
Table S4: Root mean squared error (RMSE) and mean absolute error (MAE) values when predicting
selection coefficient (s), initial frequency (f), and time of selection (Tsel) for YRI and CEU populations
tested on simulations of missing data. The values show RMSE and MAE measured between log-scaled
predicted and actual parameters after unstandardizing.

Population RMSE(s) RMSE(f) RMSE(Tsel) MAE(s) MAE(f) MAE(Tsel)

CEU 0.51 0.49 23.82 0.37 0.40 19.65
YRI 0.56 0.50 37.07 0.42 0.46 30.09


