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Fig. S7. Loss of CMTM6 does not affect nodal and paranodal dimensions or internode length. 
(a) Electron micrographs of the nodes of Ranvier in longitudinally sectioned sciatic nerves of control and Cmtm6 ckO mice at 
2 mo. Scale bar, 1µm. (b) Immunolabeling of markers for the nodes of Ranvier (sodium channel Nav1.6, green) and parano-
des (CASPR, red) on sciatic nerve teased fiber preparations dissected from Cmtm6-cKo and control mice at 2 mo. Scale 
bar, 5µm. (c) Scheme shows the parameters measured in d to i. p1=paranode length 1; p2= paranode length 2; d=diameter; 
nd=node diameter; nl=node length. (d to e) Genotype-dependent quantification of paranode diameter (d) and length (e) 
shows normal paranodal dimensions in Cmtm6-cKo-mice. Mean +/- SD, n>130 paranodes per mouse with n=3 mice per 
genotype; d P=0.3173 e P=0.9809; by Two-tailed Student`s t-test. n.s.=non-significant. (f to g) Genotype-dependent quanti-
fication of node diameter (f) and length (g) shows normal nodal dimensions in Cmtm6-cKo mice. Mean +/- SD, n>130 nodes 
per mouse with n=3 mice per genotype; f P=0.5089 g P=0.4868; by Two-tailed Student`s t-test. n.s.=non-significant. (h to i) 
Ratio of paranode length to diameter (h) or node length to diameter (i) shows normal paranodal and nodal dimension in 
Cmtm6-cKo-mice. Mean +/- SD, n>130 paranodes/nodes per mouse with n=3 mice per genotype; h P=0.1251 i P=0.1999; 
by Two-tailed Student`s t-test. n.s.=non-significant. (j) Genotype-dependent quantification on sciatic nerve teased fiber 
preparations reveals no difference in internode length between Cmtm6-cKo and control mice. Mean +/- SD; n=490 interno-
des from n=3 control mice and n=437 internodes from n=3 Cmtm6-cKo mice; P=0.1393 by Two-tailed Student`s t-test.  n.s. 
= non-significant P>0.05,
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