG)2GA

rs151184174 C/T

rs57571065 C/A/T

rs115181518 G/A
rs116621273 T/C

rs118069541 C/T

rs75097703 A/T

rs10639707 A/AAA
rs60733997 T/C

rs35871051 delins
rs3757312 G/T

rs115079861 C/G/T

rs3757314 T/C

rs149556269 CCCC/CCC

rs3757315 C/A/T

rs9371514 C/T

rs34311470 delins

rs78802987 T/G

rs9383887 G/A/T

rs9397403 C/T

rs12174203 T/C

rs9383888 A/G/T
rs113257755 G/A/C

rs199588159 A/AA

rs7769780 A/G

rs75630253 A/C

rs7774446 T/C
rs6557135 T/C

rs75668919 A/G

rs76494844 C/A/T
rs7775083 A/C/T

rs7775084 A/C

rs6557136 T/G
rs6923684 C/G
rs144840337 A/G

rs78375092 C/G

rs9478202 A/G
rs9383889 C/T
rs9383890 A/G

rs35691230 delins
rs145668307 T/C

rs13207677 C/G/T
rs58578106 C/A/G

rs142395054 A/G/T

rs9322318 G/A

rs140574606 A/G

rs113539046 T/A/C
rs113467109 C/A/T

rs137889614 A/C/G/T

rs12525623 C/T

rs73780666 C/T
rs6557138 C/T
rs6915956 A/G

rs6921042 T/C/G

rs73780679 A/G

rs75763514 C/T

rs60862608 delins

rs9383570 T/C
rs77850053 A/G
rs9479034 G/A/T

rs9383891 C/A/G/T
rs60701331 C/T

rs71014582 A/AA

rs9397404 C/G
rs9371217 T/A

rs6937971 T/C

rs9479035 C/T
rs57689380 T/C

rs9371515 T/A/C

rs12528441 A/C/G

rs114899386 T/C
rs9397405 G/T

rs112952135 delins
rs61504956 delins

rs115079861
rs886037773
rs886037771
rs397515421
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UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)
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Haplotypes to GRCh37 Reference Sequence
Patches to GRCh37 Reference Sequence

Reference Assembly Alternate Haplotype Sequence Alignments
NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*) - Annotation Release GCF_000001405.25_GRCh37.p13 (2017-04-19) 

UCSC annotations of RefSeq RNAs (NM_* and NR_*)

NHGRI-EBI Catalog of Published Genome-Wide Association Studies

Common (1000 Genomes Phase 3 MAF >= 1%) Short Genetic Variants from dbSNP Release 153

SNPedia all SNPs (including empty pages)

KCNQ1
KCNQ1
KCNQ1

KCNQ1OT1

KCNQ1
KCNQ1

KCNQ1OT1
KCNQ1
KCNQ1

KCNQ1OT1
rs231353 rs874031

rs874031
rs231350
rs231350

rs3216306 rs2411884

rs231355 G/C
rs231354 T/C

rs74046870 C/T
rs75643572 C/T
rs75560722 C/T
rs2283186 C/T

rs117438519 T/C
rs2283187 A/C

rs231353 A/G
rs78979288 G/A/T
rs11023793 T/A/C

rs2283188 T/C
rs3889336 G/C

rs7127825 C/A
rs231352 T/C/G

rs2283189 G/A
rs231351 T/C

rs2283190 C/G

rs79828403 G/C

rs2283191 T/C

rs115473268 G/C
rs7939976 A/G

rs146937958 CT/CTCT

rs60056002 T/C
rs231350 C/A

rs11821797 T/C
rs12275726 T/C/G

rs16928561 G/A
rs7927129 T/G

rs11023827 A/C/G
rs78874320 A/G

rs137893372 AGAGA/AGA

rs115305496 C/A/G
rs61588088 delins

rs457704 T/C

rs11023831 A/T

rs462402 T/C

rs4930148 A/G/T

rs463924 C/T
rs2283193 C/A/T

rs75414884 T/C
rs74472063 T/C
rs74984745 T/C
rs76767344 T/G
rs78344341 T/G

rs624471 T/C

rs10832548 C/T

rs10741690 T/C
rs11023834 C/G

rs35957135 CC/C
rs531253689 delins

rs12277353 A/G

rs562297082 GGGG/GGG

rs148799466 -/G

rs368427206 A/G

rs364930 G/A

rs80269905 C/G

rs12360708 C/G/T

rs3782064 G/A

rs7940500 C/A/G

rs11023840 T/C

rs56134303 C/T

rs2283194 G/A

rs231842 C/T

rs7937388 T/A/C

rs55786794 C/T
rs231841 G/T

rs74046876 C/G/T

rs231840 C/T
rs9971538 T/C

rs78607138 G/T

rs11827097 G/A
rs140644669 C/-

rs11823249 C/G/T
rs2283195 C/T

rs2283196 C/A

rs2283197 G/C/T
rs116161190 A/G

rs7109371 C/T

rs2283198 C/T
rs75294921 C/T

rs3216306 (G)7/(G)6/(G)8

rs533330209 G/A

rs9651642 C/T

rs61870825 G/A

rs86392 C/G/T

rs78131 T/C
rs7938807 G/T

rs7939695 C/T

rs75143583 C/T

rs2283199 A/C
rs116839461 C/T

rs11023855 C/T

rs79219477 A/G

rs2283200 C/T

rs7103496 C/T

rs563696040 G/GG/GGG

rs231903 C/A/G/T

rs7925578 G/A/C/T

rs34617956 delins

rs1318599 T/C

rs56962600 (T)10/(T)8/(T)9/(T)11

rs372761967 T/G

rs11825554 A/G

rs34053306 C/G/T

rs231901 C/A/T

rs75591462 C/T

rs73419350 A/T

rs78282031 T/C

rs76334998 C/T

rs11023862 G/A
rs79418750 C/G
rs11828960 G/A

rs80069256 T/C
rs11825155 C/T

rs11827546 A/G
rs129074 G/A/C

rs77294061 C/T

rs114929041 C/T

rs2283201 G/C/T

rs2411884 C/A/G

rs231848 A/G

rs142279615 TT/TTT
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Reference Assembly Alternate Haplotype Sequence Alignments
NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*) - Annotation Release NCBI Homo sapiens Updated Annotation Release 105.20190906 (2019-10-24) 

UCSC annotations of RefSeq RNAs (NM_* and NR_*)
NHGRI-EBI Catalog of Published Genome-Wide Association Studies

SNPedia all SNPs (including empty pages)
rs62003467
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Reference Assembly Alternate Haplotype Sequence Alignments
NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*) - Annotation Release GCF_000001405.25_GRCh37.p13 (2017-04-19) 

UCSC annotations of RefSeq RNAs (NM_* and NR_*)

NHGRI-EBI Catalog of Published Genome-Wide Association Studies

TNPO1
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TNPO1

TNPO1
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TNPO1
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TNPO1
TNPO1
TNPO1
TNPO1
rs34651
rs34651
rs34651
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NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*) - Annotation Release GCF_000001405.25_GRCh37.p13 (2017-04-19) 

UCSC annotations of RefSeq RNAs (NM_* and NR_*)
NHGRI-EBI Catalog of Published Genome-Wide Association Studies

Mir_584

rs77372977 rs78900934 rs77046277
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