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Antibodies
Antibodies used

GEO Series accession number

GSE141017 ( https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE141017)

The time-points of single-cell experiments were chosen based on the histological changes in the tissue. Duplicates of three months and five
months post tamoxifen injection time point show similar results as presented in Supplementary figure 1 B-C (i.e cells from the different
replicates cluster together).  In addition, as we state in the first paragraph of the Results section, cells that were taken from the early time
points in which there are very few lesions(17d, 6w, and control), cluster together. It strongly suggests that there are no batch effects. The
same is true for the late time points in which the tissue contains many lesions (three months, five months, and nine months), the pathology is
similar and the cells cluster according to the cell type and not according to the time point. Based on these observations we conclude that
additional repeats will not change any of the conclusions. In addition, this mice model is well synchronized because it develops very slowly,
different animals post tamoxifen injection show very similar lesion and pathology.

The number of single cells that we included in the manuscript is very high around 50000 cells, and support the conclusion that our data is
reproducible.

No data were excluded from the analysis.

All the single-cell experiments that technically succeeded (live cells) were successful and biological replicate cluster together. Immunostaining
of slides from different mice gave similar results and replicates of histological sections from the same time points were similar.

We randomly chose mice, with the required genotype, to single-cell experiments. Samples for histology were recovered from the same mice.

Humans with positive PDAC biopsy were chosen randomly for single-cell experiments and histology.

For each sample of single-cell RNA-seq data, we apply the same pipeline without making any modification that relates to the origin of the
sample or the timepoint.  The consolidation of all the data from different time points was also done blindly.
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